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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \= possible nucleotide insertion) 


8066 


38434 


A 


8121 


1 


1050 


MLIM 1 FHGLLPCMQMACKWQ 

LRVLVAG1RCDSTCPPGRWGPN 

CSVSCSCENGGSCSPKDGSCEC 

APGFRGPLCQRTVHILYPRGCGI 

RDVGESGNRKQKAVEQYREH 

WTVSPEVQCSASHFSSVRPKSA 

CPPGFWGPACFHACSCHNGAS 

CSAEDGACHCTPGWTGLFCTQ 

RCAPGTFGYGCQQKCECMNNS 

TCDHVTGTCYCSPGFKGIRCDQ 

G1MLLL/CPHCGAAGPICLASAA 

AEREGPRPGSPCLLHTCHEDDQ 

HRLLPLSGANSIPTYR*SGRPDS 

PLRTEALILPQXCQKFSGSQGEV 

CAVSCAAGTYGPNCSSICSCNM 

GGTCSPVDGSCTCKEGRJICLQ 


8067 


38435 


A 


8122 


-> 


732 


IRCDSTCPPGRWGPNCSVSCSC 

ENGGSCSPEDGSCECAPGFRGP 

LCQRICPPGFYGHCCAQPCPLC 

VHSSRPCHHIIGICECLPGFSGAF 

CNQG\QAPTGNPSPGWYRS*EM 

TDPRCSCR/CLSGESTRHTSPVL 

LGTDASETQVIGFVNLAQFLIIC 

PRKLHYKAQNSKKSNGSDASS 

DWKDWGIWDRESCEELCPPGS 

HGAHCELRCPCQNGGTCHHIT 

GECACPPGWTVGA/HC*ALCCP 


8068 


38436 


A 


8123 


77 


864 


PAVPEL* VFQAKPERKSRYWQL 

HFPPHSSSPTSWRKSLEPMYRC 

TCPPLTPYGCTCPPLSPYRRTCP 

PLTMYRRICPPLTPYRCTCPPLT 

PYRMFSSPLHKEITSAQRSPEPS 

SRPHSSKAAALR*QPRIMEKQRI 

YGPSPTSVQPASPPPCLDDPRKK 

AERPDHRATGKRHLPETSL/YA 

ELVRRAVENPEDSEAPAPAPAA 

LSPASEHRTDPIQETKKARKSSD 

NDGSTPLAQTPTRRSSQWPRLG 

QFQQQEDDSSGLYSTG 
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SEO Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol* first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8069 


38437 


A 


8124 


314 


1 188 


KHFLNFCLPYMILNKYRMQYCT 

FNDDIQGNKIFTAYGS1TCLKLV 

HNC1KKIWLVDSKGLIVKVRIC 

HF*PE*R*LCHSGWPSNLEA1VQ 

EIKPTALIGKHFLLSLLPYPLF'P 

DCFFNERP1IFALSNPTSKAECS 

AEQCYK1TKVK*NYNRYFNNQ1 

FIHYREATLYPGQGNNSYVFPG 

V A LG V V ACG LRQ 1 TDNI FLTTA 

EVL*NPLSLPRV*NTKCAQPRN 

TIRDVSLK1AEKVKPLLFKLHYF 

SFLFLLNMQEAFVRSQMYSTD 

YDQ1\LPD\C YS WPEEVQK IQPQ 


8070 


38438 


A 


8125 


1 


1115 


SPAQVMFQCLWKSCGKVLSTA 

S A MQRHIRLVH LG RQAEPEQSD 

GEEDFYYTELDVGVDTLTDGLS 

SLTPVSPTAS/IAACLPPPGAAR 

AAGAPSPA*SPAAACPAPAPAP 

CPEHRC*PPVLSQ*PCLPRAA*R 

PPA WSR1V1 PRRLEPAH PPCPPGS 

ESS*GSPAATRISAGM*YGMEA 

PGPPGAQPAAGRKP\PAVPGLK 

SGSFKNIKLPPSPSPPPPG PG AET 

ARRNKPQGAGPSPAAGSAFNW 

VGVPDLTLEPFPPPGPGEGSPPT 

QS/SPLKKPSFLH*SPNPHPLSPF 

TPKGPGGSHPSRLSARRFIKGV 

MGPALGGQSRCTLRGVGEGTP 

PLALNSTALGPWGCFYPCLFLK 

LQVSHVWAATRRREKLK1 


8071 


38439 


A 


8126 


116 


333 


KLRDRCLSH*K*NGASPPRPTN 
VSIMRPSLV/SLVHHSGL* FPQM 
LRALS*LRVFG VAVSSP* MVPL 
NPC1ISH 


8072 


38440 


A 


8127 


5 


829 


KPSPQPPCPRPGPPRARFLRRSP 

DVEKIPFA*RPCDVRGRPPAGG 

ARRRAASLG/PWVRRRLQARPG 

/LFRPRDFYLRSPRSYGTRP*KSP 

QSSPRGSARPDP\GPA\PPPEPPV 

KRRARGVLESSRHAAPRRVFHL 

G REREQSQEG PAWPKRG RPAPS 

PQRTAT WRPA AG GG K * G S A AT 

S*ARAGPARRGKRRG*EPRENR 

RAGRPATRGRPPGRRCCPPA*S 

PRPSKRSSPLCSPRPSWPPTRPS 

KSSYGASLARTTTLQWKFSVNL 

IRKQIRDAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*— Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8073 


38441 


A 


8128 


5 


844 


KPSPQPPCPRPGPPRARFLRRSP 

DVEK1PFA*RPCDVRGRPPAGG 

A RRRA A S LG/P W V RRRLQ A RPG 

RFAPGTFTCGAPRSYGTRP*KSP 

QSSPRGSARPDPXGPAASARATR 

EAQSARGLGELAARGSQAGLP 

LG KG A RTEPGG SS/CSQGPA WP 

KRGRPAPSPQRTATWRPAAGG 

GK*GSAATS*ARAGPARRGKRR 

G * EPRENRRAG RPATRGRPPG R 

RCCPPA'SPRPSKRSSPLCSPRPS 

WPPTRPSKSSYGASLARTTTLQ 

WKFSMML1RKQIRDAQ 


8074 


38442 


A 


8129 


795 


914 


RGIRLASEMYPLTCFWRS*LYR 
RGSLARIALVNCRRNAL 


8075 


38443 


A 


8130 


4073 


5350 


YSLKSGSVTPLALFFLLKIDLA 

MQALFWFHVNFKVVFPNSVKK 

AIGSLMGMTLNL*ITLGSMAIFT 

ILILPTHEHGMFFHLFVSSFISLS 

NGL*FSLKRSFTSLVSWIPRYFIL 

FEAIVNGSSLMIWVSVCLLLVY 

KNACDFCTLILYPKTLLJCLLISL 

RRFWAVGQWGFLDIQSCHVQTG 

TI * LPLFL1 EYPLFP\LLPNCPGQN 

FQHYVE*QW*ERTSLS\LPVFKG 

NTSSFCPFSMILAVGLS*1ALIIL 

RYVPSIPNLLRVFSMKGC*ILSK 

AFSASIE/YNHVVFVFGSVYMQ 

FLLVPLVEFGCESIWSWTFFGW 

*AIDYCHNFRSCYWSIQRFNFFL 

V*S\GRVYVLRNLSISSRFSSLFA 

*RCL*YSLMVVCISVGLVVISPL 

SFFIASI*FLSLFFFTSLASSLSILL 

IFSKNQLLDSLIF 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8076 


38444 


A 


8131 


1 


1715 


MDGISGGKRALRERHSKSKAL 

GRCFPWTN ITPPALPGITNDTTI 

QQG ISGL1DSLN ARDISVKIFEDF 

AQSWYW1LVALGVALVLSLLFI 

LLLRLVAGPLVLVLILGVLGVL 

AYGIYYCWEEYRVLRDKGASIS 

QLG FTTN LS A YQS VQET WL A A 

LIVLAVLEAILLLVLIFLRQRIRI 

AIALLKEASKAVGQMMSTMFY 

PLVTFVLLLICIAYWAMTALYL 

ATSGQPQYVLWASNISSPGCEK 

VPJNINSCNPTAHLVNSSCPGLM 

CVFQGYSSKGLIQRSVFNLQIY 

GVLGLFWTLNWVLALGQCVL 

AGAFASFYWAFHKPQDIPTFPL1 

SAFIRTLRYHTGSLAFGALILTL 

VQIARVILEYIDHKLRGVQNPV 

ARCIMC*FKCCLWCLEKFIKFL 

NRN A Y I M 1 A I YGYKN FC V S AKN 

AFMLLMRNIVRVVVLDKVTDL 

LLFFGKLLVVGGVGVLSFFFFXS 

GRIPGLGKDFKSPHI NYYWI PI 

MRNPITPTGHVFQTSILGAYVIA 

SG FFS VFGH VCGTRSFLCFLGK 

DLGSVNNGFPGDRPYY/MVPRA 

FLK I LG\KKNE\APPDNKKRK K 


8077 


38445 


A 


8132 


1 


208 


GTRASSPAPCPSSSAPAHSFEAC 

CCRMSLWGSCGGSGDGSSACG 

SGWNLSMAGTSCSSPAMCSPSR 

APS*RSASRPRTWRATTSAASS 

WAPRRCWCGWA*SAT*PSSTTT 

ISSSPHCGWPCPASCASAAAWL 

SSTWATASVAGSCWGPIM*SSA 

PAHSFEACCCRMSLWGSCGGS 

GDGSSACGSGWNLSMAGTSCS 

SPAMCSPSRAPS 



975 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uoknown, 
*=Stop codon, /=possinle nucleotide 
deletion, V=possible nucleotide insertion) 


8078 


38446 


A 


8133 


28 


1956 


SRAARERGRSDSGGRSDPGCPA 

VPACVPRSRPSMTAPAGPRGSE 

TERFLTPN PG YGTQ AG PSP A PPT 

PPEE/VRPSPSS/TNTFS*VPATSF 

EPRAASPAS*CCKWSRSWWSR 

CSSSCLGSV1SWL*HSGKRTPSP 

SDTSSCWATRTERMTPSQPTRG 

SSCTRPSSMLWTASAGGRAGAG 

GQAGAVPGVA/WTCHWAGLLS 

ASGTTTEATWTRPTTHLTLIRW 

WLLTASRWIPPSGPLRPPATISP 

SWKAAPVTRTSRSNSTSTACSL 

EGGPGVSTWQGTLALGAGRDP 

KTPLTLTRASCLGWSMSPSTSG 

*RPLTSRASSIMRSRTAIPSAS*S 

RLTTKHTVGGSPSAWRPRPTSR 

SVSTPVSSSTGGQQLPGSCLTW 

WSYSPAPCTSSSVSPLTPSRLPAA 

EQSLWGSCGGSGDGSSACGSG 

WNLSMAGTSCFVTSDVLHHLG 

HHS* RSASRPRTWRSLRRFAAS 

SWAPRRCWCGWA*SAT*PSSTT 

TISAHSPWCLSACSRSSMGTTC 

L*RSPPCRRSRAAAAWCGSSPS 

STFTPSSSLFILHGAQPLHRAHH 

RAPTYTIKHSRRRRRKRRASCR 

PYIAQCPGQPHLRQVPPRERAR 

PIAILLLLRKGPLGGAFAAGELI 

RPDCRWTVGPGLQRPPPPTPLIY 

L 


8079 


38447 


A 


8134 


1 


2994 


MQRPCLCVEPMRLCFDSFLLLV 

NQGEEEEGVVPCLEENGRAAA 

DPGPQDQDCLLPTLTPSLSGDE 

APDRTQSSGDPRERCGYLSVTC 

EEGDNRFAAFCLCGSWRLNHG 

HADWCDQRRSQISNRLPASLGII 

VGTRGSRHLLAALRGVKEDRQ 

TKGCVQTPASLSPWLPGLSSET 

RAQKTCSVLLIDYATFLKLAND 

DDDGCLDCLQPGVRTAWASSQ 

HGI RAPRKSVQGSASSPSLRTW 

ALTCTQNWFCCVLLVK 


8080 


38448 


A 


8135 


215 


418 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8081 


38449 


A 


8136 


767 


1458 


WREHLTKFNVWGKQHLESLNS 

QQKNMRCPVRSQTRPPTDVKP 

VSRSGRRJEDRRAAGGEGGADR 

QG PGT A RA R A PG S PQRG G * G R 

NLRXQAGPPGKHGRGIPPPQTRG 

RSRGAPPGTPEGPRHPPRPASRA 

PGPATGAPKRPOPOTOROGHIA 

RDSRPSSDPVPLRETGAPPPWD 

A\SQGQAARPRATQTPSSAPVA 

TRQGSGRRADSRRRGVTRRTER 

CAQPSLAVSRVPTR 


8082 


38450 


A 


8137 


3 


424 




8083 


38451 


A 


8138 


1 


813 


MVQKELEEEGRKSTPQSWGRE 

NMEKALNSSLKASLGSGGVMf 

CASVKALLTVVIAKVLGRLL\ES 

L FLLLQTQT A L* QTL/RHTN RN I 

SHQYQDEIIILDGSDLPRMSPRR 

KYEPPVFPGRKTYKISIRGKAN 

KKCEEARQEfCEAMVMKYVRG 

EKESLDLRKEKETLEKKLRDAN 

KELEKNTNKIKOLSOEKGRI HO 

LYETKEGETTRL1REIDKLKEDI 

NSHVIKVKWAQNKLKAEMDS 

HKSFKNPLVRCNFAATFGYYK 

KL1PEIKTGSSH 


8084 


38452 


A 


8139 


3 


808 


NVRVEPTDSSFMEAIEFAQKGA 

FD A Y V A VGGGSTM DTCKA\AN 

LYASSPHSDFLDYVSAPIGKGK 

PVSVPLKPLIAVPTTSGTGSETT 

GVAIFDYEHLKVKIGITSRA1KP 

TLGL1 DPLHTLHMPARV VANSG 

FDVLCHALESYTTLPYHLRSPC 

PSNPITRPAYQG\RNPISDIWGYS 

TRWGFVG*VS*RRAVQEIPMDL 

♦KARSHMHLASAFAGIGFGNA 

GVHLCHGMSYP1SGLVKMYKA 

KDYNVDHPLVPHGLSVVLTSP 

AVFTFT 



BNSDOCtD: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8085 


38453 


A 


8140 


2 


1 154 


IDPLHTLHMPARVVANSGFDVL 

CHALESYTTLPYHLRSPCPSNPI 

TRPAYQGSNPISD1 WAIHALRJV 

AKYLKRAVNSTDK*RRRMSLR 

APSWEWPSPSRGPARCLPRRFY 

IT*GS*QRYLLWPLLETVDEKY 

VSLQFSFRRQGVV*ITCLIFLPTE 

*HFFFFHHIFP*GSSLFCRNCQC* 

CVIVRYLYHSQGWQKSR*S*RQ 

GLIWHLGKCFLLG1GFGKCWVF 

ICGHGNV/SYPISGFRWKDVIKG 

KGIYNVG1HPTGWPPWAFSVVP 

HVPQRCFTFHGPRCFPERTPWR 

WQE1LGADTRTAQ/RSQDAGLV 

LADTLRKFLFRSG/IVDDGLAA 

VGYSKADIPALVKGTLPP/QER 

VTSFAPRPQSEEDLAALFEASN 

ETVLNVHLN 


8086 


38454 


A 


8141 


2 


990 


WENW1SIC*RMKL/DPYFSPYTK 

IKSKW1KDINVKPQTMKLLQEN 

IRETLQDIGLGEDFSQAQATKA 

KVDKLDHVKFKNFCTAKETIN 

KVKRKPKEWEKILIFADYPSDK 

GLITRILF1DHSWVFLGEGNLAG 

SSDNSGGKAWKHLLPLLASRCS 

GTHSNLRAKLRLSQGTVATWP 

VLKREGEKSCGPSESPDLGAPQ 

ARDVTPCLGICSSWLLQASGHH 

HIPWCQLWKLFVVYLVQLQPH 

REVALVPAPGAAHPTTASVPVC 

AQWLDPMVIHSHTLCCSEPDSP 

LAGMGFRPVAQAKHNPARPSG 

WNESSRPEQNLDKGATSHRGF 

WLAR 


8087 


38455 


A 


8142 


1 


196 


GQYPWPLETNPRFLRE*TLPKS 
LQKSLL* DSPVPE* SLCGTCQQA 
RSLSEEVDESSISQQVCCPT 


8088 


38456 


A 


8143 


3 


413 


ITLG KDC I M HG Y M L/KLGN PFL 

TQ WQ RR YFTLFPKN I * WRRRG E 

S\RQNLLTMEQILSVEETQIKDK 

KCILFRIKGGKQFVLQCESDPEF 

VQWKKELNETFKEAQRLLRRA 

PKFLNKPRSGTVELPKPSLCHR 

NSNGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8089 


38457 


A 


8144 


705 


1983 


E1KVDSSLLKSFLDLMNGKQNL 

ENLNALKDFAMMLNLSYATEH 

LGLEHMHNRFVVYRDLKVRTI 

DRLILHSRYCVNGPLEDKVTEK 

DFPGNPEIKPS\GKWLGCPS*KS 

PTLSQRGLMTLPCQTLGSG*LSF 

PE/VLDLP* WTNAHF ADWFSLG 

CMLFKLLRG*VEMHPSSAVLM 

AAGAWMKTTVVRGFKTVFLSV 

W*LSCFIPSKRDVSKRLGCHGG 

G*AIVPAFRYLYQKSKIVILNFQ 

YPPPLIPPRGEVNAADAFDIGSF 

DEEDTKGIKVHMXCHLFLYFYF 

WWVMISVGKQEVTETVYEAV 

N ADTDKI E A RKRAKNKQLGHE 

LTOWORRYFYLFPNRLEWROF 
GESRVSLRQPHRACFPVRTMAY 
GYWLLRRAPKFLNKPRSGTVE 
LPKPSLCHRNSNGI 


8090 


38458 


B 


8145 


156 


281 




8091 


38459 


A 


8146 


2 


181 


VWCCSRTATLRTRNCARRRCS 
RGSRTWKRSGRSSSRRRAH/SQ 
Y DLE RLR A AQKQLEREQE 


8092 


38460 


A 


8147 


3 


670 


ETGLKNEGRVLVRHSAWCPLL 

WGREGSRSSLSSWPELQGSPLC 

ASQGVVLQQDSYIEDQKLVLSE 

RALTRSLSRPSSLIEQEKQRSLE 

KQRQDLANLQKQQAQYLEEKR 

RREREWEDRERELRXDGRPSWP 

SARRRCSRGSRTWKRSGRSSSR 

RRAH/SOYDLERLRAAOKOLER 

EQ\EQLRREAERLSQRQTERDL 

CQVMGLPAESNLMMILIKTPCV 

LSKVRK 


8093 


38461 


B 


8148 


47 


699 




8094 


38462 


A 


8149 


1 


242 


MNRGGFAVKILALLDALSTVCS 
QRVQKAKKQQHLQNKEHFKA 
L L KQKEK L KQQEDL/RKK L F* IQ 
G I RCPQATPH HGQCSL 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possihle nucleotide insertion) 


8095 


38463 


A 


8150 


3 


929 


ASSCVVRAVPPG/SGVWGFRCG 

LCGPDCESGLLISGSRMFAGPQ 

G/PPGAGTAVTLLAAGEEGLES 

STAQHGSGLCSEEPPWPRRHA 

WQGKSYSRNWLPPARPRPALA 

MSSDTRGQAQLSPSWQLEKKG 

LSSSTAQRGCRA LQG RA AS ARR 

\QRG KAN PTAGTG WLRLAPGLP 

LLCPQTPGGRHSCHPPG/K/PGK 

EGLEQFYSSARLQGFAGKSRQV 

PD VTRGKAN PTAGTG WLR/H R 

GPRGGEACAMAVRGPRSHEQR 

CPWSAGADSVS*GHCEGTDGR 

VASGACLQVDSRGSAGQNLPL 

DPEHWHVFCFDFP 


8096 


38464 


A 


8151 


2 


1749 


WVQGASLCVRASRAPLPLARP* 

VQGAELTHPWGPAAHP*TRNQ 

KPALGSSGPHSPHNGNPQTPTQA 

GQP*PHTARHGPVQEHGRGQR 

GPHLHKTETPQEATP* EVGSI AT 

EQAWLPHLCL*RPPPFHQGLFP 

RGPCMEGAQQRVEGSSSAQGT 

QVCMGPKTAGDWDGPWLVCW 

FH*GEAAARILRPGLG\GLSGHP 

LWPQGGGQMTVGYGGASEAC 

GAGELLMRRAPPQSPGKARGL 

P A/H Y W H QGQTG PRKA EI 


8097 


38465 


A 


8152 


1 


583 


MAAVVAATALKGRGARNARV 

LRGKERDPGEGRTAEDPFSFTS 

S PTI AGG I LAAG ATA\N KA S\HN R 

TRALQN/HTASPEGK£EP*/DPLS 

PELENTFPRKEGQRTPM ESCGN 

LPWAMGFPLWLFLPLSSFTQAG 

KWDK/VTVLrCAD*RLRAEHCG 

FSNTGRV*RARRFRAFLPEVAPF 

PLMFGSGVSGGADLRSVCDPP 


8098 


38466 


A 


8153 


141 


341 


GTRGSPSKKGERVRRDAQQTA 
TW*TRSPASGCFQICEGNKQDE 
ACDVRGLQHCERHSLAGPREY 


8099 


38467 


A 


8154 


1 


521 


MKNRSRNKGNVEWQAEG1RSK 

RSVGKQRPS1CAKIPSGDKNGVS 

LTHNEVINNDNPLESNDEKEGQ 

EATCSRPQIVP/EFQQ**LFRPE* 

WRJIASGNLQLIPKKRVSA*GTR 

GSPSKKGERVRRDAQQTATW* 

TRSPASGCFQICEGNKQDEACD 

VRGLQHCERHSLAGPREYMP 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8100 


38468 


A 


8155 


1 


619 


PEAELKNHGIQINSCSVRLVDIK 

KEKPFSNSKVECQAQARTHHN 

QASD1IVISSEDSEGSTDVDEPLE 

VFISAPRSEPVINRATPCELKC* 

KEG\QE A IC/SRPRD V PR A LG FR 

KFVSPFEESFRKGLLGODPDFPD 

SIEKKPPAEASSGVALRSKHGEK 

APMTSRSTSTWR1PSRKR\RFSSS 

DFSDLSNGKELQETCSSSLRRG 

SGKE 


8101 


38469 


A 


8156 


362 


1043 


PTTPPS AG SS WTTA SPPS* G ICA 
WLGTGRPPSPWRRMSASMRTAS 
EEDGRLQPQLPL*AHPSESSGQ 
DRGNQVSVGREADCGQD/SPVS 
TMTRSHPGRPCAEGC**PCCSSR 
P*PCPCGSGSLVTSPLSLPAPSF 
WLPLRPSVSPPGI PP1 OSSI SFPP 
PPPPVPOPPAPPALO WG LHLPG 

•1*11 » 1 A i»J. m. * » *-v »t VJLiI 1 t__< 1 \J 

VPQPGVPAGRRVVRLSAKHLPR 

LPDHSV*GAPGRRSLREHLPQH 

RPGDQ 


8102 


38470 


B 


8157 


52 


633 




8103 


38471 


A 


8158 


15 


3054 


AGPDGLAAPASCQGARGQTRV 

PGAFSWLAPGSHHASEGLAPG 

VPPAGGVSAQELTAPPQEGWG 

LGAPPAAPRPESDEKRAGSDAV 

RSFSRGARDSLGQRRLGGTRGA 

GPAGKGAQRTMGPASGFHSFPP 

RPHQEPSPRSSCWQHLLWHCP 

WPOPSRLPRLTPAOLLOGPGVL 

AAPPGP*HVPGFLAOSPWPI PS 

GPRSP*DPLHQGALVPLPQGGS 

PHTAPHCLPS V LSPA IQQPLLPT 

AST/SSRSPPASTMAP 


8104 


38472 


B 


8159 


748 


3111 




8105 


38473 


A 


8160 


1 


463 


GGGGGRGQRGRPSRPRYLCPGP 

G PTG/G PG AC A AGG VTVG PSED 

NGRPLLPPQRHPPVGDFSRRRC 

RFRLPKHKERSPDARFKEGPGG 

AA/GPGARGQ*DSARTPDS\ALK 

L VRPPLP1 PTGRPSCASGG R* PA 

GKRGHLSAPPRPGRSSPGPSQP 
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seq in 

NO: 


SEQ ID NO: 
ol* peptide 
sequence 


Met 
hod 


SEQ ir>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8106 


38474 


A 


8161 


1 


2733 


MALRRAGAGRTGCFIA1DTML 

DMAENEG VVDIFNCVRE/LRAQ 

/RVNLV/QTEEQYVFVHDAILEA 

CLC/GNTAIPV/CKLQNLFQNTK. 

CTAMSNYTLTQGLLQHWLS*T 

T* FI WLAGTMRLCLSLCVDA AS 

APWVLKTLNIVT/PRVRPEDCSI 

ARPNHDKNRSMDVLPLDRCLP 

FLISVDGESSNYINAALMDSHK 

QPAAFVVTQHPLPNTVADFWR 

LVFDYNCSSVVMLNEMDTAQR 

GQSFVGPLEFGGAQL 


8107 


38475 


A 


8162 




307 




8108 


38476 


A 


8163 


3 


969 


GLFCSRKTPPSK*\KFTNVIASDK 

AAEKSVVHEHEHSHDHTQLHA 

YIGVSLVLGFVFMLLVDQ1GNS 

HVHSTDDPEAARSSNSKITTTL 

GLVVHAAVFYVSLFPNIADGV 

ALGAAASTSQTSVQLIVFVAIM 

LHKAPAAFGLVSFLMHAGLER 

NRIRKHLLVFALAAPVMSMVT 

YLGLSKSSKEALSEVNATGVA 

MLFSAGTFLYVATVHVLPEERL 

KLVTVLGAGLLCGTALAVIVPE 

GVHALYEDILEVVPSFYYCHLY 

V YE YLM FSSHFCSPDPWQDQL 

LTLRVCSSTSASLGEGCLGVSSI 

RKGMELSVQAQHHVEVA1CA j 


8109 


38477 


A 


8164 


164 


240 




8110 


38478 


A 


8165 


2 


417 


QQIRKLIKVGL1IHKPVIVHSQV 

GCQKSTFS/RTRKGRHMGTG*R 

KSTANFQMPEKVTWMRRMRJL 

HWLFGRYHESKKTDHHMYHSL 

YLKVQGNMFTNKQILMEHNHK 

LKADKA H KICFLADQ A E A RSSK 

TNKASKLREER 


8111 


38479 


A 


8166 


1 


86 


RTRGCLSHHNHH*HLHRHHLH 
HHYPYSY*HHHCLNYH/APYLF 
HWLYH/APHHLNQHAHYLHLY 

VUULI "V~M U L4 LI U I 1414 14 UP QUrH 

YnnnYlNnnnnLnnnnKonLn 
HHHHHLTIHLLCQHHHHHFHPT 
KHLLLAHPQALQTHH\NHHDM/ 
HHHYPYSY 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8112 


38480 


A 


8167 


50 


1 156 


LLLQFSRATFILFQPPANTFTSA 

FSQTRARRGGSGRGGGQESAEE 

TSEFGDRHAPEAAAATRGSAR 

APEPKHASSCGTRGQCACARRE 

VEAQVRAKGDTVAERARRGGR 

WLTRSGMEHLERCEWLLRGTL 

VRAAVRRYLPWALVASMLAGS 

LLKELSPLPESYLSNKRNVLNV 

YFVKVAWAWTFCLLLPF1ALTN 

YH/HDRQGWLGPAA/DVCTLLV 

GTAIWYICTSIFSNIEHYTGSCY 

QSPALEGVRKEHQSKQQCHQE 

GGFWHGFDISGHSFLLTFCALH 

DCKKRCLCLO*R*KTDRSHCI H 

TAITTLVVALGILTFIWVLMFLC 

TA VYFHN LSQKVFGTLFGLLS 

WYGT YG F W Y PKA FS PRTS S PEL 


8113 


38481 


A 


8168 


2 


926 




8114 


38482 


A 


8169 


2 


1053 


TRERFS V AN R VTGSETVPKAE A 

GPESAAGGQEEEEGEDEEELSG 

TKVSAPYYSFWGTLEYHNAMV 

AGTEEARDGSAGVRVLYLYPT 

HKSLKPRPVSLEGKCRFKENCR 

FSHGQVVSLDELRPFQDPDLSS 

LQAGSACLAKHQGWPLERQHA 

SPMWDNGYLHSQV*LAAA\RE 

AVVGGGRHPAPTAHKRPQESD 

SDSXEVRVTPAMPEWWGQMLW 

TLGPAALPLLGWEVHTRGIGSR 

LLTKMGYEFGKGLGRHAEGRV 

EPIHAVVLPRGKSLDOCVFTL O 

KQTRVGKAGTNKPPRCRGRGA 

RPGGRPAPRNVFDFLNEKLQGQ 

APGALEAGAAPAGRRSKDMYH 

CQQECQAGP 


8115 


38483 


C 


8170 


166 


419 
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SEQ H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


81 16 


38484 


A : 


8171 


55 


1 157 


ALDEPHGAGASEERAGDVFGPP 

RRVPGPSLWPLEAWPTSSQKV 

MPQVRCLHLHQVWGQRGGPPR 

\KRWA WAARGHTGLGPTPHGP 

S\WTHSNFLKEKIF*KMFA\KQV 

GPEAKQSLPNGFPGVATAWSP 

VRSSVCPLFIICARPSC*QLQDSC 

WDPGGTETADPGHTGLELRFPE 

PPKPTLPLALSEAPVPQREEKTQ 

GRGHYPAPQCLPGDPCSPHHPA 

PQPHQPHPAR/HN*PPPPRPSSHP 

PTTVPPTRPQPWQPGCCAQPPR 

PCLH*RGGN*VY*GMQLHQKS 

VSWPHSQWPQKREGNGSSHEI 

HPSCPPSGFHGPSPEGRMPTQA 

GALHSWVPGLSLSHGSGPHPPP 

RWTATVQAARPRVPPLTNL 


8117 


38485 


A 


8172 


1 


362 


LFDNTVYCPRTERLLKNDTKJI 

QRHAQSACQLSTTLVCSQHRK 

VSDFIFQHKHSAPLPQKSKRKQ 

NQQSFMLKTLNKLG1 DEM Y\RA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGFSLSPLL 


81 18 


38486 


A 


8173 


1 


655 


M1ISTDAEKAFDKIQQPFMLKTL 

DKQG 1 DGTYLKI I RA 1YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPF 

SQLLFNLMLEVLTRAVREEKEI 

K\GIKYLGIQLTRDVKDLFKRN* 

KPLLNEIKEDTKKWKNIPCSW1 

G RTNTVKM A 1 LPKFR* WTR* RQ 

FSTVHKD*KLSETVSHSYLKIKF 

WKLKRPFLLHSEPLKERQQDSV 

SLMNWVCMSSKTGQY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSjN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8119 


38487 


A 


8174 


2 


1936 


DKPTAN1ILNGQKLQAFPLKTG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENP1VSAQN LALKLIS 

NVS\KV*GYKINVQKSQAFLYT 

TNRQTESQIMSELPFTIASKRJK 

YLGIQLTRDVKDLFKENYKPLL 

NXEIKEDTNKWKNl PCS WIGRIN 

I VKMAIL\PKVIYRFN/ IPiKLPM 

TFFTELEKNTTLKFIWNQKRARl 

AKS1LRQKNKAGGITLPDFKLY 

YKATVTKTANWYWYQNRDIDQ 

WNRTEPSEIMPH1YT1LI\F\DKPE 

KNKHGGKASL\FIKW\CW\ENW 

LAMCRKLKLDPFLTPYTK1NSR 

W 1 KDLN VRPKTI KTL E EN LG I TI 

EDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQ1YKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQ1KTTMRYHLTPV 

RMAI1KKSGNN RCWRGCGEIGT 

LLHCWWDCKLVQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMF1AALFTIA 

KTWNQPKCPTM1DWIKKMWHI 

YTMEYYAAIKNDEFMSFVGTW 

MKLETIILSKLSQEQKTKHRIFS 

LIGGN 


8120 


38488 


A 


8175 


2 


1105 


LPTKKSPGPDGITAEFYQRYKE 

ELVPVLLKLFQSIEKEG1LPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAKIP* * KY *QN* IPA AH 

QKSLSHHDXKVGFHPPGMQDW 

F\N I H KSINXLIQHINRA KDKN H M 

IISIDAEKAFDKIQQPFMLKTLN 

KLGIGGTYFKIIRAIYDKPTAN1I 

LNGQKLEAIPFEMLKVMYRAF 

RQNKQIKGIILEKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKL1SNF 

SKVSGYKINVQKSQAFLYTNNT 

QTESQIMSELPFXTIASKRRKYL 

GIQLTRDVKDLFKKNYKPLLKE 

1KQDTNKWKNIPCS*VGRINIVK 

MAILPK*DVLASPSPFTMTVTC 

RKQVQVL 


8121 


38489 


B 


8176 


120 


2036 




8122 


38490 


A 


8177 


3 


316 
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SKQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8123 


38491 


A 


8178 ; 


1 


1447 


MSIRVTQKSYKVSTSGPWFFSS 

CSYLSGPSAH1SSLSFSRAGSSSF 

QGGLGRGYGGASGMEVITAVM 

VNQSLLSPINLEVDLNIQAMHT 

*EKEQIKTLNKFASFIDKVQFLE 

QQNKMLENKWSLLQQQKMAQ 

SNLDNMFESYINNLRWQLETLG 

RKKLKLEAELGNMQGLVEDFK 

NKYEDEINKYTEMENEFVLIKK 

DVDEAYMNKVELEYRLEGPTD 

EINFLRJCLYEQEIRELQSQILDM 

SVVLSMDNSHSLDMDSIIAEVK 

VQYEEIANRSWAEAERMYQN* 

YEELQMLAGEHGDDLLSTKTEI 

STINQNISWLQAE1EGLKGQRA/ 

SLESTITDVEQRGELVIKDANA 

KLSQLEAALQRAKQDMALQLH 

EYQELMNFKLAQDIVITTYRKL 

LESEGSWLESGMQSMSIHMKT 

TSGYAGSLSSAYGGLTSPSLSYS 

LGSSFGSGAGSSSFSHTSSTRAA 

VVKKIEAQNGKLVSKSSDVLPK 


8124 


38492 


A 


8179 


272 


1813 


KCGLRSRSSFSAPSRJSAWFGPP 

ASTPASTMS1RVTQKSYKVSTS 

GPRAFSSRSYTSGPGSRISSSSFS 

RVGSSNFRGGLGGGYGGASGM 

GG ITA VTVNQS\LLSPLVLEVDP 

NIQAVRTQEKEQIKTLNNKFAS 

FIDKVRFLEQQNKMLETKWSLL 

QQQKT ARSNM DNMFESY INN L 

RRQLETLGQEKLKLEAELGNM 

QGLVEDFKNKYEDEINKRTEM 

ENEFVL1KKDVDEAYMNKVEL 

ESRJLEGLTDEFNFLRQLYEEEIR 

ELQSQISDTSVVLSMDNSRSLD 

MDSIIAEVKAQYEDIANRSRAE 

AESMYQIKYEELQSLAGKHGD 

DLRRTKTEISEMNRNISRLQAEI 

EGLKGQRASLEAAIADAEQRGE 

LAIKDANAKLSELEAALQRAK 

QDMARQLREYQELMNVKLAL 

DIEIATYRKLLEGEESRLESGMQ 

NMSIHTKTTGGYAGGLSSAYG 

GLTSPGLSVYSLGSSFGSGAGSS 

SFSRTSSSRAVVVKKIETRDGK 

LVSESSDVLPK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8125 


38493 


A 


8180 


1 


3519 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAE1EQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPXRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8126 


38494 


A 


8181 


208 


445 


AACVWRERHHRAEECGCPGVH 
LPPLLHP*KSKWPGRC/RLRGN 
AAHHPPWGQGQATPALCGGLQ 
QPESSQ*GLSSLGGSR 


8127 


38495 


A 


8182 


1 


1607 


MDMFRSG1RRDGGLGDGIVRA 

RRRRQGALAGSSQPIQAAAVPR 

GP\GPAPRDPRSWPSCQGSSGEA 

♦PYWKLEGAGLE/RKRGTEIRA 

VGEQLESWRSWRKDVAGCSSP 

TPIPEFGAAAPTKS/GPAGPSSTQ 

QPSSRIWAAPRKRLAG*DTAHK 

NHP/SAAP* P APQDRARPK* PPR 

ADPQRSVTPPRSPKGS*GSPFFP 

KQ/PRJPKSGAASEASNPLLAITS 

QVVGGSESETRVEGLMKEESV 

REGNAAFSRFLRKSV/ACKPPAS 

EKDRGSRAAEGDEHASSNLQEP 

IPHLP*TALGERPEARGQPiRFRP 

PGEPCSHPRSVNELGTGEPHTF 

QLGCLQRHPGAVDQAGPRGPG 

AGSRA RETG KTGTNSE A A VRQ 

EPKQRILSKIHTSSTPGHRL/EPT 

AFRTRSARSPELASGHQAGKVV 

AGPRVRARGAXPPTGRPGLAAR 

PTEAERASRAPCP\PPQTDARLFI 

TARPRGKSGCRLPAHSPPDPPSR 

LPGPRSRSR/LSPAVRVVAAGEK 

EASG AETA FP A WGTMALFWSL 

QPRALQAL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


8128 


38496 


A 


8183 


3 


683 


ERGITAGPPGVHPPTARSAGAA 

LPVWDSSACVEGVRPAPAMDP 

*EHQLR\SGLGCQDTLMLIESGP 

QVSLVLSKGCTEAKDQEPRVTE 

HRMGPGLSLISYTFVCRQEDFC 

NNLVNSLPLWAPQPPADPGSLR 

CPVCLSMEGCLEGTTEEICPKG 

TTHCYDGLLRLRGGGIFSNLRV 

QGCMPQPVCNLLNGTQEIGPV 

GMTENCNRKDF LTC H RGTTI M 

THGNLAACI 


8129 


38497 


B 


8184 


230 


252 




8130 


38498 


A 


8185 


29 


316 


GRVSRCLPFKLVTPVLCFCLWH 
RSY*EYRNF*MNQ1SKTQLKQR 
PTRFTG**QPWPRWW/PAPPRPS 
QGRJLAGREWSTQAHPRDSQGP 
RLCGEGRGA 


8131 


38499 


A 


8186 


1 


57 


SRPVQAGPKATGTPQPPPS*PEP 

VERPLSMASSGTHAQGPSPPSW 

PQLTGAVAQDSPSPGLLPPRDT 

APAPSMPTADGVQRCARQSGN 

TGPRVAT*PVAPTSFPAGPDSGE 

MG/ESCRRRPGT* PTPFQSRLFR 

RRPSASRIYGLLGPCVISL/HKK 

QKSLPPLAPPGTITVDILFTWAS 

SLFSLNATEGHTVRHV*CSRRN 

YQ1CANAPRTPTASPNTRSHSLG 

NAKTPPQTVPHRDHPTPQEHTG 

DTSSCVAVLSANTRERAAVEC 

GVTVLNLD*LK*TARSYSMSSA 

STGVAGSVQGKR/LRTSALSSG 

G*GPKATGTPQPPPS 


8132 


38500 


A 


8187 


1 


3564 




8133 


38501 


A 


8188 


154 


256 




8134 


38502 


B 


8189 


1 


1206 




8135 


38503 


B 


8190 


1 


1311 
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SEQ ID 

NO: 


SEQ 10 NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


8136 


38504 


A 


8191 


2 


2491 


EAGEWEEGPSQNGLVLQGEKL 

PPDFMPKLVKNLLGEMPLWVC 

QSCRKSMEEDERQTGREHAVA1 

SLSHTSCKSQSCGDDSHSSSSSS 

SSSSSSSSSSCPGNFGDWDPSSF 

LAEHKRJLGLWNSPHSIGAMPGS 

SLGSPPTIPGEAFPVSEHHQHSD 

LTAPPNSPTGHHPQPA/LSNP/AL 

TPAPLAP/APHPHLLPTTPAAPFP 

AQASECPVAAATAPHTPGPCQS 

SHLPSTSMPLLKMPPPFSGCSHP 

CSGHCGGHCSGPLLPPPSSQPLP 

STHRDPGCKGHKFAHSGLACQ 

LPQPCEANEG LG EEEDSSSERSS 

CTSSSTHQRDGKFCDCCYCEFF 

GHNAPPAAPTSRNYTEIREKLR 

SRLTRRKEELPMKGGTLGG1PG 

EPAVDHRDVDELLEFINSTEPK 

VPNSARAAKRARHKLKKKEKJE 

KAQLAAEALKQANRVSGSREP 

RPARERLLEWPDRELDRVNSFL 

SSRLQEIKNTVKDSIRASFSVCE 

LSMDSNGFSKEGAAEPEPQSLA 

PSKLSGSSEQQPDFNLDLSPLTL 

GSPQNHTLQAPGEPAPPWAEM 

RGPHPPWTEVRGPSPVFVPENG 

LVRR/HEHRAQP1PGDLGQDTQ 

AG\HPSSEEASSKEVPSCKQELP 

EPVSSGGKPQKGKRQGSQAKK 

SEASPAPRP/TSQPRGSQCQGPG 

RWP/TSSQAGS*SLPK*AAVLKL 

ERGAGGAGQDQVGLAVPKLRR 


8137 


38505 


A 


8192 


277 


434 




8138 


38506 


A 


8193 


4 


168 




8139 


38507 


A 


8194 


26 


219 


PRLQCIGQPRLTLPPGFK*FLCP 
SLPSSWDHRQTPT*LANF*KNY 
F* * 1 WG FTM LGMG SGTCN P 


8140 


38508 


A 


8195 


1 


498 




8141 


38509 


C 


8196 


105 


251 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8142 


38510 


A 


8197 


1 


1620 


MWGVGK1TDPKDVDTL1PGTC 

GCVTLHGERHFVDV1KAGPTRS 

VQGNPKLGSKKMEVSIMKTQE 

S I K LT V KATTQRRN RN ESNGPT 

TEFHQSTMTNTHSDTWMVVLD 

PMKPGG PFEVM AQQTLEKFNFT 

LRVHDVLFGDVWLCSGQSNM 

QMTVLQTLSCGVVTVIF1MTLA 

GAHGSTLSSGIFSIYQSDSLKCK 

SG RKAPVG PRVL RTGYTWSQE 

NSTGNPDLFVQDHTWQFCTKH 

SGSYVASMETVDETAFILSTHT 

SFRTDWELKCFITVRRQLGRQY 

ERTCYLSFRPVANTVEYCIGFRF 

ASYIMNDMVLQKEPAGAVIWG 

FGTPG AT VTVTLRQGQETI M KK 

VTSVKGLISLLVCLSQFEIVPED 

DPQNAIVSSSADACHAELLRTIS 

TTMGKLMPNLLPAGADFFGFS 

HPAIHNLIQSCPGARKCINLPAS 

RPVGLSIGPLSPLDSYQWVKFD 

VCKPGDGQLPEGLPENDAAMS 

FEAFQRQIFDEDQNDPLL*SSL* 

PWLVHMVPL/WSSGIFS/TISK*L 

FEV*VGSEGSSGSPCAEDRLHM 

VSRKFHRKSRPVCSGSYLAVLH 

*ALRILCCFHGNSG*NCFHSLHP 

H*/HSALTGNSSASSQ*DASLGG 

SMREHATCLLDPLLTL*STVLV 

FALLHTSIMIWCCRRSLLGQ*Y 

GASVHLEPQ*P*PCAKVRKPS*R 

K* P V/CKG L I SLL VCLSQFEI VPE 


8143 


3851 1 


A 


8198 


1 


900 




8144 


38512 


A 


8199 


915 


986 


IITDRPGFHDESAIYPVGYCSTRI 

YASMKCPDQKCLYTCQIKDGG 

VQPQFEIVPEDDPNRNAIVSFFW 

QMLVMQN\SQDYKALLWGKL 

MPNLLPAGADFFGFSHPAIHNLI 

QSCPGARKCINYQWVKFDVCQ 

TLEMGQLPEGLPENDAA\RALK 

PFQRQIL**R1DKRNLLLK1KQL 

KVFPGKTITTRTFHDE1PLVSSLP 

SELLPSFIYPKILV 


8145 


38513 


A 


8200 


3 


414 




8146 


38514 


A 


8201 


1 


2445 




8147 


38515 


A 


8202 


1 


248 


ENGN LG P1Q AE VKG ATGECN I S 
ERKSPGVEIKSLRELDSGLEVH 
KIAEGFSESKKRSSEDENENK1E 
FRK/KGGF*GGGFLRRK 


8148 


38516 


C 


8203 


70 


324 




8149 


38517 


A 


8204 


I 


675 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


8150 


38518 


A 


8205 


692 


808 




8151 


38519 


A 


8206 


1 


1954 


PGTGEETVRLGFPVDPRKVLIV 

AG H HN WI V A A Y A H F A V WY R 1 

KESS* WQQVFTSPYLDWTI ERV 

ALNAKVVGGPHGDKDKMVAV 

ASESSIILWSVQDGGSGSEIGVF 

SLGVPVDALFF1GNQLVATSHT 

GKVGVWNAVTQHWQVQDVV 

PITSYDTAGSFLLLGCNNGSIYY 

IDMQKFPLRMKDNDLLVTELY 

H DPSN DA 1 TALS V YLTPKTS VS 

GNWIEIAYGTSSGPVRWIVQHP 

ETVGSGPQLFQTFTVHRSPVTKI 

MLSEKHLVSVCADNNHVRTWT 

VTRFRG\M I STQPGXSTPL A SF KI 

LSLEETESHGSYSSGND1GPFGE 

RDDQQVFIQKVVPITNKLFVRL 

SSTGKRICEIQAVDCTTISSFTVR 

ECEGSSRMGSRPRRYLFTGHTN 

GSIXQMWGSGPLLWDMVNKSE 

DKDVSGPTVEEELLKLLDQCDL 

STSRCATPN1SPATSVVQHSHLR 

ESNSSLQLQHHDTTHESATYGS 

MRPYRESPLLARARRTESFHSY 

RDFQTINLNRNVERAVPENGNL 

GP1QAEVKGATGECNISERKSP 

GVEIKSLRELDSGLEVHKIAEGF 

SESKKRSSEDENENKIEFRKKG 

GFEGGGFLGRKKVPYLASSPST 

S\DGGTDSPGTASPSPTKTTPSP 

RHKKSDSXSGQEYSL 


8152 


38520 


A 


8207 


2 


383 




8153 


38521 


A 


8208 


13 


332 


SKGFIVLLKCLQILKTPSLGPGN 
QGLNAGKESRGGGLSVKA*RA 
RPDSWRPGPPLSISITLRRLKEG 
RRHHRALPLCCIITLLASSPNCI 
AP/TS VP* I PRLHPFWL 


8154 


38522 


A 


8209 




1839 




8155 


38523 


A 


8210 


1 


364 




8156 


38524 


A 


8211 


3 


3723 


M 1 PAGG RA PGPPYS PV PA ESESL 

VNGNHTPQTATRGPSACASHSS 

L VSS1 EKDLQEIMDSL VLEEPG A 

AGKLKPAATSPLSPMANGGRYL 

LSPPTSPGAMSVGSSYENTSPAF 

SPLSSPASSGSCASHSPSGQEPG 

PSVPPLVPARSSSYHLALQPPQS 

RPSGARSESPRLSRKGGHERPPS 

PGLRGLLTDSPCTT\VLAEA\RR 

ATAETPRLGGQLPVVA1SLSEYP 

ASGALSQPTSIPGSPKFQPPVPA 

PRNKI 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*==Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8157 


38525 


c 


8212 


398 


415 




8158 | 


38526 


A 


8213 


3 


45 




8159 


38527 


A 


8214 


1 


929 


IAAAPELLERSGSPGGGGGAEE 

EAGGGPGGSPPDGARPGPSREL 

AVVARPRAAPTPGPSAAAMAR 

PLVPSSQKALLLELKGLQEEPV 

EGFRVTLVDEGDLYNWEVAIF 

GPPNTYYEGGYFKARLKFPIDY 

PYSPPAFRFL\TKMWHPN1YETG 

YVCISILHPPV/DTDPQSGELPSE 

RW\NPT\QNVRDHSS*V*SSLLE 

RRPNTFLRPANVGRLPWMLQG 

S WEREQG G Rl RE L H RTS F RKQ V 

LGTKVDAERDGVKVPTTLPXEY 

CVKDQGRRAPDEGSDLFYDDY 

YE\DARVE\EEADSCFGDDEDDS 


8160 


38528 


A 


8215 


80 


430 


1AQGPFYPPGWPCSGPGGNTSSP 

RPPPTGGKGK/PGGPQK/PLAPRI 

PAVFTRGDSG*RSCPATTPLSA 

GSPSLPHRIPEPKPPHRIPEHKLH 

RACAHAPDPGSGGLRIFLTAVH 

HGKL 


8161 


38529 


A 


8216 


-» 
-> 


645 


FSVSHLLDLEEAGDMVAAQAD 

ENVGEAGRSL\LESPGLTSGTAT 

PQQDNDQLNSEEKKKRKQRRN 

RTTFNSSQLQA\LERVFERTH*T 

PSSLFFLSFLMPSCLLTILQVWF 

QNRRAKPRRNERAMLANKNAS 

LLKSYSGDVTAVEQPTDLQLCE 

TNACYSPCSLLCPYSAMATYSA 

TCAXNNSPAQGINMANISIANLR 

LKAKEYSLQRNQVPTVN 


8162 


38530 


A 


8217 


-* 


907 


RVDDFVAVQLGRPIGSCFGGRA 

QLQEGVQKPQAMAVGNFNELP 

ENILLELFTHVPARQLLLNCRL 

VCSLWRDLIDLVTLWKRKCLR 

EGF1TEDWDQPVANWKIFYFLR 

SLHRNLLHNPCAEEGFEFWSLD 

VNGGDEWKVEDLSRDQRKEFP 

NDQVKKYFVTSYYTCLKSQVV 

DLKAEGYWEELMDTTRPDIEV 

KDWFAARPDCGSKYQLCGHLSN 

DAAQGPHGTFQPDPATIQQKSD 

AKWREVSHTFSN YPPGVRY1WF 

QHGGVDTHYWAGWYGPRVTN 

SSITIGPPLP*HPLSPHLLNPDW 


8163 


38531 


B 


8218 


1 17 


398 





992 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8164 


38532 


A 


8219 


1 


3063 


MSLEVDRSVETMCSGDEILLPD 

LPKADVADPLWGPFPVQNCLS 

LARSDSREQGLVLVMESRNRE 

VVPPGVSYSKDGAKSLKGDVP 

ASEVTSKDSTFSQFSPISSAEEC 

GDDEKIKVDDPLTRRTCNQASG 

SAPQQDYDKLKA FGGENSSKT 

GLSPSGNMEKNKVVKREAEAN 

SINLSVYEPFKVRKAEDKLKEN 

SDNVLENRVLDGKLSSEKNDT 

CLPGTAPSKTKSSSKLSSCSSAl 

MALSAKKAASDSCKEPV 


8165 


38533 


A 


8220 


1 


1188 


MPLDEDPSKLCRHN LKCLECNE 

IFQDKTSLATHFQQAADMSGQ 

KTCTICQMLLPNQ/CQRJHQHKS 

P*TCPECRAICR\SHCEVFYKCPI 

CPMTFKSAPSTHSHTYTQHPSIK 

IGESKIIYKCSMCNTVFTLQTLL 

YRHFDQHIENQKRDVYISHVRK 

EHGKQMKKQPCCQRDKPFSSS 

HSLCWHNRIKHKVIRKVYTCSH 

CSDSRGTFTKQLMLEKHVQLT 

HGIKDPDLKE/TDRRHQ*GGNR 

NKRRPQGPQSQVEVERTGSGV 

QASQ\GA1TQPKLEINVFKVHKC 

AVCGFTTENLLQFHEH1PQHKS 

DGSFYQCREHLFVAHKLKEPQP 

VSKQNGAGEDNQQEMKPSHED 

ESPNGAMSDRKCKVCAKTFET 

EAALKTHMQTHGMAF1KSKRM 

SSDEK 



BNSDOCID: <WO 0175067A3_IA> 



993 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon* /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


8166 


38534 


A 


8221 


842 


2687 


KGECLPSALSLNGNGRESLESL 

ESLSLEGFTRGRAGLRTCSPPCL 

SLPAPPWAPVLPEPPRGAPPPAP 

RRPVPSTTQGLRSAGARRGTGR 

QLHLRPRC/ADPLGEASWAPES 

GSAPAILKVRJKTIKMSSGEIKR 

TVTRVLPEVDLDSGKJCSSEQTA 

SVMASVTFLLSSPASAA1LS/SSP 

QGASPVHGHDQCSFTC/SSSPLN 

RAPA/GAIIKAANAIQQQTVVVP 

APSRANAKLVPKTVHLANINLL 

P/HGSATN/ISRQ*SMQQ/RSQPP 

KKVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRIEAADTRGQK 

TCTICQMLLPNQCSYASHQRJH 

QHKSLYTCPECGAICRSVHFQT 

HVTKNCLHYMRRVGFRCVHCN 

VVYSDVAALQSHIQGSHCEVFY 

KCPICPMASNQNKEDTKSMNG 

KEKLEKKSPSPVKKSVETKKVA 

SPGWTCWECDRLFIQRDVYISH 

V RKEQG KQM KKHPCRHLCQH 

NR1KHKGIRKVYACSHCPDSRR 

TFTKRLMLEKHVQLMHSLKJDP 

DLKE/TDRCHQ*GGNR>JKRRH 

QVPQSQAPLHCTQVKGTSASV 

QAKWSWGR 


8167 


38535 


C 


8222 


1 


438 




8168 


38536 


B 


8223 


98 


463 




8169 


38537 


A 


8224 


1 


2679 




8170 


38538 


A 


8225 


1 


1209 


AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRS VHFQTH VTKNCLH YM RR V 

G FRC VHCN V V YSDVA ALQSH I 

QGSHCEVFYKCPICPMASNQNK 

EDTKSIVTNGKEKLEKKSPSPVK 

KSVETKJCVASPGWTCWECDRL 

FIQRDVYISHVRKEQGKQMKK 

QPCCQRDKPFSSSHSLCWHNRJ 

KHKVIRKVYTCSHCSDSRGTFT 

KQLMLEKUVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQ V E V E RTG SG VQ A SQ\G A I TQ 

PKLEINVFKVHKCAVCGFTTEN 

LLQFHEHIPQHKSDGSFYQCRE 

HLFVAH1CLKEPQPVSKQNGAG 

EDNQQENKPSHEDESPNGAMS 

DRKCKVCAKTFETEAALKTHM 

QTHGMAFIKSKRMSSDEK 
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BNSDOCID: <WO ( 



01 75067 A3 J A> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8171 


38539 


A 


8226 


58 


391 


FAKNDGFQLHPCPEPL/PWSQT 

RTQSAAWA*GCNYLQPTGAAD 

LLAYFEFLGPEGKTGW*QGLDR 

DATGAPPSPTARQ/RVGKALGT 

AASL1PSFIPL*SKKMARETAAW 

SEW 


8172 


38540 


A 


8227 


993 


2235 


NGGPHLWRLPTAHRRACGERH 

GQAVACGGAVAEVALVGPAPT 

VGLRRGCPHSAPGGYACPVSSS 

TYSGLGQRCVFPHYNSPRAVPN 

LVPALGAPKP*MGPASGL*GD 

MLPAASVKRAPTAAGPWMLYP 

Y SP A RLDS A A/LQA LSTKK V AS 

DSSKEQVANSRESSSLSKEVND 

SPRAADKSPESQNLIDGTKKTS 

LKQLDSPRNISSENSIKGTPASP 

AGSTPP1 PK VR1KTTKTS SG EIKR 

TVTRVLPEVDLDSGKKPSEQTV 

SVMASVTSLLSSPASAATLSSPA 

RVPLQSAVVTVKQFPLQSPPLNR 

SQSSLWLLLSSQCLL*RQQDPK 

SL1*SSLTTPR*KPRSYLLPLSRV 

PAAPSLKLANAlQQQTVMMPA 

SSLANAKLVPK\MHLANLNLLP 

QVAPATSELCPVSIKTQPQI 


8173 


38541 


A 


8228 


1 


3370 


MI1NTIITTTTTITI1FHT1MSSSPIT 

I TN 1 1 THQH HHHHN DQRPS LG K 

CRGLYIRVRKVPGERATANSRC 

PINAQGIESCWNGVMALWLGP 

NSTCSRLPELTDSEDCQIYGDTE 

RKRRHSRKTCRWEYQVETKDT 

FLEELLFEPALRTGIQSKQGGPL 

LQLAANMYNLEPKQHFGSWFG 

TMKQLGETESIFSFAYEVCLTV 

YEIFGLPGIAPSKTKSFSNFLSCI 

TA1AALSTKKVASDSSKEQVAN 

SRESS 


8174 


38542 


B 


8229 


I 


438 




8175 


38543 


A 


8230 


38 


597 


VPCGPHCRLPSAWRTSPPRLWN 

DTTSRKWKSG V A KSSC YNL* PS 

AGMRRKRF*LRAPSTLSGSALL 

*NRLMRSRRFCATSSCAS**CEQ 

RTSLSFEGSLWRSTITSRPPPSA 

ARISSASAPTRRRCASESAACRR 

STGRAGPGPGGGKQQMKAGRX 

RGTAQPSSPHPLGIPTHHPDTRG 

ASRQTGHL | 


8176 


38544 


C 


8231 


I 


1062 
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BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEO H> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


8177 


38545 


A 


8232 


~» 


595 


WSSAQPRSASRAASRSSRLHSS 

RRLCLRCRAPRRPQLVASAKGR 

ASSARSRRGRSRSRR*RGRARS 

GGGMSPLAQRRLK*ASSSSGRG 

AAWSRASRGAARGSGPLTGRR 

SAPLHSSSTVPCSPRYARPGPPR 

ATA/RGPTRATCLPSHRSTITSRP 

PPSVLPV A VQPALPPG A A APPSP 

PRAGGALAALGPGLTVGAGR 


8178 


38546 


A 


8233 


296 1 


3005 


SRLQQTIQADAFAECAKGCWP 

GGM/DELEAETSSSLFLLAMQV 

WMCGGRMEDIPCSRVGHIYRK 

YVPYKVPAGVSLAR/SKNLKKV 

AEVWMDEYAEYIYQRRPEYRH 

LSAGDVAVQKKLRSSLNCKSF 

KWFMTK.1AWDLPKFYPPVEPP 

AAAWGEIRNVGTGLCADTKHG 

ALGSPLRLEGCVRGRGEAAWN 

NMQVFTFTWREDIRPGDPQHT 

KKFCFDAISHTSPVTLYDCHSM 

KGNQLWKYRKDKTLYHPVSGS 

CMDCSESDHR1F1VTNTCNPSSLT 

QQWLFEHTNSTVLEKFNRN*A 

ALLFDDESQFDSSNCQHSCYPR 


8179 


38547 


A 


8234 


203 


314 


VPASSPALGSTLEFQLCEPINSG 
FCLNQID*GFGYL*ARFMSWPY 
WSLLSPFPLIPLH 


8180 


38548 


B 


8235 


1 


1008 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


8181 


38549 


A 


8236 


2 


1495 


CLVVTSTDSIRFQIIPWAGTEMK 

QE/IIKLKDGSMEEHLKKPLEDY 

MALFPSVRILRTKKREGLIRTR 

MLGASVATGDVITFLDSHCEAN 

VNWLPPLLDRIARNRKTIVCPM 

IDVIDHDDFRYETQAG DAMRG 

AFDWEMYYKRIP1PPELQKADP 

SDPFECQLVRDTLGDADSQQH 

DVSHLARCQADFLFPWSPVMA 

GGLFAVDRKWF/WELGGWAFS 

HGDPQQPWKESLFFPSSCTSPQ 

VESHWPAGPMPIPEQYCNWSP 

A VTCPVTAGRVCLG WG WR* RK 

*WGTKDLLGARWKSKPF*SP*T 

NQDVKPNPHDLIEQFQRKEHFC 

TES A WLGCPQNGS WLLQSQRS 

HRERWNHGIFMTVISAVSCGLH 

GVVCGGRMEDIPCSRNLKRVA/ 

EV WMDE Y A E YI YQRRPET/G HL 

SAGDVAVOKKI R*s^l TslPK<sFkT 
vj i^j v / V v rv i_» i\ o ^3 L. i n v , i\. o i I\. 

WFMTKIAWDLPKFYPPVEPPA 
AAWGEQKDMPLSQYTSKGAGI 
KSYLGSCTHHWGHRGRQKQG 
NILIAHQ 


8182 


38550 


A 


8237 


1 126 


1603 


TIMKITGRAGDAIMGADICH/N 

KDRKVRRKEPKSQDIYLRLLVK 

LYRFLARRTNSTFNQVVLKRLF 

GRENKTAVVVGTITDDVRVQE 
VPKLKVCALRVTSRARSL1LRA 
GGKILTFDQLALDSPKG*GTVL 
LSGPRKGR 

IjUVJl 1 vi\VJ IV 


8183 


38551 


A 


8238 


504 


737 


QLCWAGGKJLTF\DQLAVDSRK 
GCITVLLSGPLKGRKVYGHFGK 
APGTPHSHTAKPYVHSKGRKFE 
RARG*RAS*GYKN 


8184 


38552 


A 


8239 


1 


360 


MLGFALLPAPPGPGLV/GSG*SP 

DDQ\GRTGPALAPSCLSRPSPAT 

LNSAGSE1HDRPRSGAPPTPCLR 

GSAQASTSACSPGANGPEPKPG 

LGTLRQQLEHIMATNRLDEAG 

WVACYPTDVR 



BNSDOCID; <WO 0175067A3_IA> 



997 



WO 01/075067 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8185 


38553 ; 


A 


8240 


3 


666 


MSFRQLFQDLKRYVQDADVR 

WEYCVRAK RGQTDTSLG RLFQ 

QGPGVPGRHRAHSATSPDHRFP 

VADLTGQGVL*GCGPPAAPWG 

AG*YPGAPLHAGLGTLPAAAG 

AHHGHQPAG*GGAGSPATRLM 

SVEGCSQRPWTEAPDRPLEHEA 

VCSVRPRPRCFLGGVGRAGAFL 

EEEWQHQSVCVPCQPPWGLGT 

CSSMSGKLSRPPASSSLLSRGKA 

WGQEES 


8186 


38554 


A 


8241 


2 


443 


RTSLEFFFFFFF* DGSFTL V AQA\ 

GVQWRHLG*LQP\RPPGFK*FS 

YLSLLSSWDYRHALSHLANFV 

VYVLFCFYETKSRSVTKAGVQ 

WCDLGSLQAPPPGFTPFSCFSLL 

SSWDYRHLPPHLVNFACIVSRDG 

VSLCWSGWSRTPDYK 


8187 


38555 


A 


8242 


1 


354 


VSLQPVSQEGVSQRTLGQSSRS 

SGSG/CPGELNSPIFSGVPHRWD 

AA*EESRAAGVPWPSGQISGMC 

SKFRJ*NW*DVSWAGWSEDLRS 

*VDLSHGAKSRRTGD*SPKGGP 

PIRVTAP 


8188 


38556 


A 


8243 


2 


241 


WSTGLLRRSGS/NQSSAGKPRR 
SQSESPGP\GSRSSGSGCQESGT 
CH*G*RRRG*GVLAPAPGKRDL 
PPRVKDQVRHPCVV 


8189 


38557 


A 


8244 


5 


282 


AKKESVREPWARVPGALGVAA 

R*VEQSDFQCGPAQMGHGLGG 

IPGCG/PFLGLVVRFLALVASSC 

PFPRKAGLAAKGEGPRQASLRG 

LTPLKRG 


8190 


38558 


A 


8245 


I 


302 


LSREGVGQKALGQSSRGSGSVC 

/LGELNSPISSGVPQRWDTA*EE 

SWAAGIPWPGGQIDFWHL*QA 

PCPRKSREGVETRREGVGVLAP 

SPEKRDLPLRVKD 


8191 


38559 


A 


8246 


1 


200 


LSPKGVSQRALGQSSRGSGSG/C 
PGELNSPISSGVPHRWDTA*EES 
WAAGIPWPGGQISGTCSKLHS 


8192 


38560 


A 


8247 


23 


187 




8)93 


38561 


C 


8248 


1 


1764 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


8194 


38562 


A 


8249 


1 15 


872 


LRRGRTYPPP*ELPKARHP* WS 

TGLLRRSGSISLQPVSQEGVSQR 

AFGQSSRGSGSG/SPGELNSLISS 

GVPHRWDMA*EESWAAGIPWP 

GGQISGTCS/RAPGGGGSGGMP 

GCCGSGVWKFLCASRKAGKGS 

G H RDTRSGCGHKG LGRRDMRL 

GCGNKGSGHRDIRGWGTCPFP 

RKAGLAAKGEGPRQASLRGLT 

PDLKLVRC\PWAGWSEDLRS*V 

DLSHGAKNRRTGD*SPKGGPPI 

LGRPLRACSAAAVHF 


8195 


38563 


A 


8250 


85 


529 


SGSISLQPLSREGVSQRALGQSS 

RGSGSG/CPGELNSPISSGVPHR 

WDTA*EESWAAGIPWPGGQISG 

TCS/RAPVGGGSGGTPGRCGSG 

VWXFLCAGDVAGVCLTVEAR 

NCNFFLLLYTLKARLIKSCPCPR 

KAG L A A KG EGPRQA SLQ 


8196 


38564 


A 


8251 


1 


552 


M E ARETGP WKEGN VERVAS VL 

IKKGTGLPSTVRVTGSSASVMV 

YGASEAIGQHQSSAAKPRRSQS 

ESLGPEFQGLWEWLPGPRAVK 

RLRVIFDEKEPKRYLIWDKEKG 

ALTLTMPLAPATFLRVNCWAG 

GGGLVTERNCKP*WSTGLPRRS 

GSISLQPLSREGVSQRALGQSSR 

GSGSGCQGLGL*SVLIKKGTGL 

PSTVRVTGSSASVMVYGASEA1 

GQHQSSAAKPRRSQSESLGPEF 

OG L WE WLPG P RA V JCRL R V IF D 

EKEPKRYLIWDKEKGALTLTM 

PLAPATFLRVNCWAGGGGLVT 

ERNCKPDQKMKGIEIKRRERLK 

CGSKIERRKRLRDSEGGWRRVE 


8197 


38565 


A 


8252 


535 


710 


KCFPACHHYHNHHHHHYHHH 

HQHHHHYHHHHHHRITIIIITIIF 

TIITTIIINIirNIHTNITIVlFMRVR 

VKRPPNRLCVSNMAVYFTWVQ 

KKKSSLAFSSVVTSDLKSKXRR 

LSGKSLETSSASLMVYGASEAT 

GQRQSSAAKPRRSQSESLGPEF 

QGLREW*YGDGGDDDNDDGV 

DGGDDSGGGGGCGSGGKQESI 

S1FD 



BNSDOCID: <WO 0175067A3JA> 



999 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8198 


38566 


A 


8253 


54 


563 


AEKESVREPRARVPGARGVAA 

RPSA/RPR*GRPLLCSPTYPKH* 

NCAWHQQAGCWLGTGPAAPA 

SPPACAAFSWGYGGLPAPIQTA 

FQAGWXGAPGQRGRSKTTRPGV 

QSVSNPGEPAPEPRAAASSGLSS 

GAFPAPATDPGICSWAEGLVM 

GKGHHHRPSISARIPCFHV 


8199 


38567 


B 


8254 


232 


987 




8200 


38568 


C 


8255 


1 


1812 




8201 


38569 


A 


8256 


1 


1035 




8202 


38570 


A 


8257 


2 


664 


SLIKLIPPPRPFGRNRHLPVIRQN 

ERTQRGKRRGVTRYM FSRPF*/R 

KHGVVP\LATYLCE1YKQRCDF 

VDIQGEWGTCSKKGMP/HHKC 

Y\HG\KTGRSLTIVTPACLLPLFN 

TTQFRRKILAK\RJNV\R1EHI*AL 

LRARD*LP*NRVKENDQEKERS 

PKRKGTWGST*SRQP\APPR\EA 

HFLEEPNGEGALSCWEPFPYWI 

SLGLLGVKKKNKKDLWATKK 


8203 


38571 


A 


8258 


1 


747 


MSESFLKPLPEVDAGA1LLVQP 

AELYSKASRLDDCYQKDSYTH 

RCQEKRTCHTTGGHSGKHQSL 

SGASVSPTCSAKTRDKINCFDFS 

PKSEVITLSSNDDSIVLSDCQEG 

KPKPCSGPFATFKLMQYDRTCE 

WTALKISNGGFCLILISTNVSF1R 

LIGAFKGVVIHTFGSYANSEAV 

TLEASFTADSQFVM1GSEDGKI 

HVWNEESG\KK*LGWMVNTQA 

QLPVCNSTPSSMTFASACSNMA 

FWLPTIDD 


8204 


38572 


B 


8259 


50 


260 




8205 


38573 


A 


8260 


1 


541 


EVWGPGLASEGAVGITHGPFPK 

A KRN PG K VRSK RRDPPI QFQN L 

RRS*WRSIPRKPGRQTGSRRSL 

WT/ALHPGAGTAKHPPPAA/CA 

GRET*CKSKSPAGRKWSFHRSS 

SRRASE*DASQFAVPAGVTSRE 

PFGSRRTGAPTGGTGTPTRTAR 

SRTWSSSWVRLSGRTGAVGYS 

RSPSCSS 


8206 


38574 


C 


8261 


177 


236 




8207 


38575 


A 


8262 


1 


417 





1000 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ !l> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8208 


38576 


A 


8263 


2 


475 


GIHTRLNSELLKEEESNKRLEAE 

IEWQSRLTAAISKHSESVKTER 

NVKLALE*TQDVSVQVKMSSD1 

c r? \ / c ni/ xt c T i nrr?/~\i ci/ i/r\u/cxi 
bbvfcL>ls>NbrL I bQLSivrCQIKr N 

TLKDKFRKKRDTLRKKSLALET 

L/QNDLSQTQQQIKEMKEMYEN 

AEAKVNNSTGKWSCVEERICQ 

LQHEN 


8209 


38577 


A 


8264 


3 


518 


IFRAPFRICLG1LLSPPNTEQAQY 
KKQLEQ/FKQGYNTASLNKKEL 
TLKDVECKFYKMKTAYEEVTT 

C 1 CCVI/ r A C A A at 1/ a xfOCXilI IV 

tLtbiKbArAAALKANSSIvILK. 

KLTKSNKKIAMIS/TQLFMEKEQ 

VKYFLSTLRARRGRESPCDENL 

TSIGL/NRKYIPQMPVRIPTS/SPQ 

TSNNCQNYLTEVSHMTVSL 


8210 


38578 


A 


8265 


1053 


3733 


NGRSCCERSSTKKECTDIESSEF 

VNRKSLTSG\LEEEQQRRERSEK 

KQPQDFHNHEEVKDLMDENCI 

LKTDI A I PRQEICTM KNDNLEKE 

NKYLKDIKIAKGTNAALENCIK 

LNEEMITKTAFRYQQELNDLKA 

ENTRLNSELLKEKESKKKLEAE 

IESYQSRLAAAISKHSENVKTER 

NLKLALERTQDVFEQPAGLEEA 

ELVLSRLSCGEATEGAARRALA 

AEEAGRWRRGVG/DSWLAPES 

RLHVLKTCGSCWWENLELGRH 

H*LCLWAVKNFQKRFLPGQKK 

SPFQLMSPQREFQHTL*ITQKQN 

RVMNNFIKKYLRLMSSV*CMP 

LT/IKHSIDKEVRSTSARLPCLGS 

EERICPAALSGKYKKLLEMTIN 

VLSVFGNEDFDCHGDLKTDQL 

KMNILIKKLKHKFDDLTAEKEA 

VSSKCVDLAKDNQVLQQELLS 

MKKVQQQCEKLEKDKKMLEE 

EILNLKTHMEDNMVELSKLQE 

YKSELDERAMTAVEKLEEIHLQ 

LNKGNTASLNKKELTLFCDVEC 

KFSKMKTTYEEVTTKLEEYKE 

AFAVALKANNSMSKK\LTKSN 

KK1AMISTKLLMEKEWVKYFLS 

Tl PTRRGOFSPCVFN1 TSIVI N<s 

KY1PKMTGRI PTSN P* TLNN WQ 

NYLTEEDMVSGDL1SGTWSME 

EWSLGASSLGTWSAAVGQYLA 

RWPLCDLSVTVAESPSPLCCGA 


8211 


38579 


A 


8266 


2 


209 





1001 



BISjSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8212 


38580 


A 


8267 


1 


1431 


MTQKAAASVEHLAIRCHWSQR 

PAVTGDVLQVYSGSEGTA1IFCE 

TQRSVTEIAMNPHIKQNAQCLH 

GDIAQSQREFTLKDFREGSFKV 

LVATNVAACGLD1PEVDLVIHG 

S PPQD V E/S Y 1 H RSG RTG\F VTM 

TLESLEE1QDVSCAWKELNRKL 

SSNAVSQ1TRMCLLKGNVRVCF 

DVPTTKSERLQAEWHDSDWIFS 

VPAKLPEIEEYYDRNTSSNSRQ 

RSGWSSGQSGRSGGRSGSRNYF 

AVDTASAIAIALMTFGTMYPMS 

VYSGKVLLQTTPPHVIGQLDKL 

IREVSTLDGVLEVRNEHFWTLG 

FGSLAGSVHVRIRRDANEQMV 

LAHVTNRLYTLVSTLTVQ1FKD 

DW1RPALLSGPVAANVLNFSDH 

HVIPM PLLKGTDDLN P VTSTPA 

KPSSPPPEFSFNTPGKNVNPVIL 

LNTQTRPYGFGLNHGHTPYSS 

MLNQGLGVPGIGATQGLRTGF 

TNIPSRYGTNNRJGQPRP 


8213 


38581 


B 


8268 


128 


1497 




8214 


38582 


A 


8269 


1 


618 




8215 


38583 


A 


8270 


1 


334 


LFHS1FGYLPFARQTLLPGSILVF 
TYTQPPKIQFANGTKGLPDPLM 
TPK*QK\APLMPLLVSLGLSAST 
IALGTRIAGISTSVTTFCSLSNDF 
SASFSPYLHRCFLPWSSL 


8216 


38584 


A 


8271 


1 


2919 




8217 


38585 


A 


8272 


1 


4192 


MRIPVDASTSRRFTPPSTA LSPG 

KMSEALPLGAPDAGAALAGKL 

RSGDRSMVEVLADHPGELVRT 

DSPNFLCS VLPTH WRCNKTLPI 

AFKVVALGDVPDGTLVTVMAG 

NDENYSAELRNATAAMKNQV 

ARFNDLRFVGRSGRGKSFTLT1 

TVFTNPPQVATYHRAIKITVDG 

PREPRNNECVYGNYPE1PLEEM 

PDADGVASTPSLNIQEPCSPATS 

SEAFTPKEGSPYKAP1YIPDD1PI 

PAEFELRESNMPGA 


8218 


38586 


B 


8273 


385 


3930 




8219 


38587 


A 


8274 


830 


906 





BNSDOCID: <WO 0175067A3JA> 



1002 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


8220 


38588 


A 


8275 


483 


971 


ATMPGHFYLFCETGSNSVSQAG 

VQ*HDFGSLQPPPPGFKQFSCLS 

LLSSWDYRHMPPRPANF/SVFL 

VEMGFYHVGQAGLGLLTSGDP 

PASASOSVGITGMSHHAGPTM 

KLLNPQSEVIFSPRNSHSTLLTP 

LSRJ-ILPHPISISTWCIHYAPLHT 

VSfSAEEAP 


8221 


38589 


A 


8276 


1 


2088 




8222 


38590 


A 


8277 


1 


1822 


MMTKDGLVFGLQRGSPILYVQ 

GLSRFRSFSVASGDSKRTRHRE 

KLPLLEAGERDHNCYGSPQILA 

FQAICKIAKPGKEQSCSKLVGH 

TFDPLLIE A RKPEERQKLPDPC V 

KWGGVGNFPPVKRVGDIRIFVS 

QGGKFSQAPEGPEVTSGSQGLE 

SKTLEVYPVFYCTVAELALNHN 

VQPSH STLPFPQAEEPHS V ATTT 

GPWGVLPGCCQCSLKAQGLFS 

QLVMNAACTGIHTSGQWAPLW 

PSTVPEMPSKSSGLESGTPRTCF 

VLYPAVAKLLPRGTLAYSGKG 

CQNSSANHWDGTQ1HSPCHAA 

AAREYGGKSGISDSRLSPTLFSA 

SFSNMNLKLDFKVFKYGCFECF 

EATAGANVL1KIIRESKYKNTD 

DIDILSRQATPV1AQLAHEHSGH 

VAGMEVVFGFSNTDFHLPRQT 

WLQPLSHASLLAAETNTESKND 

TTPQGDQPATWRLNSGYGYAF 

PACNASAKTIHGLTEVLYTVLV 

DGNHNLLTKLSLEEENCLIQLK 

CENLOOKLEOMAA\E*KSLRRK 

RATQEECLMHSNLKFKEKSAE 

YTALARQVLEAALEEGRQKVAE 

EIEKMSSRESALQIKILDLETEL 

RKKNXEEQNQLVFKNEQ 


8223 


38591 


A 


8278 


1 


5103 


MDESSVHSSVGDRHVDRVSTS 

Q V A ERTRCN KM WRI ETK SPSG 

DNEGTGTVIEKKTRLSGQGFCL 

QLSEGLQNLQAQRRKIKFREME 

DPSSRPLCSSLDIALCASVKPSA 

GFPQRPKVKPLCVLGSGAGTG 

DAERSLQSSDPLKJCQQPLARSL 

RGLCERIVLGGGSGCGARGLRG 

AGGGTALSVPGASRGFEGMFG 

LDQFEPQVNSRNAGQGERNFN 

ETGLSMNTH FKAPAFHTGGPPG 

PVDPAMSALGEPPILGM 


8224 


38592 


A 


8279 


1 


783 




8225 


38593 


A 


8280 


888 


4915 





1003 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codou for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8226 


38594 


A 


8281 


94 


757 


APTGCLACNLLLCELGQVTSPL 

*ASAPKCVTVHN*PLCKALPRR 

*SSA WELS*MRKLRLRGVNFLR 

TDGLCFCISTRATPPSSARARCV 

STSLKPASLQLAVSWHHGSRSQ 

GCHLPAGREVCTSQSRGVRETS 

PWGCXEKGSPYAEGFPAVISLNP 

PSSSTAHDLPANKASASQPGSH 

LQCLSVHCTDDVGDAKARASV 

PTWRSLHSDISNRFGTFVAALT 


8227 


38595 


A 


8282 


2 


374 




8228 


38596 


A 


8283 


260 


500 




8229 


38597 


A 


8284 


98 


828 


RWASVFPHPFPYYLPALLEKKT 

AERRGGAFSRNKQTAGPCGGT 

LQEEGSARTVGDSYGEASAGG 

FSCNKEEGNQRYREG*VTEML\ 

GVGYHRALLQLRGL DPS/PALS 

VT*SRTSGPRPSRLNKKTYC1PP 

RQDCYKNLAACLLQMEPVNYE 

RVREYSQKVLERQPDNAKALY 

RG/SGVAFFHLQDYDQARHYLL 

GCRE*AALKMPNVRRYPPRLTR 

VRTQQPTHRICEKQLLPWACLV 

NKEERCSSS 


8230 


38598 


A 


8285 


396 


602 


GNCGPEKERTCLRSPSWTPMPSN 
PKQAVPVSSWPPGPHHQ\RCVP 
SRSSNFSKSSKSNSCDGWNSSSS 
SS 


8231 


38599 


A 


8286 


3 


156 


SVVSLSPHR*AIQILSGVAAGW 
GLSDGPSSSPPSPSGARDTGSPG 
SSLGL 


8232 


38600 


A 


8287 


32 


515 


ARGSWGPGAGARPPGTARRAA 

RCATGCGSRSRSSHAPVSPRRA 

APSSVHPGGCHGPALPPPSPRR 

VTQAADARRAAPPLRAASAAP 

SRRWSQAPTP/K/RRLGYPPPRP 

PAHPGPR/PPLRRMVSRSSGEDP 

PRRLT*TGSETPKSTWRELSSRR 

RSLQSKCAATR 


8233 


38601 


A 


8288 


30 


460 


RRCPAQRGEIWQSGHXRALLSC 

SGLHPFQTSWLPVYTVRVKLPT 

QALAMVDAPPPTKLECPRL1SV 

CCYAGSENFKPVDLSLLSSIGGS 

GGVGTRGNLLVCELRRPWD1CR 

SIWAGV\SRFLRLSPSRFPLA*LG 

LSSYLTTRKT 



1004 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO.1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8234 


38602 


A 


8289 


2 


1094 


RMSRJSDDSRTASQLDEFQECL 

SKFTARYNSVRPLATLSYASDLY 

NGSSIVSXSIEFDRDCDYFAIAGV 

TKKIKVYEYDTVIQDAVDIHYP 

EN\EMTCNS\K1SC\ISW\SSYHK 

NLLASSDYEGTVILWDGFTGQR 

SKVYQEHEKRCWSVDFNLMDP 

KLLASGSDDAK VKJL WSTN LDN 

SVASIEAKANVCCVKFSPSSRY 

HLAFG\CSDH\CVHYY\DLRNTK 

QPIMVFKGHRKAVSYAKFVSG 

EEIVSASTDSQLKLWNVGKPW 

CLRSFKGHFNEKNFWGLASSG 

DYIACGSENNSLYLYYKALSKT 

LLTFKFDTVKSVLDKDR\EEDD 

TNEFVSAVCWRALTQMGESYN 

VLIAA*QFRVPIKVLELV 


8235 


38603 


A 


8290 


1 


667 


MRIKATSEDGTVIAQAEYGSVD 

IGEEVLKKGFAEKCRLASRTDI 

CEEKKLDPGQLVLRNLKSPIPL 

WGHRSNQSTFSRPKGHLSEKM 

TLDLKDEN D AGNL ITFPKESLA 

VGDFNLGSNVSLEKIKQDQKLI 

EENEKLKTEKDALLESYKALEL 

KVEQIAQELQQEKAAAVDLTN 

HLEYTLKTY JDTRM KNL AA KM 

EFLKEMRHVDISVRFGKDLSDAI 

QVLG/SKGALLLQLL*MD*R*Y 

GQNTVWLRRJLKL/SEYVSEGNI 

LIAQRNEMQQKLYMSVEDFILE 

VDESSLNKRLKTLQDLSVSLEA 

VYGQAKEGANSDEILKKFYDW 

KCDKREEFTSVRSETDASLH\LL 

*HGSKEP*RIKVMQTRR*FQIHI 

VKYCKRFIQRKGSLPQYKLSTR 

TVLS/SKKQLIEYLKKIPSVDHL 

LS1KYTDIEKLKSSTQMEIG*KE* 

FGKSQMILMALKLRK*KKK*LK 

KGFAEKCRLASRTD1CEEKKLD 

PGQLVLRNLKSPIPLWGHRSNQ 

STFSRPKGHLSEKMTLDLKDEN 

DAGNLITFPKESLAVGDFNLGS 

NVSLEKIKQDQKLIEENEKLKT 

EKDALLESYKALELKVEQIAQE 

LQQEKAAAVDLTNHLEYTLKT 

YIDTRMKNLAAKMEILKEMRH 

VD1SVRFGKDLSDAIQVLG 


8236 


38604 


A 


8291 


1 


325 




8237 


38605 


A 


8292 


1 


593 




8238 


38606 


A 


8293 1 


1 


2013 





1005 



BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ N> 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


8239 


38607 


A 


8294 


2 1 


1427 


LLARGAGRTNPAPPLMSCGPW 

GKFLKCCEVYKSGPYKVQ*EEl 

T1HSRAEAESTYQIKYEELQTLA 

GKHGDDLRCAK7T/EISEMNQNI 

SRLQAETEGLKGQGASLEAAIA 

DAEQWGELA1KDANTKLSELE 

AAMQRAKQDMA/RQLGEYQK 

LALD1EIATYRKLLEGEESRLES 

GMQNVS1HKKTTSGYAGAPAR1 

VSLLQNELLSLEVGVLKGHPTG 

KGEELGAPYSECSFGLCRRTVM 

LTQAPSSVVRSRNSRNHTVNSG 

GSCLSASTVAIPAI1MDSSAAMSA 

CSTIS AQKRTCCTACEPARK Y K 

DTASHQEPAVCQPACQLETADP 

KGGGVLALPQPPSPGMLCWPY 

CRAHATDYFLANFFSEFPCHFL 

HRAGAAQTQATGDGMEHGQS 

RELPKRKAPREESETSEEKSPNK 

WGPVSKQKKQLLVDILTT1IRPT 

RGNAYTGLSTRKWKPRSEENA 

LMQPNKJCDEKGTLTQKLGL 


8240 


38608 


A 


8295 


301 


462 




8241 


38609 


A 


8296 


2 


825 


YPPSPPGRSAAHVSCTLYRTTP* 

WPDQRSAAPPTAWAAS*SPSAR 

RRPSAESMVPREPL*YRPSAATS 

AATPAISPARALGAGAPCPLFR 

RRSGPFGRTSAIRPPSSAGKAVL 

FPPHGRPVWPVGRLARYATAS 

GWGAHI*ASSGASE/PAVVSVLP 

AGSGASPFHSASWDPPAHPAAA 

ASA AA VIPAL* RSGDRPPVLSFQ 

PLFWFLIRGDNSVSFWLLRGLP 

CPSQAVTTRHRSLQKEKLKRNR 

KSCVNFMQSQVSVSKYSNLVK 

HHHFCIRPL 


8242 


38610 


A 


8297 


3 


251 




8243 


38611 


A 


8298 


208 


307 




8244 


38612 


C 


8299 


18 


197 




8245 


38613 


A 


8300 


1 


1866 





1006 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ H> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8246 


38614 


A 


8301 


2 


2558 


FEVLWSDSS1TSVTKSSSEVTEFI 

SKLCQLYPEENLEKLIPCLAGPD 

AFYVERNHVDLDSGLRYLASLP 

SHVLKNDHVRRFLSTSSPPQQL 

QSPSPGNPSLSKVGTVMGVSGR 

PVCGVAGIPSSQSGAQHHGQHP 

AGSAAPLPHCSHAGSAGSALA 

YRTQMDTSPAILMPSSLQTPQT 

QEQNGILDWLRKLRLHKYYPV 

FKQLSMEKPLSLTEEDLNKFES 

LTMGAKKKLKTQLELEKEKSE 

RRCLNPSAPPLVTSSGVARVPPT 

SHVGPVQSGRGSHAAELRVEV 

EQPHHQLPREGSSSEYSSSSSSP 

MGVQAREESSDSAEENDRRVEI 

HLESSDKEKPVMLLNHFTSSSA 

RPTAQVLPVQNEASSNPSGHHP 

LPPQMLSAASHITPIRMLNSVH 

KPERGSADMKLLSSSVHSLLSL 

EERNKGSGPRSSMKVDKSFGSA 

MMDVLPASAPHQPVQVLSGLS 

ESSSMSPTVSFGPRTKVVHAST 

LDRVLKTAQQPALVVETSTAA 

TGTPSTVLHAARPPIKLLLSSSV 

PADSAISGQTSCPKNVQISVPPA 

IINPRTALYTANTKVAFSAMSS 

MPMGPLQGGFCANSNTASPSR 

HPSTSFANMAT\MPSCPAPSSSP 

ALSSVPESSFYSSSGGGGSTGNI 

PASNPNHHHHHHHQQPPAPPQP 

APPPPGCIVCTSCGCSGSCGSSG 

LTVSYANYFQHPFSGPSVFTFPF 


8247 


38615 


A 


8302 


2 


266 


YCGPL*SVWVARNPPGFAFVEF 
EDPRDAAGVV*ELDGRTLCGP\ 
PSWGHRP*DDYCRRGLPPRRRP 
PRRRNLSCSRSRSLYSPWTLSL 


8248 


38616 


A 


8303 


37 


535 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPL\DCKV 

YVGNLGNNGNKTELERAFGYY 

GPLRSVWVARNPPGFAFVEFED 

PRDAA DA VRELDGRTLIGC\R V 

REE\LSNGEKKK/SRNRGPPPS\W 

GRPPSENDNRKEESFPPRXRRSP 

R\RRSFS\RSRSRSLF 



BNSDOCID: <WO 0175067A3JA> 



1007 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=vStop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8249 


38617 


A 


8304 


2 


668 


E I A ERR 1TQP A PPG PSRPSG PG PA 

G ELGG PGTG RA LC PA DNGG LC 

CGCPLAVP/GPLAVPR/ALKPQR 

TSLSHPTSVTNGGRGVSQPGPR 

RH PG LPTQASTK PPQSRRD A A P 

LGGAGRGGPGSMAAARTPRGG 

GH*GVDGPGRRPRDASRLGRLF 

RPRSRADPVPG*P\PVAIGRDLPS 

PDDNGQRP*GAWKVSE/CPERR 

RVERLAAIGRLVFILPDFAVGRE 


8250 


38618 


C 


8305 


101 


183 




8251 


38619 


A 


8307 


329 


399 


RERET*SSINTTFIPGSVLQPDAS 

PSKTGTLTSIPVTIPENTSQSQVl 

GTEGGKNASTSATSRSYSSIILP 

GV1ALIVITLSVFVLVGLYRMC 

WKAHPGTPENGNDQPQSDKES 

VKLFTGKTISHESGEHSA*GK 


8252 


38620 


A 


8308 


192 


537 


KFPTSTPENGNDQ*\PQSDKESV 
KLLTVKTISHESV1LNQNKMDEI 
TEIEFRI WMAMKITENQKIETHS 
EESEEFNKTIQGMKYEIAILRKN 
KTDLTELKNSPQEFHNTLEVLT 
AE 


8253 


38621 


A 


8309 


I 


789 




8254 


38622 


A 


8310 


1 


423 


EDIWFDDVDPADIEAAIGPEAA 

KiARKQLGQSEGSVSLSLVKEQ 

AF\AGEELEVVQKEVAEMLKG 

R1LVGHALHNDLKVLFLDHPKK 

KIRDTQKYKPFKSQVKSGRPSL 

RLLSEKJLGLQVQQAEHCSIQD 

AQAAMRLYVM 


8255 


38623 


A 


8311 


1 


1077 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWKALQEMGSKJCKPKII 

QQN K K£TS PQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTErfNKKGTKERTNGDI 

VPERGDIEHKKRKAKXGQPQPH 

PPR/IDI WFDDVDPADIEA A 1GPE 

AAKIARKHLTRALALDCEMVG 

VGPKGEESMAARVSIVNQYGK 

CVYDKYVKPTEPVTDYRTAVS 

GIRPENLKQGEELEVVQKEVAE 

MLKGRILVGHALHNDLKVLFL 

DHPKKK1RDTQKYKPFKSQVK1 

QDAQAAMRLYVMVKKEWES 

MARDRRPLLTAPDHCSDDA 


8256 


38624 


A 


8312 


3 


640 





1008 

BNSDOCID: <WO 0175087A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8257 


38625 


A 


8313 


I 


1274 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWKALQEMGSKKKPK1I 

QQNKKETSPQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEKNKKGTKERTNGDI 

VPERGDIEHKKRKAKAGQPQPH 

PPR/IDIWFDDVDPADIEAAIGPE 

AAKIARKQLGQSEGSVSLSLVK 

E\QAFGGLTRALALDCEMVGV 

GPKG EES MA AR VS I VNQYGKC 

V YDKYVKPTEPVTDYRTA VSG 1 

RPENLKQGEELEVVQKEVAEM 

LKGRILVGHALHNDLKVLFLD 

HPKKKIRDTQKYKPFKSQVKSG 

RPSLRLLSEKILGLQVQQAEHC 

SIQDAQAAN*GCYVMVKEGVG 

RAWPETGAPCLTASRPLQ*RRL 

SSPALLAACPPRLQRQC 


8258 


38626 


A 


8314 


2 


414 




8259 


38627 


A 


8315 


1 


621 




8260 


38628 


A 


8316 


1 


885 


MGEKPGPLLFSSAKPKNPQEGE 

HKDEGDHPNNSFSPCSAHDRRC 

LQKHFAK1RDRSTSGGKMKVN 

GAPREDARPVNKGTYLVSTGG 

QTVAFTTGSWDQDDSESSLGC 

QEDSTALHPTSTSPGPSETVPPS 

LLPEATKRLLSLDFESFGQTQR 

NLSCPLCPAGVWQEKTLCEWR 

DAGGNRQAGVPQAPCMKSNN 

ALIVILGTVTLDAVG1GLVMPV 

LPG/SPALLQRQAEESPGRRTQG 

/RRVTTPTTASAPVAPMTAGAC 

RSTSPKFETGAPVGAR*RSMGR 

PGRMPGL*IKAPTWCPQVGRLL 

PSLLAPGTKTTQSPA/SGCQEDS 

TALHPTSTSPGPSETVPPSLLPE 

ATKRLLSLDFESFGQTQRNLSC 

PLCPAGVWQEKTLCEWRDAGG 

NRQAGVPQAPCMKSNNAL1V1L 

GTVTLDAVG1GLVMPVLPGLLR 

DIVHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLG ATIDYA 1 M ATTPVL W1Y 


8261 


38629 


A 


8317 


1 


396 





BNSDOCID: <WO 0175067A3_IA> 



1009 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


8262 


38630 


A 


8318 


186 


2123 


CPAHCWQEAMLSAWRLVMSP 

GGPCTQHPAPACHPSVLTTPRK 

AGEPRP*WPPCPAWGPLADSSK 

PHRWRPKPPASCRPLVRRPWGP 

QRTLTPTLTSHWRASIR*SWNW 

TPPSSCFPQGLGAPRLSWTRAPC 

Q* ERRRNLKPWT* STSR* PPPDQ 

GATMAPSTAPAPLSPRPSAPFA 

VVASSFPETSPERHEAAVRASSS 

LGTRAGGTS ALCPPQR VSP/H RP 

PNSPSISIPCMGSKASSPHGLGSP 

LVASPRLEKRLGGLAPQRGSRJ 

SVLSASPVSDVSYMFGRTPHSP 

PLAKEHAVAAAPHPSPTPWWTY 

PLC*STAAQN/RGSSPPQRTPGH 

QNSVQPGAASPSNPCPATRSNS 

QTLSDAPFTTCPEGPARDMQPT 

MKFVMDTSKYWFKPNITRJEQG 

CPGGAVSISDSRJVPAIELLRKE 

EPGAFVIRDSSSYRGSFGLALK 

VQEVPASAQSRPGEDSNDL1RH 

FLIESSAKGVHLKGADEEPYFG 

SLSAFVCQHSIMALALPCtCLTIP 

QRGCHTLYLSSVSVETLTGALA 

VQKAISTTFERDILPTPTVVHFK 

VTEQGITLTDVQRKVFFRRHYP 

LTTLRFCGMDPEQRKWQKYCK 

PSWIFGFVAKSQTEPQENVCHL 

FAEYDMVQPASQVIGLVTALL 

QDAERM 


8263 


38631 


A 


8319 


15 


909 


LHVSHPGHADARGGLLQPCAA 

PPLWLCRJQCPPRWFQTPSQVF 

YHAATEHGGKDVYPGQCLWE 

GCEPFQRQRFSFITHLQAANCR/ 

EAQ/RSTPRAQKA1VNHPSAAL 

MALRRGSRNLVFRDFTDEKEG 

PITKHIRLTAALILKNIGKYSEC 

GRSWPRASRYQQGHQDLFILRS 

DLPSQVFIRDKLMERJRNRRTGR 

TEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAG1PLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 



1010 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8264 


38632 


A 


8320 


189 


4419 


KPGLFP*RVY*EYVFRLSQSLGE 

FHQF*FrCRGQY/ATTSSPPFSPW 

ANI1RKATRC*CRWRFRFIMPFV 

MASMSA/GMLNE LQQYC DEW 

QGGAAVVAQHVAPPPGIVEIDS 

EKFACQWLNAHFEVNPDCSVS 

RAEMYSEYLSTCSKLARGGILT 

STGFYKCLRTVFPNHTVKRVED 

SSSNGQAHIHVVGVKRRAIPLPI 

QMYYQQQPVSTSVVRVDSVPD 

VSPAPSPAGIPHGSQTIGNHFQR 

TPVANQSSNLTA \ 


8265 


38633 


A 


8321 


27 


674 


GPQNTPMPPSPSVRVQGQPNSS 

QPSPFSGSSQPGDPMRKPGQNF 

MCLWQSCKKWFQTPSQVFYHA 

ATEHGGKDVYPGQCLWEGCEP 

FQRQRFSFITHLQDKHCSKDAL 

LAGLKQDEPGQAGSQKSSTKQ 

PTVGGTSSTPRAQKAIVNHPSA 

ALMALRRGSRNLVFRDFT\DEK 

EGP\ITKHTPTNSCP*Y*K1SGKY 

SECGSADWLKETMENNLSSA 


8266 i 


38634 


A 


8322 


16 


341 


PPGRGSAHPAARQLQTPGSAAP 

LS*HQGPASRGTGPPGPIKARAP 

SKSRARGLRAAQRARLSARAR 

AGCA/PP*ARGAARKLGAPGTF 

QETLPPGTRDRKCCSGDAVVH 


8267 


38635 


A 


8323 


1 


400 


MAEGMAMLRWTRLGTWPDDS 

FDEMDSTLAVQQYTQQNIR/AQ 

DCSNTDKNLEPPEGQDADCHG 

F*APRWHCSASYVASSEFAGDD 

RRI * IPLDP WVKKFCEC WCSGPT 

PFRE/CPRELN* HLKDGCSCRYL 

RARN 


8268 


38636 


A 


8324 


3 


179 


1 S WPSPS LLGQTA A LC ANG AG P 

AGTPPGRGPVSARFGRRGAAC 

VCSPPSPSPLAPLSR*RFAVMW 

WQEA*RRGPRLPLLSSLPAAAG 

SGRAARAAAELPGGGRAGAR/P 

L/LLTPAQVQGESARG/AGAEG 

GRGTPGP/GCPLPAGRSLCQPXG 

PRS PP* TA A LC ANG AG PAGTPP 

GRGPVSARFGRRGAACVCSPPS 

PSPLAPLSR 



BNSDOCID: <WO 0175067A3JA> 



1011 



WO 01/075067 



PCT/USOI/08631 



SEO ID 

NO: 


SEO 1I> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide^ 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8269 


38637 


A 


8325 


1 


1744 


DFQERLSMKDQLIAQSLLEKQQ 

1YLEMAEMGGLEDLPQPRGLFR 

GGDPSETLQGELILKSAMSEIEG 

IQSLiCRRLGSANGQAEDGGSST 

GPPRRAETFAGYDCTNSPTKAV 

EAPGTES/DPRLPTVLESELVQRI 

QT/LSQLLLNLQAVIAHQDSY/V 

ETQRAAIQEREKQFRL/QSTRGN 

LLLEQERQRNF/EKQREERAAL 

E KLLQSQL/RH EQQ R W E RERQ W 

QHQ/ELERAGARLQEREGEAR/ 

QLRERLEQERAELERQ/RQAYQ 

H DLERLREAQRAAQPPS/H PPSF 

NGEGLEGPRVSML/PSGVGPEY 

AERPEVAR/RDSAPTENRLAKS 

DVPI/QLLSATNQFQRQAAVQQ/ 

Q1PTKLAASTKGGKD/KGGKSR 

GSQRWESS/A*AGPPLRLGLEG 

ATGQALAAAGSQEIRDTGAILW 

RGNQKAQLASWLRPPHTGPVW 

SPGPKLR*STLHLLTSTLKTVG 

WGPGALERARARRQRSLATWD 

QHSRTGTASFDLKQQLLLNK/L 

MGKDESTSRNRRSLSPTCPGRH 

SPAPPPDPGFP/APSPPPADSPSE 

GFSLK/AGGTALLPGPPAPSPLP/ 

ATPLSAKEDASKEDVIFSKRAV 

TQANH 


8270 


38638 


A 


8326 


147 


536 


WAQEGSGRNTHQQYKILDVML 

KGLFKVCAGRGQLMAGPVFDL 

GTDG*TGVQLKDG\WSALPRPV 

LRTTRSSLAAPSLLF/YYFDHNS 

NWNLLIRWGISFCNQTGVFNQ 

GPHSP1LSLVRTGVEVAREPSVG 


8271 


38639 


A 


8327 


59 


339 




8272 


38640 


A 


8328 


43 


510 


LLLWGGLRELTIMVEDEGEQM 

SIWVLDKDLGAPHLVLVGSML 

TARSRCWTPWRSSHATAATSE 

GEGWGVGVL1ADRPGWASDEG 

DGEGGGGGLLTSAEFGELAAV 

GEAGSAHPMFSFRPRYSTWCLT 

HIGQGGLELLTL*STRSASQSAG 

VTGMSH 


8273 


38641 


A 


8329 


98 


493 


FFYFLFIYFFETESRSVTLAGVQ 

WYDLCSLQPLPPRLKRFSCLSLP 

SSWDYRHPPPHPANFCSFLVVT 

GFHHLGQAGLELLTS*S/1PSSAS 

QSAG1TGVSHHARPGPLSLANM 

PRSQTRTS ATVC PEQLG LD 



1012 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8274 


38642 


A 


8330 


3 


328 


HSAARRPSSRRSSPRPETSCANS 
VNAGWNQDPTHVIRRRSMAT 
AGSTRYR*GLHAAPSPPHPRRP 
RSPPGAE* A/RREARSLKR*SPPC 
HPTKKATMCRCIIYVPLIIK 


8275 


38643 


A 


8331 


24 


593 


FEQQWG W A A A A A PPG KA HTR 

*TGRSPHRPHRTQPR*NPSGTA 

APGPVPS*AGSSH*AGSG*RAW 

GPGSSRR*RSCT* RLRSRGRPPR 

*GPSRR*VRSARPSRA*RAPPGS 

HRPGCGAAAPAPAASAPARAP 

WAGADSSAPPRTAD*SLPTRVC 

CSLSALHTGSESGDLGPGTQIEG 

KQNYSVTVWFLAR 


8276 


38644 


A 


8332 


24 


832 


FEQQWG WAAAA/CSSRQSTYSL 

RTG RSPHRPH RTQ PR*NPSGTA 

APGPVPS*AGSSH*AGSG*RAW 

GPGSSRR*RSCT*RLRSRGRP/TS 

MRAFSPLSAIRSPKSGRDAHHQ 

ASHRPGCGAAAPAPAASAPAR 

APWAGADSKRASSYSRLEVLK 

VIPEAAAWTSAGSFRT*/PENLPI 

PVNEIMLLSNCPGRMGSVPLKR 

RLI LG VR VLG ERG PG\ A WCTCG 

PPTSMCTGALDLVSWAGRGMP 

WASQRR/PQGDRVRDKPGTCFL 

PSAVPVLPCV 


8277 


38645 


C 


8333 


153 


269 




8278 


38646 


A 


8334 


615 


1275 


QKRKTFNTTKCYNKEKGSWPR 

WPTGSS*CAQLSWRGMEGTSK 

YRTF/ILKHPGQEIPS\EPTPPGP/S 

SLTCRATWSLSRA APQPH M KPR 

EP*ILS1YVAPSPSTIEKPSJGERF 

AIFITLLMRNGDLGEASCDAVK 

ALRQPWGKAQVEKNQLSQTKC 

PAMWHFESQNPALLIVRECLEG 

WKAYPQSTKEERLLHPEEGAG 

FTSSSQEKYVRVRGQRLWPTPF 

FSLQMIDRKERHLIPPNV1IKKR 

GVGQDGRLEAVSVHSSHGEEW 

KG Q VNTE PSTETS RSG DPI MN P 

LHQGLKSDMQSYMESQQSSPS 

ATHEAQGALDTQASWKKQQQ 

LRKSRRAISSPQADGVQHGHEA 

RHCHDVLKRDRQTSWPCKMSS 

LAEEVVAADTWLLDNGTMQA 

TGRAAQVREQGKGMDLGQYIS 

CYLMTLSRAIKQKENKKVCFQ 

RLGKPRVKTASVQKK j 



1013 



BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ll> 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1I> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


8279 


38647 


A 


8335 


423 


998 


PPSAVPHDHSSPART*\PQSLSVI 

TAELEPVRAPSLIAFFHGHSAC 

MCPFRWRYSRFSLKQQRJLAHD 

PVTMTFG 1 DRRHTIKFCLSAKQRP 

YPT1TIRWQLSDNMVYTEKHIRI 

ISVTTAAAIHPVIGSFPIPG/PIRA 

RALSTFLPVHIQRLL*GVHFPSF 

SCRAG AG VL*SASWRQQVQRQ 

EQPVLRRRQQ 


8280 


38648 


A 


8336 


2 


218 


HPSPSPGLKHRSSLGSV\PNPLL 
LPSGSFSLLPAGHSHGDGPSAS 
QMH*FQNQTHPVP*PDPASLPA 
VQSHQ 


8281 


38649 


A 


8337 


76 


129 




8282 


38650 


C 


8338 


I 


410 




8283 


38651 


A i 


8339 


651 


741 




8284 


38652 


A 


8340 


1 


612 




8285 


38653 


C 


8341 


1 


729 




8286 


38654 


B 


8342 


1 


313 




8287 


38655 


A 


8343 


705 


990 


TRSSCWGKEASLGDGNRGVVA 

ALHHFTGAAARQHSGSPLERGP 

HPQL*SPRS*VEGHWLEI/LQA* 

S*VLPQKQPHQPARCWQLLSH 

WLPRPALLC 


8288 


38656 


B 


8344 


1 


588 




8289 


38657 


A 


8345 


220 


678 


MNA1PVASPCMVCSLIVHVLGS 
RPM*PW*RPPTRFQWSEVQE/V 
MELTTMRPRQPPPPPPPPPP*QQ 
QQQQQQQQQQQ E * L * L A ATPR 
APGTLAQGSLTPSQIFSA*RLKT 
DAAGSP\GSPQTITDAELRVTLT 
VEGKSVPFWAVLPQSFTDSPH 


8290 


38658 


C 


8346 




411 




8291 


38659 


C 


8347 


! 


534 




8292 


38660 


B 


8348 




774 




8293 


38661 


B 


8349 




705 




8294 


38662 


A 


8350 




297 


MPGHQKAPLRPAVSKK\ESMLE 
KGKIK*LLKPEGILPISEPPSNRIF 
AC WGKPA WTACCNSLRARR* R 
AISCCPSH W* KEKPP WRPIRKPP 
LPARWP1H 


8295 


38663 


A 


8351 


616 


988 


DPQLQAGSGHIPGRNVCPGERI 

CWRGTPD/SDPSTPTY*PPLEKE 

VAQGRDL1HASGCLWS*IPLEA 

LQGPQGCPQFSQVCCIPVIPTVE 

MKQGRQQLASDFQDQQDLEFY 

EILSWKPGILI1PP 
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BNSDOCID: <WO 01 75067 A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


8296 


38664 


A 


8352 


1 


1668 


MELVPEEATAVSARAYTGRWP 

LDAAARTILVTAPGVGHTNIVL 

CGQASLDAYIKSICLKKEGRKE 

GKKKGRKERKRDFCYGKKEKK 

RKKGRKKGRRKKEKKKKEREK 

ERRKEEKEGKKRKKEKERKKE 

KERKKLSIGKGVVYCLSSNTQK 

KQVSQTK1RVISTILFILAGCIVF 

VTIPAVIFKYIEGWTALESIYFV 

VVTLTTVGFGDFVAAHPSDHL 

CWVIVTCKGKYLLPDSPQEKAT 

DFSGVAQKRNEPQKPL/IWC/W 

ELRSYPTALMMQERVV*KEKP 

KAAAPNRRGLGTEKLEF*R*EV 

AAAVEPHAVLSMIGDWLRVLS 

KKTKEE/VCRPPLFKSPSPNLRL 

LGVAHHVGEIKAHAAEWKAN 

VTAEFRETRRRLSVEIHDKLQR 

AATFRSMERRRLGLDQRAHSLD 

MLSPEKRSVFAALDTGRFKASS 

QES1NNRPNNLRLKGPEQLNKH 

GQG ASEDN I INKFGSTSRLTKR 

KNKDLKKTLPEDVQKIYKTFRN 

YSLDEEKKEEETEKMCNSDNSS 

TAMLTDC1QQHAELENGMIPTD 

TKDREPENNSLLEDRN 


8297 


38665 


A 


8353 


1 


418 




8298 


38666 


A 


8354 


251 


394 


GAQVPTLLVGVLTVTISTVQNL 
AISLLGKAK*GEGILSVSGRMY 
RVL 


8299 


38667 


A 


8355 


107 


250 


EEGHHLLDPRMVDPMAACTM 

QLEKLQTLNASL*KQLGGGLYL 

AKPQG 


8300 


38668 


A 


8356 


331 


893 


SITENCENKNP1PHVENKDIGTK 

YNSLKLPEHIRAEVMQPSKLD* 

VNP/LPSTCKERFVMQSHLART 

VGSS1CNL*MSP/CFGIW*QLAE 

ANPAKCFP/GCWKTNSCTSSML 

CSK Y VTPNGTV V* ITREGPI SDD 

SILRFLLSMETKRMQGLLVXSTA 

QPKGHQSSYQLHKRGPEHIERS 

SSQPPVAAFGIH 


8301 


38669 


A 


8357 


2 


416 


SGFRYGSDIVPFSKVDEEQMKY 

KSEGKCFSVLGFCKSSQVQRRF 

FMGNQVLKXPFMEDLRQYMFSS 

LKNSKKYAPTEAQLNAADALI 

DSM SLA KKDEKTDTLEDLFPTT 

KIPNPRFQRLFQCLLHRALHPLE 

PLPSIQQ 


8302 


38670 


A 


8358 


1 


2130 




8303 


38671 


A 


8359 


1 


1 152 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8304 


38672 


A 


8360 


1 


320 


FKGTAAPWPLSFARAAAGRQA 

GTDTRPSLRVRFPRERSARQKG 

RGRSVRLSAKSPPAKVETKPSG 

GSRTA*IFRQRSKQGKMGAKG 

KQAKWLLILRAL1CFSLSER 


8305 


38673 


B 


8361 


1 


1231 




8306 


38674 


A 


8362 


1 


2276 


GGRPKRLRTGNMVRSGNKAAV 

VLCMDVGFTMSNSIPGIESPFEQ 

AKKV1TMFVQRQVFAENKDEIA 

LVLFGTDGTDNPLSGGDQYQNI 

TVHRHLMLPDFDLLED1ESKJQP 

GSQQADFLDALIVSMDVIQHET 

IGKKFEKRHIE1FTDLSSRFSKSQ 

LDI1IHSLKKCD1SLQFFLPFSLG 

KEDGSGDRGDGPFRLGGHGPSF 

PLKG ITEQQK EG LEI VKMVM I S 

LEGEDGLDEIYSFSESLRKLCVF 

KKIERHSIHWPCRLT1GSNLSIR1 

AAYKSILQERVKKTWTVVDAK 

TLKKEDIQKETVYCLNDDDETE 

VLKEDIIQGFRYGSDIVPFSKVD 

EEQMKYKSEGKCFSVLGFCKSS 

QVQRRFFMGNQVLKVFAARDD 

EAAAVALSSLIHALDDLDMVA1 

VRYAYDKRANPQVGVAFPHIK 

HNYECLVYVQLPFMEDLRQYX 

MFSSLKNSKrCYAPTR/EAQLNA 

VDALIDSMSLXAKKDEEGQTPL 

KDLFPTTKIPNPSIFRGLFQCLL 

AQELLHPR\EAFYPP1SGRHIWE 

YAGILPAEGGQRKSSGFPLS*N* 

RTLFFL*FEAK£KGFKWTAQGI 

FQGQPWKVGPTAKKLKTGARG 

EPTFSVSSLAEGSVTSVGSVNPA 

FTvTFRVl VVCOyCK ASFFF ASNOI 1 
NHIEQFLDTNETPYFMKSIDCIR 
AFREEAIKFSEEQRFNNFLKAL 
QEKVEIKQLNHFWEIVVQDGIT 



BNSDOCID: <WO 0175067A3_IA> 



1016 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8307 


38675 


A 


8363 


624 


1992 


GRKVVVVLPPPLGNQSTPGGIC 

LSAQLPL*RD**SASARCSSPGS 

♦TSPPSYFLPDPRGPGRALQRFS 

RSPSSPGGNPA\SAAPSPRSKLLL 

GPPGVAAAATAAAAGAKPELRH 

RLPPSSATTASRVRACHFLLAS 

AAATPAFSPPPPPP\PASPSQRTP 

KEVQRAGICAAESCPAAPELLGF 

GGSRDSAGELGGLSSDACV/PD 

SSEPG V RRP A RRRT L A H A LTH A 

STHTRTLPGSCARVAVPVALCK 

GGFT*PIFSPQYVTNTYPGEEGA 

RLGVLIGREQTVSAILLGGSRSK 

APTTTVAVASAPPVTAAGRVTP 

HASIRIPPRMLSKPSPPPQAL*K 

GVMAPAQCPPARRGQAGLEGT 

\GFGKSPTRPHQLTAASSPCNGL 

IR1RQGQGGGKGRRWRGSSGDP 

GAWYCFRGRRRGPSCPSLRTAT 

LIPGLGGHGGGSGDAASPLLGT 

RDGGPEAHLGKE 


8308 


38676 


A 


8364 


123 


248 




8309 


38677 


A 


8365 


I 


540 


MLEALGALNKPESSRPLIPELHL 

ASTAAANLGEHPNQQRLKFAS 

QETPEESANAVPHYHKLCNRVS 

HVWGNRRGQHIRNTMDNPRP\ 

GKTTFV* IIVSPLPALLALTHS W 

DSQVRPA VL/QP/YSHGTGTP* W 

RSSSPCAASST*KSPYP*CH*QR 

LSQSPSAXFRPTLRRLSRSTRCRS 

WRRK 



BNSDOCID: <WO 0175O67A3_IA> 



1017 



WO 01/075067 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8310 


38678 


A 


8366 


31 


1429 


RETRSCWAHYHAESSKHQKAK 

LKDSRfCARRSIELIGPGSSQKGG 

D1CSLIHLSSKLG1LCYSKTGNM 

GGWEGGMQLRVSSENSMGKSS 

RERAAADLPQGSCWHELPGRLI 

NTRJSLKPRHVWNLSSVLCQVV 

KKVKSMQMFHMPITSAMQGD 

RLG IC VTQFDPKLLERGL VC AP 

ESLHTVHAALISVEKIPYFRGPL 

QTKAKFHITVGHETVMGRLMF 

FSPAPDNFDQEPILDSFNFSQEY 

LFQEQYLSKDLTPAVTDNDEA 

DKKAGQATEGHCPRQQWALV 

EFEKPV/YLPSAVPGDWLQARC 

GHS\PNTCRLAFHGQSCSTG*RT 

GTTPTASCPG*RCTS*STSMGLV 

ERAMDDYSV1GRSLFKICETNIQ 

LFVGLKVHLSTGELGIIDSAFGQ 

SGKFKIHIPGGLSPESKKDPDTP 

PSKTGPGWPVGGQPGRRRSPSG 

ANPHKMGWLTRPFKRYVFDTH 

KRMVQSP 


8311 


38679 


A 


8367 


3 


1 19 


RSPREGGGHRG PSSGGGRCRRR 
PGWAGNEAM*PDRRARVVGIE 
VPAAEEGGAAVAQDGLGMKR 
CSLLRDLL 


8312 


38680 


A 


8368 


3 


389 


SFATHTAGPQPPAA/PAPKRMA 

ARASWGRNPPRAPVRTSAAAA 

RAAGTRRPAPARVACPLPAGPG 

SPRRPPRAARTRRARRRPGPGR 

AAQQSAGRRWTPPAPAPSGASF 

AAPAAGSASPPSHRRSAPGGGS 

TQSSLLSPSSSALHSSPPSRPWA 

ARHERSSWS'/PRSALPPTSTEP/ 

GPGPRRAPVLGTRSCGRGAGQL 

E*EA*GAA*APPPLGWTP*LLCV 

HVTLGNAVSHWVSCGAAPPHG 

GVGVGYRARSPREGGGHRVPA\ 

RTREVPPSPRMGWNEAM*PFK* 

VSSRWPPLRLPSRGMAAPRGA 

AAGGARRVEGWEGASLLSGSA 

PGSARWPRAAPAPASQVGARC 

AAGAPCPLRPRVWRRGAVGAE 

NAPSELAASTPAG/GGRGAGSG 

SSDLAGRGAVAARFPGG*GHSR 

QQHGAEKDGGQGFLGSQPPPR 

SCAHQRRRGACSGNAAPSSSAR 

RMSASSRSRQPEKATQSRSNSA 

RSSAARPRSRSTAVSRAQVDTA 

SSCAFWRVFCSSCRRFCESAEPP 

TVSTRWW 



1018 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8313 


38681 


A 


8369 


3 


1130 


LDFQHJTNYKAMRKLMKQVQE 

QCPNITRIYSIGKSYQGLKLYV 

MEMSDKPGEHE/LGYWHGEW 

GEVGTGQGPRHEPAASPHVSPG 

EPEVRYVAGMHGNEALGRELL 

LLLMQFLCHEFLRGNPRVTRLL 

SEMRIHLLPSMNPDGYEIAYHR 

GSELVGWAEGRWNNQSIDLNH 

NFADLNTPLWEAQDDGKVPHI 

VPNHHLPLPTYYTLPNATVSILR 

AAVEVLWGADPCLCLLPLLTCP 

IQVAPETRAVIKWMKRIPFVLS 

ANLHGGELVVSYPFDMTRTPW 

AARELTPTPDDAVFRWLSTVY 

AGSNLAMQDTSRRPCHSQDFS 

VHGNIINGADWHTVPGSMNDF 

S YLHTNCFE VTA VELFCDM FPH 

EMELPHEWENNTDA 


8314 


38682 


A 


8370 


1 


2229 


MWGLLLALAAFAPAVGPALGA 

PRN S V LG LA QPGTTK V PG STP A 

LHSSPAQPPAETANGTSEQHVR 

IRVIKKKKLVIMKKRKKLTLTRP 

TPLVTAG PL VTPTPAGTLDPAE 

KQETGCPPLGLESLRVSDSRLE 

ASSSQSFGLGPHRGRLNIQSGLE 

DGDLYDGAWCAEEQDADPWF 

QVDAGHPTRFSGVITQGRNSV 

WRYDWVTSYKVQFSNDSRTW 

WGSRNHSSGMDAVFPANSDPE 

TPVLNLLPEPQVARFIRLLPQT 

WLQGGAPCLRAEILACPVSDPN 

DLFLEAPASGSSDPLDFQHHNY 

KAMRKLMKQVQEQCPNITRIYN 

RJGFCSYQGLKVYVVEMSDKPG 

EHELG EPE V R Y V AGMHGN E AL 

GRJELLLLLMQFLCHEFLR\GNP 

RVTRLLSEMRIFLLPSMNPDGY 

EIALH\RSS*LVGLSEGRWNNQS 

IDLNHNFADLNTPLWEAQDDG 

K VPH IVPNH H LPLPTY YTLPN A 

TVAPETRAVIKWMKRIPFVLSA 

NLHGGELVVSYPFDMTRTPWA 

ARELTPTPDDAVFRWLSTVYA 

GSNLAMQDTSRRPCHSQDFSNL 

NGNI I1MG AND WHTVPG\SMN DFS 

YLHTNCFEVTVELSCDKFPPEE* 

ICPKENVENNNKDALLTYLEQVR 

MGIAGVVRDKDTELGIADAVIA 

V DG I N HD VTTA LG PG1 1 NVRL A * 

PPGDNYMVDLPSSEGYHSVTRN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkriown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8315 


38683 


A 


8372 


409 


517 


HFRSAGVCW*PPPLSVHGPR*H 
FRSAGVCWSSTPDPVCLGITSR 
GCRTAKIAAFSFL 


8316 


38684 


A 


8373 


957 


1230 




8317 


38685 


A 


8374 


1 


2658 


MVEEVLLDNILKSVFRLGSILPI 

TFSFPSDSQGPLLQVCRSLLEIH 

SRPCLPGYHQWRLQNSKDCCL 

FLPLEASSQRGTCQMPAGALFY 

KVSVDPFWEVSSSQETWGSGIH 

LRRQSVPYQSSSAVLGDLLFSS 

EP ACKN KS A E A V PT A A PS PRD A 

LSREEESREAVWPQRLSHAPM 

GSAQLELPGGFVYTVRRKLPTQ 

ASVMLDAPPATKLEHPRSSSDC 

CVGSKNFKPVDLSLLGSMGVG 

SVELDHLAPWLQPPFQESERFC 

LSGVPVSPPLSEEINHALPKATV 

MASLGAVARKDNADSLHVPPP 

TPLFASRPVTALKYWQAPREDL 

QPFTRVTLHWGKGNDQTFWGL 

VDTSSELTLTPNDPKHHYGPPIK 

VGAYGGQVINGVFAHIQLRVN 

PMGHWTRPLVIFPVPERK1S1D1 

LSSWQNHIGSLIGRKTDGSWR 

MTVGYRJCLNQVVTP1AAAVPD 

VVSMLEQFNPSPESECLKMSHQ1 

TMRPELPIMNWVLSDPSSHELG 

YAQQHF1IKWKWYICDRAPAGS 

ESTTSPFITQWVHEQSGYGDRD 

GGYTWAQQHRLPLTKNDLAM 

AT/AECPISQQ/QRPTLSP*HGV/I 

PRGDQPATWWRVDYIAPLPSW 

KGQRFFFTRI DTYSGYKFI Y P AP 

NASAKNTICGLMECLIHCHGIP 

HSIASDEGTHFIAKEVQQWAHA 

YRJHWSYHVPHHPEGWGKVLQ 


8318 


38686 


B 


8375 


1 


3258 




8319 


38687 


A 


8376 


3 


196 


DWESCQNQC* PQQPRLHGTH W 

DPC*DME/CPSVCPQSPCPSPLR 

DQWTIPCPDPLSPQTMAAGRW 


8320 


38688 


A 


8377 


248 


423 




8321 


38689 


A 


8378 


407 


683 


LSSYCVHAGCYPREAAMRMISF 
SPSQ\R WKPFG ES WRPP A RRGT 
CTPGAHPPRPPSPRAAGPAHRP/ 
PPP/PSSELPRAPQRPGRNRRPG 
NSGPV 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


8322 


38690 


A 


8379 


1 1 


888 


TGKLHTSVICNSTELTSWDSRR 

LFLKGKPLLSAGAGVTMVMPST 

APFPAPCKGSLRGNPSRPTHP*S/ 

RSPQLERDTGGASFRVDEGEER 

GASSGGS\RDTEGGSGAVPFGE 

SWRPPARRGTCTPGAHPPRPPS 

PRAAGPAH RP/PPP/PSSELPR A P 

QXGPEAPTLGQPHGRGLFPPLFK 

LSKLYWPLGETRSRPRPRPYCQ 

SPfiPGVTFRGRR W9A PR APP.AP 

RSPRWRROSGPOAI PRPRVMPP 

IQHGSEASYAPAL*WALRIPQG 

GNTSSADEPADFTPNQQADQM 

PCLHSCSCG 


8323 


38691 


A 


8380 


1 


3135 




8324 


38692 


A 


8381 


44 


2279 


RQTVGDAQPHHHPPQPPRPSFP 

PFPALPCTPAPQLPPSPSCLREEF 

PSSPMGQTPGTWSSSGGPWTSP 

PHSSSRRLASPLAPLSVIPSTSQT 

MARSSSQSQTTRFSPTPTHSQQ 

A SQ AGTL WP W WLRSGTM LTS P 

LVGGPHFIRNTRRSMVNTAC*S 

SRPSLGLERSQTTGATRPGGP*R 

SRGSMPTPILPSGPSGATPTKPS 

SPRTGAGPMPCFSTRAVGCSGT 

WPSAQATRCSWASLVEMA1SK 

TAH*CPSQCGRGIALIDS*IPTQA 

SKGCSSTGYTGKKGPTTVSSAC 

SG*RASLGGPAGAGTRSPALVP 

GSRDDGTYDSNPSA*VAGASA 

VGSCAASPLGEEACAAATGPGE 

SFSEGWHEQ/TSLAVGPGTGAT 

ELVLPLEG/HSPTSVPCTSRGGP 

TWAVATYRPPXSPPGCSGTPTSP 

PWMVSVTPSMGWGTSCWSGP 

KTGTPPSCFRAAPPRLAQPRPPT 

SSPLRLST/ASSSLGPVTVQWLL 

EPHDAIRVLLDNQTVTFQPDHE 

DGGGQETFNATGVLLSRNGS\G 

SRPASTAGPPSR*SRSPTSSTPPP 

ASRPSTRTARRGSWGSGITIQRT 

TSGCPMAPPFPQGALRRCFSTL 

E*PGRSTGQASLARGMTSCLPT 

SPLFSTHNCKKTAPGLNI*SPTV 

TEIAHASMTPWPCATQASDFTR 

GKSVKTTSRRTPPSISTRPPSMV 

V V* LKPTRG RPR* FSTPA M LRM 



1021 
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SEQ 11) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for List amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8325 


38693 


A 


8382 


1 


2900 


MVWG FTC STT A TL EG QST A A S 

SRTSNQDISASSQNHQTKSTETT 

SKAQTDTLTQMMTSTLFSSPSV 

HNVMETVTQETAPPDEMTTSFP 

SSVTNTLMMTSKTITMTTSTDS 

TLGNTEETSTAGTESSTPVTSAV 

SITAGQEGQSRTTSWRTSIQDTS 

ASSQN H WTRSTQTTRESQTSTL 

THRTTSTPSFSPSVHNVTGTVSQ 

KTSPSGETATSSLCSVTNTSMM 

TSEKITVTTSTGSTLGNPGETSS 

VPVTGSLMP 


8326 


38694 


A 


8383 


3 


468 


SSPPLGHPRPISQSCPRPAVSCSR 

GPSALLCRPLLGPEDAP/P*GSS 

WP/EGPLWGPRYPSVSVGNGH 

WSGAGVADE/PAAPSRPAGARR 

APSGGRPAAARCSRRRASRSSR 

PGPPAGRAGR*ACPAAARSAVA 

AAPRPPGAP*CGSASSATAPAA 

APP 


8327 


38695 


A 


8384 


3 


1319 


DSSRLCSRRSSRGHTVGLWGQS 

PGLGTKGRGGGG*EDPPPGTPR 

GQQDPSHSAKQ/PPAGLPAGVK 

WGPS\SSPPSPPP\PAKRELQGRC 

PKFGRCSEGRRAGDPGPS/GCPR 

AKQTHSLGTAVPVVVIYYPPVH 

ALSPAANRTLN*NIISSQPLGTPP 

MVPGE\*HGPRGHA*PRHPLPK 

DPPQG/PAQR* RGCRSEVQRRP 

GTLP*GSPP/GNSHNGLPAMPPR 

♦PPTAR/PQFPNPQDPRPLGQSSS 

EPLPRCPKTLCKTRHPDLRGRG 

KQPRGWAQVPPGEVFGGGNGA 

QLEA* EG A RMSASPVP* SLESSD 

TT A S PPSQG L FT AQ KG L WG PQR 

RLGALWLGRRESEKTSWRRLQ 

SQVYWSCREEVEKCSRQGARL 

GQRRGWENVLGKSGSASECLS 

CPFCASLLAMPSGCPWELSKVA 

QCFPLKTGHPGPQEGSNMLKVT 

OQS 



1022 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8328 


38696 


A 


8385 


1 


771 


HSLIHSLTHSLPSPPVQSPAWLR 

PLCLSAPAT*ATA/CRVCLPGSC 

DSCSDSWQVDDCPESCCEPPCC 

APSCCAPAPCLTLVCTPVSCVSS 

PCCQAACEPSPCQSGCTSSCTPS 

CCQQSSCQPACCTSS PCQQACC 

VPVCCKPVCCVPVCCKPVCCKP 

ICCVPVCSGASSSCCQQSSRQPA 

CCTTSCCRPSSSVSLLCRPVCRS 

TCCVPIPSCCAPASTCQPSCCRP 

ASCVSLLCRPTCSRLSSACCGLS 

SGQKSSC 


8329 


38697 


A 


8386 


1 


453 


AQSLGRARPWRGASSGRVPDS\ 

RLE*TPTVCLA/PEHGIVAATAS 

LGTFPLTQWEGHNGCYQRSLFP 

PQSMPTPPCPASETP/PVFRYRPP 

PSPGSSPRSITAHPVPLGS\SVNP 

PHPEVWNLPCTWKRLATSLQQ 

KFTFGPKLGITNVDSDSLS 


8330 


38698 


A 


8387 


39 


630 


IGTWRFGGSDRQEGQSRQGNC 

EANDWPVSTALA\KPRGATGK 

NKS PGN DPAAA 1 ATAG A A A TA 

GPGSPCSLQN/RPHLLPFIS*APP 

EG*TPSTQDRPWYSAGAA*ASV 

KCRTGAVQKQLLL*NRRRFPGS 

PAPAQTADPGRGGGRGTGS/GV 

PSTGSSSDWQERPWPCGGMEPP 

RLRCLLRCSGSIHSPTALQSLRN 

HQ 


8331 


38699 


B 


8388 


1 


2673 




8332 


38700 


A 


8389 


10 


281 


TTSDPYHPA PE IG LG * SPN/GG P 
MQGDLPGASGKEVSFL*GNVN 
EDIHNSGCVWQPSCDHLARQP 
KNKAVTMETKKRQKDTGSSLF 

ssscs 


8333 


38701 


A 


8390 


3 


416 


EYGQQCQCHKRPRGPFGFHSPG 
PRGGSYISDLSGQESPEAGGGFP 
PRISALRPKSNCSFLRPRGRGS* 
YPA AG R PRAPGGPA LQLSPR/PH 
PA A PPCRA A PQPKP PRR D V E PA 
P/PK L H PPP/GG PAPRRQGQDLP 
GRLQP 
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seq id 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8334 


38702 


A 


8391 


98 


1286 


TMPPTRFLAHLPDQAYVCFCCV 

EGKERNLSRSKHTSPHSSTPAH 

LLSKPPRSSEVVYHSQVLPGTP 

RPTSQLHLELVLPVFARLPGHR 

GIEREQSSPYS/RRGHHRGYTEE 

D*VNS**DGVEPYGKVAAAAG 

PQRG RG Y CCPWRRQ RHGRHR/ 

RRPPIALQRRQ/PARTPSARPPIA 

LQRRQ/QARTPSPRPPIALQRRQ 

RHGRHRPRP/RHRSAEKTTART 

PSPRPPIALQRRQRHGRHRHGH\ 

HRSAEKTTA RTPSPRPPIALQRR 

QRHGRHRPRPP1ALQRRQRHGR 

HRPRPPIALQRRQRHGRHRPWP 

P1ALQRRQRHGRHRPWPPITLQ 

RT*RHRCHRHGHPL/PLQRT*Q 

HGCHRPWPPIALQRT*/PAWTPL 

AMATHRSTKKITAWTPSPRPPI 

ALQRT 


8335 


38703 


B 


8392 


128 


457 




8336 


38704 


A 


8393 


348 


1355 


GNEGKAGTSSCWPDKPAAPAV 

ASSLAS*GASNSTPSPAAGSTVA 

SASWLVESWSPGVTVVGVTEG 

SSKLGPMLLSTSTPDEAWSPESS 

CLLLVAPGVWLLPEAGFLLG1H 

SQGAAPPSPSSSCFSTSSFSLSSS 

SSSSSSSSLPMATPCDLGFSKCG 

SRLSPPAKALLEDALTPRGGA* 

AWMRDRASIGADPVWLCPSLP 

SSFLCFSLKAVCTSSA/PPCYTT 

GFLSPTQKTKPSKQGLGVCSSQ 

VSRHPALGQLLQDIAEDKSPPH 

SGST1CSLWLSSSRAPCDRCTSR 

PSSKVQGYLCQQDSRSRTRAG 

WKTPTVVGRHVPVKIEKESIRP 

ANFG 


8337 


38705 


C 


8394 


154 


219 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


8338 


38706 


A 


8395 


3 


1054 


LYLKVCYI*KELFEFSNLYKHPS 

GEEVWERILRV*DNGGRNI\KL 

YQAEFIDLGPVSRDSAFNVAAQ 

GVKKGSNRJLFPWLAEI WITRWP 

TVSELEM PDLP WFN VEEG 1 K RL 

RE1GMVEWISHFRCTHPSWKGP 

EDIPLTNALQNRFVRAAPASLK 

SLVIALAFCMSDATAGTAVTQL 

QNLNTMGIIGSRGVRDQVVAL 

NHQRQVGVANRQGTPR/QRGT 

KKRTR*PGQAKRPGPKERGTRS 

HA YAHTS VTTPKNNRH DTRPS 

QRTPQQKRDAQHQTETPNTTP 

NTSRPPSHVSFFRSKKRRRRPQ 

HEERNKRTRTEEEARERNRAN 

KDDTKRQPPKKTRENRRQLWS 


8339 


38707 


A 


8396 


140 


398 




8340 


38708 


B 


8397 


15 


192 




8341 


38709 


A 


8398 


1 


1167 


AGTARRAPESSRRRAVAAGHPE 

TMGKLVALVLLGVGLSLVGEM 

FLAFRERVNASREVEPV\EPENC 

HLIEELESGSED1DILPSGLAF1SS 

GLKYPGMPNFAPDEPGK1FLMD 

LNEQNPRAQALEISGGFDICELF 

NPHGMSiFIDKDNTVYLYVVNH 

PHMEVHCGRIF*ILREQQRSSGY 

YL\KT1KTWNFFKSVNDIVVLGP 

EVQFYATRDHYFTNSLLSFFEM1 

L\DLRWTYVLFYR\PREVK\VVA 

KGFCSA\NG1\TVLSQTQKYV\Y 

V\ADVAA\KNIHIMEKHDNWT>L 

TQLKVIQLGTLVDNLTVDPAVT 

GDIXLAGCHPNPMKJLLNYNPED 

PP\GSEVLRIQ\NVLSESPRVSTG 

YANNGSWLQGTLWASVYHGK 

I LIGTVFH KTL YCEL 



BNSDOCID: <WO 0175067A3_IA> 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8342 


38710 


A 


8399 


89 


1685 


KGPLLLSLPCRAGAMAETSVAT 

GACGEAMAAAEGSSGPAGLTL 

GRSFSNYRPFEPQAFGASSPS\W\ 

RLDGAFSGNERAEGCKVPQEG 

RLLKLLAG\LTRP\DVRPP\LGRG 

\LVGGQEEASQEAGLPAGAGPS 

PTFPALG1GMDSCVIPLRHGGLS 

LVQTTDFFYPLVEDPYMMGRIA 

CANVLSDLYAMGITECDNMLM 

LLSVSQSMSEEEREKVTPLMVK 

GFRDAAEEGGTAVTVGQTVVN 

PWDLLIGGVATCSIANQFEFIXM 

PDSAVVGDVLWLTKPFRNPGL 

LFNAHQWLG*FLERWD*S*RW 

WFSREE\VEL\AYQEA\MFNMA 

TLNQNCCRV*MHTFNAHAATD 

ITVGFGM LGHSQN L\A KQQRNE V 

SFVIHNLPIIAKMAAVSKRASGT 

VWGFFQGTSAVETSGGITGFCLP 

R\EQGGLAFCS\EIQILPKYGRGS 

PKAWMVGIVEKGNRTAPDPLTS 

PRVIEV\LPRG\ATAAVLAP\DSS 

NALLLSLAREIERTEVVWTLEP 

LSTITDGSQELIVKKFPKKAACI 

VVPAALSR \ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8343 


3871 1 


A 


8400 


30 


2391 


ARGRPLLAARSSRPCGPRLPFK 

RAGPAPAAPHRGDQEARWFSG 

AAPSRLPPAPRFSGPAAIFLSAQ 

GPPSGAMQPTLLLSLLGAVGLA 

AVNSMPVDNRNKNEGMVTRCI 

I E VLSN ALSKSS APPITPECRQV 

LKTSRKDVKDKETTENENTKFE 

VRLLRDPADASEAHESSSRGEA 

GAPGEEDIQGPTKADTEKWAE 

GGGHSRERADEPQWSLYPSDS 

QVSEEVKTRHSEKSQREDEEEE 

EGENYQKGERGEDSSEEKHLEE 

PGETQNAFLNERKQASA1KKEE 

LVARSETHAAGHSQEKTHSRE 

KSS/QFSAA*EAGSQENRPQESK 

GQPRSQEKSEEGDEDATSEVDK 

RRTRPRHHHGRSRPDRSS\QGG 

SFPS\EEKGHPQ\EESEESNVSM 

ASLGEKRDHHSTHYRASEEEPD 

YGEEIKGYPGVQAPEDLEWER 

YRGRGSEEYRAPRPQSEESWDE 

EDKRNYPSLELDKMAHGYGEE 

SEEERGLEPGKGRHHRGRGGEP 

RAYFMSDTREEKRFLGEGHHR 

VQENQMDKARRHPQGAWKEL 

DRNYLNYGEEGAPGXKWQQQG 

VLQDTKAENRVEARFQDKQYSS 

H HTA EKRKRLGELFNPYYDPL 

QWKSSHLERRDNMIDNFLEGE 

EEN ELTLNEKN FFPE YN YD WW 

EKKPFSEDVNWGYEKRNLARV 

PKLDLKRQYDRVAQLDQLLHY 



BNSDOCID: <WO 0175067A3_!A> 
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SKQ ID 

NO: 


S£Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8344 


38712 


A 


8401 


73 


1922 


ILPVPIIP/CRQVLKTSKCPTRQA 

DLGHCSDPCSYSLHITFPADASE 

AHESSSRGEAGAPGEEDIQGPT 

KADTEKWAEGGGHSRERADEP 

QWSLYPSDSQVSEEVKTRHSEK 

SQREDEEEEEGENYQKGERGE 

DSSEEKHLEEPGETQNAFLNER 

KQASAIKKEELVARSETHAAGH 

SQEKTHSREKSSQESGEETGSQ 

ENHPQESKGQPRSQEESEEGEE 

DATSEVDKRRTRPRHHHP\RSR 

PDRSSQGGSLPSEEKGLPQEESE 

ESNVSMASVLGEKRDHHSTHYR 

ASEEEPEYGEGNKRGYPGVQA 

PEDLEWERYRGRGSEEYRAPRP 

QSEESWDEEDKRNYPSLELDK 

MAHGYGEESEEERGLEPGKGR 

HHRGRGGEPRAYFMSVDTREEK 

RFFGEGHHRVQVENQMDKARR 

HPQGAWXKELDRNFLNYGEEG 

A PG K WQQQG DLQDTUCEN REE 

A*VFKINHFS\SHHTAEKRICRLG 

ELFNPYYDPLQWKSSHFERRDN 

MMDNFLEGEEENELTLNEKNFF 

PEYNYDWWEKKPFSEDVNWG 

YEKRNLARWPKMDLKRQYDR 

VAQLDQLLHYRKKSA\EFPDFY 

DSEEPVSTHQEAENEKDRADQT 


8345 


38713 


A 


8402 


1 


381 




8346 


38714 


A 


8403 


1 


444 


MKL1VGIGGMTNGGKTTLTNSL 

LRALPNCCVIHQDDFFKVPALA 

RGVLESLDMEAMLDTVQAWLS 

SPQKFARAHGVSVQPEASDTHI 

LLLEGFLLYSYKPLVDLYSRRY 

FLTVPYEECKW/KEKYPQLHSP 

*SPRPLRWPRVAHVPEV 


8347 


38715 


A 


8404 


3 


421 




8348 


38716 


A 


8405 


3 


4065 


SAPPDVTTYTSEHSIQVERPQGS 

TGSRTAPKYGNAELMETGDGV 

PVSSRVSAKIQQLVNTLKRPKR 

PPLREFFVDDFEELLEVQQPDP 

NQPKPEGAQMLAMRGEQLGV 

VTNWPPSLEAALQRWGTISPKA 

PCLTTMDTNGKPLYILTYGKL 

WTRSMKVAYSILHKLGTKQEP 

MVRPGDRVALVFPW4DPAAFM 

AAFYGCLLAEVVPVPIEVPLTR 

KDAGSQQ1GFLLGSCGVTVALT 

SDACH KG LPKSPTG E I PQ 



1028 

BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8349 


38717 


A 


8406 


10 


580 


KQCALLTFICSLPMSFGFAPAIT 

VTVVN/PRHPLIRDMLRRIKEDE 

DDKTVLDLAVVLFETATLRSG 

YLLPDTKAYGDR1ERMLRLSLN 

1DPDAKVEEEPEEEPEETAEDTT 

EDTEQDEDEEMDVGTDEEEET 

AKMS*ALLTFICSLPMSFGFAPA 

ITVTVVNHFVLCSKTGSQVFRS 

ENWKVWAESSRGDHDDCLDL 

CSVLCWGRTATGAFSCPAQLIF 

AVSSSSSVPTSISSSSSCSVSSVV 

SSAVSSGSSSGSSSTFASGSMFK 

LRRSI LS I LSP Y A L V SG KR Y PDR 

SVAVSNKTTARSKTVLSSSSSL1 

RRSMSLISGCRD 


8350 


38718 


A 


8407 


1 


1967 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTA PDM KR YL WE R YR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDEINSSSSYASQKK 

TFEINPRHPLIRDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRIERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAYIHFTAEGEVTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

IKLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGPTTKL\ 

GVIEDHSNRTARLAKLLRIQSSH 

HPTDITSLDQYVEK\MKEKQDK 

IYFMAGSS\RKEAESSPFVERLL\ 

KKG YE V 1 YLTE P VD\ E YC IQ A L P 

\EFD\GKRF\QNVVQGKECKFHE 

S* ENLRK* *CKS VEQRIS A LCLN 

W\MKDKALKDKI*K/ALWVSSA 

ALTESPVLLLVAQPVRDWSWP 

TLGE/RSMKAQAYQTGQGHLL 

QIYYAESERKHFEINPQTPRLIR 

D\MLRRIKEDEDDKTV\LDLA\V 

VLV*NRQRLGSGYLFTQTLKAY 

GDW/RLERMLRLSLNI*PLMPK 

VEEEPR/EEEPEETAEDTTVEDTE 

\QDED\EEMD VG\TDEKG RTSKG 


8351 


38719 


A 


8408 


181 


462 


GMASASDSSKTGFRGKQVVAG 
AVGDSAKESQGQPPGAPPRRA 
AGL/WRRHHCSF*AD*TTNAPG 
G KNPRPG KG AGG EQGTAG DFT 
CQMPRTQNTL 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8352 


38720 


A 


8409 


3 


228 


STGVPVSQQNLPXLEKASVLFNT 
GALYTQ1GTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


8353 


38721 


A 


8410 


129 


311 


RCFQPDCSHSTPGTGPRRSGCL 
LSSAAPW*KPPAAPRTPHSRSH 
NRGPRRQQHARHQDDP 


8354 


38722 


B 


841 1 


1 


789 




8355 


38723 


A 


8412 


1 


933 


TVVLKDF1LEHYSEDGYLYEDE 

IADLMDLRQARRTPSRDEAGVE 

LLMTYF1QLGFVESRFFPPTRQ 

MGLLFTWYDSLTGVPVSQQNL 

LLEKASVLFNTGALYTQIGTRC 

DRQTQAGLESAIDAFQRAA\GP 

TRGGRASTYEMTPAAS/PEIPGA 

SLQREE/QWTGAWTHQQIYPQP 

GTTP*SPPQAQPSRFLFAMDFA 

ATTSAIGSARPSTNQS*GYFHTG 

RSWQPVA**ECHILRGNAENVL 

HDLLSH** * RQN * *NQEN LQEAF 

LPELGHQQEQTEVSQHLVPPIG 

RGCTASGQEEAALPFQPSQLRQ 

FLVL 


8356 


38724 


A 


8413 


1 | 


389 




8357 


38725 


A 


8414 


1 


506 




8358 


38726 


B 


8415 


125 


700 




8359 


38727 


B 


8416 


19 


338 




8360 


38728 


A 


8417 


1 


3335 


MAALWMTCGAWKNMLIPECH 

SQLLRVAANPKVREQVRLELSF 

VNSDLQMLICEELEGLNISVGVY 

QNTDEDGYLYEDEITDLMDLR 

QACRTPSRDEARVELLMTYF1Q 

LGFVENRLFPPTWQMGFLFTW 

YDSLTGVLVSQQNLLLEKASVL 

FNTGVLYTQIGTRRYRHTQAGL 

QSAIDAFQRAAGVLNYLKETFT 

FTNPSYDM1PAMLSVLVKMMLA 

QTQESVFEKISLPGIWNEFFMLV 

KVAQEAAKVGEVYQQLH 


8361 


38729 


B 


8418 


1 


1689 




8362 


38730 


A 


8419 


2 


722 


CPGGSERGQRQPCGCRSRGRTE 

PGFSPC*KSAPRPQAVSLKSASP 

RPSSSSVGPAGISSPGRESRSCGT 

QNILGPFQLVSG*PL*GR*CQFP 

AAAEPPAVPL*AEDISA/GPPAV 

♦AP/SGLAHLASG/PGPLPPLGG 

AGLV*QS1**GGHQGADEGP*G 

EMDAKEAGPAAQNCDLHVCPG 

ARGAEGAPGEGCIS*QPHAPDA 

L*AASELPKDELLRQCSGG*RC 

SPAGSAAPRAGSSAVLEPQ 
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SEQ ID 

ri\J. 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

poflfifi for npntiflf* 

sequence 


Nucleotide location of lasl 
codon for last amino acid 

«if »\t*r\t it it* c<>nnpnrp 

\Ji |»t. pMUl SCIJUCIILC 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


8363 


38731 


C 


8420 


144 


439 




8364 


38732 


B 


8421 


1 


4747 




8365 


38733 


A 


8422 


1019 


1880 


YCCLPRGGNAGCQTRQDPSCRP 

GPGSQGLSLPPGR\PGAAVECG 

A RSRG WGQQDG PG PPSPGKAQ 

VPAEPAPPQTXPGPPEDPCLGPR 

NEVPDGG/GARQSHHPGPPPRSP 

GPEGGSPQAAARLVDWRVSRP 

QNQLPN PG P* DQPPRPA I PT A TP 

SGCNGPGFPRAPRPRLSSEEEAP 

SRAGPEEEAPPTYTPRLRRGRP 

ARG P VCR/PPAG PPA V * PEFRRF 

ALPRASVSGFQSSVPVAAGGAP 

DPGPGRLLGYTDAHGDLLPLTN 

TTACTGPWPAGPRHCASGAEA 


8366 


38734 


A 


8423 


240 


763 


VLVARRPQRPGHEPAVLQQ/PA 

AGP/PVPRKPNPSPPSRSPAGLRP 

PGRAGPLTSPRCPGLPAFTGHR 

T/P VG PVRPKAAG PRRRTYQG R 

GMGPRPRPRRPVVPVGGERSHS 

HPSG PPLRSPGPEWGLTSSSCP A 

RGLEGVSA/TQNQLPNPGP*DQ 

PPRTCHPHGYTQRI/PSGPPLRSP 

GPEWGLTSSSCPARGLEGVSAP 

RISSRIQGRRTSLPEPAIPTATPN 

GYIGSGFPAG 


8367 


38735 


A 


8424 


2 


609 


PYSISIVSTGPSADSVYTKVRLL 

EGETLSVQCSYKGYKNRVEGK 

VWCKIRKKKCEPGFARVWVKG 

PR YL LQDDAQ A K V VNITM V A L 

KLQDSGRYWCMRNTSGILYPL 

MGFQLDVSPAPQTERNIPFTHL 

DNILKSGTVTTGQAPTSGPDAP 

FTTGVMVFTPGLITLPR\P*PPPD 

LPPRQATASLLPAPPARDPGGP 

WGPRQ 


8368 


38736 


A 


8425 


1 


252 J 
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SEQ ll> 

NO: 


SEQ 11) NO: 
c»f peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


8369 


38737 


A 


8426 


3 


1581 


ALHCAIRHEDKWPTA VRANGH 

LLLNSEKMSKSTGNFLTLTQAI 

DKFSADGMRLALADAGDTVED 

ANFVEAMADAGILARLYTWVE 

WVKEMVANWDSLRSGPASTFN 

DRVFASELNAGIIKTDQNYEKM 

MFKEALKTGFFEFQAAKDKYR 

ELAVGRDAQVKLVFRFIEVQTLL 

LAPFCPHLCEAHLGHSWGKPG 

LQL WNCFPWACGRVPV* WKFL 

1HSSQYLMEVTHDLRLRLKNY 

M M PAKG KKTDKQPLQKPSHCT 

I Y V\A KEVYPPW ATLPPCLFLTV 

KHFEGQLTGKTGLDNKAAIASE 

LGSMPELKKYMKKVMPFVAMI 

KENLEKMGPRILDLQLEFDEKA 

VLMENIVYLTNSLELEHIEVKF 

ASEAEDKIREDCCPGKPLNVFRI 

EPGVSRFLLVN/RPQPIPMAHFL 

NPKLEfRQGDXTVIPIIRRLMKM 

NRGI*RPFPKVKPGWRJ**SHCW 

GPRRSSCPWEKEYTREDPPFPE 

ACLFS/DVDLMSKK1HLTENGIR 

VDIGDTINLSGSLNSCTLEIYPG 

FLGILLL 


8370 


38738 


A 


8427 


1 


1052 


MIKNIGPQYLTPSFLGEQEGDEE 

EEGHIVDAEAEEGDADASDAK 

RKEKQEEEVDYESEEEEEREGE 

ENDDEDMQEERNPHRRGARKT 

QEQDEEVGL/GH*GGPVPSRPP 

DAAPETHPQPGAPGAXEAVERR 

VQAVREIHPFIDDYQYD\TEESL\ 

WGQVTVKLPLMKINFDMSSLV 

VSLAHGAV1YATKGITRCLLYNE 

TTNN\KNEKELVLNTEGINLPEL 

FKYAEVLDLRRLYSND1HAIAN 

TYGIEAALRVIEKEIKDVFAVY 

GIAVDPRHLSLVADYMCFEGV 

YKPLNRFGI\RSNSSPLQQMTFE 

TSFQFLKQATMLGSHDELRSPS 

ACLVVGKVVRGGTGLRELKQP 


8371 


38739 


C 


8428 


154 


219 




8372 


38740 


A 


8429 


1 


1584 




8373 


38741 


A 


8430 


200 


277 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8374 


38742 


A 


8431 


-> 


877 


LYLKVCYI*KELFEFSNLYKQPS 

GEEVWERILRV*DNGGRN1\KL 

YQAEFIDLGPVSRDSAFNVAAQ 

GVKKGSNRLFPWLAEIWIKKW 

PTVREVEIPDLPLFNVEEGIQKL 

RE1GMG*WISHFRPTHLSWEGP 

EDIPLTRPSQNIFVRAAPASLKS 

PVIALLYMSDLMVRTAVTQLQ 

N LN TM G11G SQGG R DRV A P LN H 

OROSGHGYHNGOORESGNONS 

LTGVELWHWLINHVVSRSEVD 

R K PTTFLLN L Y KQKTSRSNGRK 

TSLNYKNRESRPLNQFPDLSQF 


8375 


38743 


A 


8432 


1 


282 




8376 


38744 


A 


8433 


1 


281 


SVHTGHHHYHHRHHHHHHHO 

w * ■ ■ ■ II 111 M. Ill I 1 VI II 111! 11 11 1 1 * Vrf' 

HOLHOHOHOGGGHHHHHHHH 
HHH/HYFQ*ATWEMLLWVGHS 
HL*RQP*KQHEHRDDVSQAGS 
VCPCASRGFHIR 


8377 


38745 


A 


8434 


64 


302 




8378 


38746 


C 


8435 


133 


262 




8379 


38747 


A 


8436 


1 


1962 

J 


MFSIPTGQLRAAASGARRHRGR 

G SIG G P F HA I QG P V ETDTT A QH 

ETVAPPDLAHPSPASRGPRPY/G 

RHLALDEPFLHISGALF*DSLAV 

♦EPPESRLDARPGARNSNSRCPI 

TA/RPPDTDMGTPSAQGAKSSA\ 

FAQLPPPHNSTRRAPAGDMPPS 

MPGATELLACSVPAG*TSELRG 

GGFASSLSGSPCSKFGSPASSDA 

WPRLQPRWPVTFPEAQPLEVPG 

GTEHGCSPWEPLSNSAAQTPFF 

PPLHPTAPSCPLGLPGSPPGPTSS 

TGDY IPT* DQSGTS K L YCPLQQ 

GGAEAAHCV/PA/PEQPETNSKR 

KGETPTPN/DKEGETPTPNEKKE 

KHQQQTKRRNTNTKRKEGETP 

TPNEKKEKHQHQTKLRRRNTNT 

KRKEG ETEP AQGGTNPG R VQQ 

SPAAL*CFSY*SECGQACPSDES 

AGARFTAGSAPDKGL/PPGPSS 

WAPSS*HLILATTVHLLVTRPC* 

PPSCTGPSGHLVVGGPRPSAHH 

HSDLLF*SSAGKPDSWPCWTMS 

AMGILRPRGRASGAPGSATPFP 

GEFQEAHXAPPVQPSTAQSLPAP 

CLPLGASGGPRQHPPDVXSRGG 

DRGLQQSVLSDAAP*PGVRGNP 

PRGARWGARAAWPAGPSAPHS 

PCPQP\PGPRDPLVYPSPGTEAQ 

MSCLTPQFLQILLCDFE 
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SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ I UNO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


8380 


38748 


A 


8437 


438 


699 


LLEGKLTTvJRKDIHTKTPSVCHH 

HRGPKVDKTTKMGKKQSRrCAE 

NYKNQSASPPPKDRSSXYQQRN 

KAGHRMTLMS*EKKASENQTS 

PS 


8381 


38749 


A 


8438 


1 


1334 


MDGRLYSVT1QPSSVLNLQLLL 

SGPKSAVLVVTILMCSETNLSF 

NEFSESFICTTSPEKMSIRKPOEK 

SADGKQFLQNDRKNPKLGNTQ 

TLLRNDVSGLLSRTKRN1VPPG 

WYSVYVTNNYVFKKSPKAKK 

VSESTTKNDPVKN1HIESSHNID 

LNK1AMNSNLQVVVKRJLEDTIS 

IAKKSWNNQPLSEGYKASKKLI 

EIDGKDQHADRNMTLTLNRMT 

CKEQSLSKSVVASGNHNSHCM 

PTVDLNNKRLENLKKSSI LDMG 

RLISSVENVPAKYEGTESSSVSN 

YSSPIKLMFLSEVKSSEGVKYTL 

TSVGTSHSNVVLPSEKPTTHHV 

TEEKTETNEDISNANSENYHSS 

H Y DTDTFQRELN K FSH A K ETA 

GSSTMFIGDINSDKPQEEPKDNS 

SSATDPSF/NKKTR*TKKNRSPS 

C ETD* ATN WKTTK A *N*SNKH 


8382 


38750 


A 


8439 


115 


523 


QFFFSLSQALKLDQAIHISMDAF 

HSVSELFASQSRRGLDPAMDLL 

VLSQGHQTNILD1VHIHKEALT 

KVTENRQHVAEGKTE/SAEADD 

VRJT/VNRNSFTTSLEIHHFHP1*I 

RDM KSQMQHFLQQE1 LFFQKSS 

RN 


8383 


38751 


A 


8440 


1 


461 




8384 


38752 


A 


8441 


3 


319 




8385 


38753 


A 


8442 


112 


480 


IFSSLNVAYPWIPEKKVDGSKC 

PIQQQLERK I KN F V L Y L K/RLQ L 

TKCEFKN*RLENFIRVNKNEKY 

VCT/SYHTKLLFNNLHMALILIV 

FKYQSFFSLHSCNQQPHAKVLE 

PALELQDEDGMVH 


8386 


38754 


A 


8443 


1 


528 
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SEQ II> 

NO: 


SEQ ID 1NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8387 


38755 


A 


8444 


2 


811 


GIHTRLNSELLKEEESNKRLEAE 

I EWQSRLTA A1SKHSES VKTER 

NVKLALE*TQDVSVQVKMSSDf 

SEVEDKNEFLTEQLSKKQIKFN 

TLKDKFRKKRDTLRKKSLALET 

VHNNLSQTQQQIKEMKEMYEN 

AEAKENNSTGKWSCVEERJCQL 

QHENPCIEQQLDDVHQKECLPS 

RKEKFKSEPPAFLSGNQVKSSS 

CSLQTLFPPDDLILYLENPKDST 

KKLLELINKFRVTGYKIKLQKS 

VAFLNDKNEQSKEENQECNPIY 


8388 


38756 


B 


8445 


1 


1581 




8389 


38757 


A 


8446 


617 


2972 


EQNKPYQWLQRKNSKRRERSE 
KKQPQVKEGNNTNKSEK1QLSE 
NICDSTSSAAAGRLTQQRKIGK 
T YPQQFPKKLKEEH DRCTLKQE 
N EEKTN VN ML YKKN REELERK 
EKQYKKEVEAKQLEPTLQSLE 

mksktarntpnrdfhnheemk 

glmdencilkadiailrqeictm 

kndnlekenkylkdikivketn 

aaleky1klneemitetafryq 

qelndlkaentrlnaellkek 

eskkrleadiesyqsrlaaaisk 

hsesvkternlklalertrdvs 

vqvemssaiskvkaeneflteq 

lsetqikfntlkdkfrktrdsl 

rkksl a letvqndltqtqqqt 

qemkemyqnaeakvknstgk 

wncveerichlvqrenpwlvqq 

\lddvhqkedhke\k*lisqrgf 

iesgkjcdlvleekskkltnecd 

hlkeslfqyerektegvpkken 

eelrklfelisslkynvnrirkx 

ndeleeeatgykkllemtinm 

lnvfgnedfdchgdlktdqlk 

mdilikklkqkfddltaekeal 

sskcvnlakdnqvlqqeflsm 

kkvqqqcekleedkkmlkeei 

lnlkthmennrvelsklqeyk 

leldekamqavekleeihlqeq 

AQYEKQLEQ/FKQGYNTASLNK 

KELTLKDVECKFYKMKTAYEE 

VTTELEEYKEAFAAALKANSS 
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SEQ H) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8390 


38758 


A 


8447 


1 


2794 


AVYLSRGCVCCIRCISSLLKEPH 

EEGVMCSFRSVATQKNDIRPDF 

QLGKMDSKIKELEPQLTILYQN 

PKTLKFQGKKSVKFALSPSMAL 

RK*PFKMFSI*S1FIALQFLHGYY 

KPILFEPNQTWPGHVAVWQDT 

CSIVAI/SANITQKVHPVI/W/SSIP 

PYGVALSSLTTGTAAFPLCTQL 

GVMPLDCAQATFISHDKMVISL 

KGYLFLSSCLGNSLLLKYTEKL 

QEPPASAICEAADKJZEPPSQKK 

RVDT/S 


8391 


38759 


A 


8448 


184 


427 


WAf AIQRHVVYDQEWQIADPC 
NM**VENAETLPPGPFLNISLES 
SARRRATSRDDNRRFRPHRSRR 
SRRSRSDNALHLASE 


8392 


38760 


A 


8449 


1 


903 


MAQKFMAPNRARTLRDICTDR 

EAYPVQESMGSGTRGQRKEDM 

GGAALSTGEGGARDVKAPLPE 

ATLCSQMGPTGRPSGSLCDLAG 

STLAGRWMHQSFDFDGGMEAS 

KLPGQEGVRIQPMSERTRJ^RAT 

SRDDNRRFRPHRSRRSRRSRSD 

FSLHLASEREAISRLKDRPPLRA 

REDYDQFMRQRSFQESMGHGS 

RRDLYGQCPRTVSDLALQNAF 

GDRWGPYFAEYDWCSTCSSSS 

ESDNEGYFLGEPIPQPARLRYV 

TSD\DCCTNTAPTASPNLPH*VA 

EDSCTAGKDQRAKTCIISLY 


8393 


38761 


B 


8450 


1 


322 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of his 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8394 


38762 


A 


8451 


I 


2460 


MEEKSKRRGVLWSLLILALKFG 

DEPPLGSPNSCKYKLTTLICELG 

WREVFSSLQFCLCTSVASQMLS 

Q Y FE YTQPH PG D I C H P ETC A LQ 

KVFLTSSGQSSSTSSSSQQFVLQ 

INA IQT1 LEKTPTH1 STPTPTPTL A 

NPTAVGLEEDREQDVGTSSRG 

GAWDTRIKRELEKMSEKCGGQ 

INGGDIAVFASRAGHGVCWHPP 

CFVCTVCNELLVDLIYFYQDGK 

IYCGRHHAECLKPRCAACDEIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQHIGEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLW r MLC*LELTKGPRDAIMS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP* KS\SSGTLSH* R*RPH* 

SLFLGSRVSLAPSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRGIDQGQMTYDGQHW 

HATETCFCCAHCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGKTEEPMLNQHSQLQVSSN 

RLSADVDPLSLQMDMLSLSSQT 

PSLNRDP1WRSREEPYHYGNKM 

EQNQTQS PLQLLSQCN I RTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSFIKECREDY 

YPGRLRSQESYSDMSSQSFSET 


8395 


38763 


A 


8452 


2 


942 

] 
( 

] 
< 


NKNPKNHYPESYVSLKNDFTK 

LTSRRHRGVEQALVQLCHVFV 

CEHGHVIVTLSSGFIVYRTRAN 

YSSSAQGVGIAAAALDAVLIRA 

HQRTQGCHHELSALLAFEKGSE 

KKEEEEGGQVSRSSSLKVQAQE 

LSATEDKGHISPFFWEAVYHYA 

SGECRGPGPPYSHSLRLYSQQA 

LPTGRGPSSSQFPFCQFYCCYK 

KSLLCDCLSKSPALEKAMRGID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNGSDSSDSAFQNA 

flAKESRRSAKlGKNKGKTEEP\ 

CTSTASCK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8396 


38764 


A 


8453 


1 


937 


VHQYYSCLPEEKVPYVNSPGEK 

LRIKQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGA1CEQCGG 

QINGGD1AVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EIIFADECTEAEGRH WHMKHFC 

CFECETVLGGQRYIMKLEGRPYC 

CHCFESLYAEYCDTCAQHIG1D 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNGSDSSDSAFQNA 

RAKESRRSAKIGKNKGKTEEPX 


8397 


38765 


B 


8454 


214 


551 




8398 


38766 


A 


8455 


I 


I 140 




8399 


38767 


A 


8456 


1 


2525 


mlniqsvpgigqghysrylhsn 

pmhsgdfisnihmrkpkfrei1f 

adecteaegrhwumkhfccfe 

cetvlggqryimkegrpycch 

cfeslyaeycdtcaqhigeaif 

g sq/h wsfc/rcg hlcfgewg* 

pqllwmlc*leltkgprdaims 

slhswhlrkgvrrrrrkkedk 

spe vlp* ksnssgtlsh * r* rph * 

slflgsr vsl\psg ecrg pg pp ys 

hslrlysqqalptgrgpsssqfp 

fcqfyccykxsllcdclskspa 

lekamrgidqgqmtydgqhw 

hatetcfccahckksllgrpfl 

pkqgqifcsracsagedpngsd 

ssdsafqnarakesrrsakigk 

nkgkteepmlnqhsqlqvssn 

rlsadvdplslqmdmlslssqt 

pslnrdpiwrsreepyhygnkm 

eqnqtqsplqllsqcnirtsysp 

ggqgagaqpemwgkhfsnpk 

rssslamtghagsfikecredy 

ypgrlrsqesysdmssqsfset 

rgsiqvpkyeeeeeeegglstq 

qcrtrhpisslkytedmtpteq 

tprgsmeslalsnatenqddcs 

fvnrlkgsnnrpgrrqelmvt 

wnfiqerngsgmdqcddggg 

kildpvyiltveltgfakgwkm 

fsvkdqsvnvlgfagclsadg 

gakrqehlsrfsmpdlskdsg 

nfnvseklsnmgtlnssmqfrs 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
seq tie nee 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


8400 


38768 


A 


8457 


7 


302 


PLPSSPFOPAPtPkT^TAr:! pfAi t 
1 1 J ° 1 i->s<f r /Avjivr^vj 1 \ULrLAL 1 

E1YFRVT\IY\FYVEIEK.\LLIIVAK 
QEGLSGNVHKPWERKYMTYLS 
AQD\HELIQVVQNGHLQMCGK 
SFTGNFASPVS 

ulj 1 VJ 1 ^ L</i or V o 


8401 


38769 


A 


8458 


1 


241 


MTYLSAQDHEL1QVVQNGHLQ 
MCGKSETGNEASP/G*GRGVNP 
WP/RHARSRMRALTRSSASCCR 
CSGASSICTGTSLSTGG 


8402 


38770 


A 


8459 


31 


454 


QRSAWRSQ1WSASRSV*SVFVR 
RASSRCLRNTGSGPGHPDR'DC 

RT/ARRrr.WTPDDMA CDC A \ r* 

GRSRCCSACV1/LNIVELKEVVV 
GNHLESIFLVMGYCEQDLASLL 
ENMPTPFSEAQVKCIVLQVLRG 
LQYLHRNFI1HR 


8403 


38771 


A 


8460 


1 


914 


SYHHLRHHHHHLPHHCF/HffN 

NHYHHYHHYYHHHHHCHHYH 

YHHLHHHHHHHHHHDHCYYH 

NNNNNCHHHHHHYHHHHH*Y 

HHYHPHHHHHHHYHHHHYHH 

HHHHHHHRHHYYHHHHHQHH 

HYHHLHHHHYHHYYHNNYXHR 

HHRYSCNNNHHYHHHHPHHY 

HHHHC*HHHYLYHHHHHHNH 

HHHYHHHHHYYHYHYH/HHH 

riri \rlrl riri Y rlii Y l^iiL/riiN YH Y H 

HHHHYH/AHFHHHYHHYHYHY 

HHHHRHHHHLHHHYCHRPHH 

YHYLSCCETSHTLFPQNAISSFD 

CKYLDGQDDEDFVVYKLCTLY 


8404 


38772 


A 


8461 


102 


420 


AAPAAPGHS*VG/GNQPYLSPV 
CSRGSPGTGRAAARGLSGCWP 
WWSPRSGSAPSQCSSASWSAW 
SAGAPRFAPSAPGHPEGRRCPA 


8405 


38773 


B 


8462 


121 


215 
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SKQIO 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide | 
deletion, \=possible nucleotide insertion) 


8406 


38774 


A 


8463 


44 


1584 


AVLDRGPRVGSSSPSPGGMSTC 

LSSPLFATAAELGG\GLCSAGRD 

GPRRKVYLSVDEKKLRCCQPKS 

GRSVAERAAGH\SAEGWRPVH 

VGPGLLGLAL*GP*AWGFQGR 

KGGI*KGAYTAKCMMGSDKAQ 

ASGIATGGGHSGAEAVG/PQQ/ 

QGTVLSFEGGGGLSFRRMPGSL 

\GPSVPCKCGHPGPRCPPHHAV 

ENGTDTVATVAAT/GPPLAPSHG 

TSWQSGSLQ* DTG PGEGAAVAA 

AVVGVGEGAELPAAPGHS* VG 

VISHICHPFVAGGSPGTGRAAA 

RGLSGCWPWWSPRSGSAPSQC 

SSASWSAWSAGAPRSAPSAPGH 

PEGRRCPA*GWNPQGSKSSLKS 

SELWTPIPYVPYAVP*HTCGYA 

AGPAPVQTPCRGGWNGAQVGL 

DPXGGHGDGTPHGS/APRLPGRV 

GGAP*AAVAAISTDPPATASLG 

PAPGGPACCPSL*AACPASSASP 

APARSSWPPAPASCGSAAPWW 

HQTGHGSLWWPEHSCRLSHRS 

PSPGAPCWPFPFRASPDRGTA 


8407 


38775 


A 


8464 


1 


541 


MKSLEEK1GCLLICFLGDLDDQT 

CKEDLHILFSNHGEIKW1DFIRG 

A fCEG 1 1 LFKE1CA K ETLG KA KD A 

KNGNLQLRSKEVTWEVLEGEL 

EKEALKKITEDQQESLNKWKS 

KGCRFKGKRKGSKAAQPGSGK 

GKVQFQDKKTKFASDDAHDEN 

GSTGPMKRGREETDKE* PASKQ 

PKTENA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=$top codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8408 


38776 


A 


8465 


1 


1326 


PAALGGGVVAVAVCEPVARLL 

WAGTLKIAVMAENGDNEKMA 

ALEAKICHQIEYYFGDFNLPRD 

KFLKEQIKLDEGWVPLEFMJKF 

NRLNRLTTDFNVIVEALSKSKLA 

ELMEISEDKTKIRRSPSKPLPEV 

TDE Y KN D V KNRS V Y I KG FPTD 

ATLDD1KEWLEDKGQVLN1QM 

RRTLHKAFKGSIFVVFDSIESAK 

KFVETPGQKYKETDLLILFKDD 

YFAKKNEERKQNKVEAKLRAK 

QEQEAKQKLEEDAEMKSLEEKI 

GCLLKFSGDLDDQTCREDLH1L 

FSNHGEIKWI\DFVRGAKEGIILF 

KEKAKEALGKAKDANNGNLQ 

L\RNKE V\T W\E VLEG E V EKE AL 

KKIIEDQQES\LNKWKSKGRRF 

KGKGKGNKSCPSPGSGKGKVQ 

FQGKKTKFASDDEHDEHDENG 

ATGPVKRAREETDKEEPASKQ 

QKTENGAGDQ 


8409 


38777 


A 


8466 


2 


331 


CSTSLMIREMQVKTTMRYHLTP 

ARMAUKKSRPGVCGPQFTASY 

CSSWNRGLSRAMAQSLTPRPLS 

TLQ/PLLAVDRGS/PVLGASHRL 

PAQC/CMTDSSSSTLGSAAGSW 

QQ 


8410 


38778 


A 


8467 


1 


209 


MNSHFLKEDIQMANKHMEKCS 
\PLLM1REMQIKPTVRYHLTSAR 
MP1IKKSK\NSRCWHGCGEHGT 
LLHC 


8411 


38779 


A 


8468 


2 


370 


CSTSLIIREMQIETTMRYHL1PA 

RM A 1 1 KK\SRC WQGCGEQETLL 

HSWKPQP/LWRSSSGTARERQF 

LHPLLLKARIEITPPESLAVLKIP 

MEGTWMELEAV1LSKLTQKQK 

TKH*MLSLTSGS 


o4 XL 


38780 


A 


8469 


2 


194 


C STS L M I RE MQ I KTT V R YRLTS 

ARMAIIKKSKVNSRCWHGCGEH 

RTLLHCCNLWKERNVSYVSA 


8413 


38781 


A 


8470 


341 


496 
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SEQ II) 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cadon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8414 


38782 


A 


8471 


46 


71 I 


SLIHLELIFCIGLDVRLGKDFMT 

NNLKGNAIKTKINFWDL1KLKN 

FCKAKRNSQ\RANR*QTEWEKT 

FHCTSDKGLTSRIYNKLKQISKK 

KTNNPHKWAKDMNRQFSKEDI 

QMANKHMKKCSTSLMIREMQI 

KTTVRYHLTSARMAIIKKSKANS 

RCWHGCGEHGTLLHCWK/SKS 

LYEKDTCTRMFIAAQLAIAKTW 

NQPKGPSINAWIKDWCQSKTN 

HNK 


8415 


38783 


B 


8472 


36 


1 199 




8416 


38784 


A 


8473 


3 


184 


FFFFFLRRSL/DSVAQAGVQWR 
DLSSLQAPPPGFTPFSCLSLLSS 
WDYRRLPPRPANFLYF**RRGF 
TMLARMVSIS*PRDPLASASQS 
AGIQKNSFFFLETRVSAFVAQA 
GVQWCDLGSPQPPPPGFK*FSC 
LSLLSSWDYRRLPPRPANFLYF 


8417 


38785 


A 


8474 


3 


295 


AAAFFVFFETEFRSVAQAGVQ 
WRDLDSLQAPPPG FTPFSC LSLP 
CSWDYRRVPPCPANFCIFSRDG 
VSPC*PGWSRSPDLVIHPSRPPK 
VLGLQAMS 


8418 


38786 


A 


8475 


1501 


1879 


1RNTHAK1IELCLLPLFTEL*CNF 

FFFFLRRSL/DSVAQAGVQW\RY 

LGSLQAPPPGFTPFSCLSLLSSW 

GYRRLPPCPA/NFFVFLVNERGFT 

VLARMVLMS*PRDPPASASQSA 

GITGVSHHARPTLK 


8419 


38787 


A 


8476 


1550 


2469 


FFPFFFFLRRSSPLPPRLQCSGMI 

LAYCNLRLLGSSNSVASASGVA 

GITGTCHHTQ*IFVFLVETGFHH 

VGQAGLEFLTSGDLPTSASQSA/ 

RDYRRDDHTRPEKCF/C*KTHIL 

WHSPSWSS/EERGSQFFSQDS* K 

SSRYPKKLLGMWVIAINIYGTR 

T*K*EKFKTREYIGTHSIHRGNH 

GVNTYHVASEKLH/*YTYRMK 

KAKNFFFFFLRRELASWAQAG 

VQWRDLG\SLQSPPPGFTPFSC\P 

ASLRSWDYR/RVLPPCLANFFL 

YFFS/MRRGFTVFSR\MVSIS*PR 

DQXPAS ASQ\SAG ITGVSHRA R\L 

KIIFLFFFFSETESRSVAQAGVQ 

WHDLGSRHRPPPGFTPFSCLSFP 

SS WD YRG PPPRPAN F\C V FSRD 

GVSPC*PGWSRSPDLVIRPASAS 

QKCWDYRREPPRPA 


8420 


38788 


A 


8477 


1 


2268 
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NO: 


okl^ IU NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


8421 


38789 


A 


8478 


1 


2312 


MAGPPSGPGRPEVCGAGRTRV 

AKARFRRRRAFASLG WSSGRE 

VVTFGDVAVHFSREEWQCLDP 

GQRALYREVMLENHSSVAGIG 

EDAPWGPFPCIISQHPPSQASIR 

GPCVYTVADVPVTGIAVIPPAA 

VCFSRLKDCDTRTEDKEFLHKE 

DIHEDLESQAE1SENYAGDVSQ 

VPELGDLCDDVSERDWGVPEG 

RRLPQSLSQEGDFTPAAMGLLR 

GPLGEKDLDCNGFDSRFSLSPN 

LMACQEIPTEERPHPYDMGGQS 

FQHSVDLTGHEGVPTAESPLIC 

NECG KT FQGNP\TL FS VKQSHT 

GEA\SFMCDDCGKTFSQNSVLK 

NRHRSHMSEKAYQCSECGKAF 

RGHSDFSRHQSHHSSERPYMCN 

ECGKAFSQNSSLKKHQKV\HMS 

EKPYECNECGKAFRAVSSNLIQH 

QR1HSGEK\PYVCSECGKAFRRS 

SNLIKHHRTHTGEKPFECG*CG 

KAFSQSAHLRKHQRVHTGEKP 

YECNDCGKPFSRVSNLIKHHRV 

HTGEKP\*KSSACGKAFSQSSSL1 

QHRRJHTG\EKPHVCNVCGK\AF 

S Y * LQCS ESTRF1 HTG RG RP YRC 

S VCGKA FSHSSALIQHQG VHTG 

DKPYACHECGKTFGRSSNLILH 

QRVHTGEKPYECTECGKTFSQS 

STL1QHQRIHNGAEAP/YKCNQC 

GKAFN\QSSKFSIHPQKVHIGEK\ 

PSPCVECGKGFSQSSHFFQH\RY 


8422 


38790 ! 


C 


8479 


194 


458 1 




8423 


38791 


C 


8480 


214 


378 




R494 




A 


ft /I ft 1 


1 AT 

1U7 


345 


GPLTCRYWEIHSQEPGPPRSLE 
MVLFSPSQN*SPVWSKEKNL*P 
*RDMR*/YAKPPGRCK*K*1QQ 
MTQMRGRNIQEFCASP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8425 


38793 


A 


8482 


I 


1454 


MHEEEGESGDSRVYM STQCTH 

VTLNKFLGFI VSESVSGLNIQES 

MKEVLRGQSLKHNP1REAGLET 

LQSGRQLERRGRLSGMARPLSL 

AAAGAPDLLFTALCSLLIEAQP 

LRPFDLQTTLTAAECHYTGKKF 

SLNEGKPVLRKNSQTNTWEPG 

TI I TWG RG Y AC V SPG DQSP V W V 

PTERLKLRVNSDKESHREKTSK 

SETAF1PAQDLAYNRFYLIILLLT 

LSVSPVSPQTDLPAT*NYSYWA 

YVPFPPLIRPLTWMDAPAEIYT 

NDSVYMPGATDDHCPTRPREE 

GTAFNVTMGYKYPPLCLGHAH 

VDGCIHLQAQ1WAAYLPERLAT 

REQGHLISSLSLSPLRQMKGGVI 

GDTPNFQYKPVGKPCPKNFEGP 

SKILIWEDCVNSHVVVLKNDA 

YGLVIGWAPKGYFKANNCSSGG 

RECLEATYF1SHWEDKDHHPTL 

HRRVSSFFPL* WEDKG ITPPRPH 

MIFPILSLEHSELWKLAIAMSGL 


8426 


38794 


A 


8483 


49 


1393 


AEPAPTHLPPPPSTAPQPERNSC 

CISQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPPIPTVAAFPLPPSHF 

LRTLPA PRPPTQPPPLSH/TTH PP 

EQRTLGPKFRLFSTPSPKNLEYL 

MNKSGRSPGCLLREATGTADL 

ARS1ASLTAPQTDASGISGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELLITK 

RKYRKKKDFAAGLEDVTEFQG 

REENPRHTF1YSLPLGLQKHQV 

LTVDIG FGGTA 1 MTG JARVPLA 

GAAGGPGVGRAAGRGVPAGVP 

IPQAPAGLAGPVRGVGGPSQQV 

MTPQGRGTVAAAAVAATASIM 

APPPGMRPPMGPPIGLPPARGTP 

IGMPPPGMRPPPPGIRDCGGSLT 

PLGDVCLKGSLARVLCRAIVQI 

YSICVLLTTSEQQLSIRIHPQNA 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8427 


38795 


A 


8484 


49 


752 


AEPAPTHLPPPPSTAPQPERNSC 

C!SQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPPIPTVAAFPLPPSHF 

LRTLPAPRPPTQPPPLSH/TTHPP 

EQRTLGPKFRLFSTPSPKNLEYL 

MNKSGRSPGCLLRJEATGTADL 

ARSIASLTAPQTDASGISGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELLITK 

RKYRKKKD 


8428 


38796 


B 


8485 


511 


1349 




8429 


38797 


A 


8486 


3 


431 


ADAVGGPGGPGMAGCDGLPG 

GFGSDIRPRLWLWLGPRLWSS* 

RGT\NIILASVPKICLLLM/DCYA 

L ARDRTATLG\TFD A 1 SK T A 

WIPDLWKETVFTKFPYOFFTDH 

L/VKTHTRVSKOKTOVPAVATT 

AARQTMEGQAPVEY1 


8430 


38798 


A 


8487 


1 


470 




8431 


38799 


A 


8488 


3 


314 




8432 


38800 


A 


8489 


1 


458 




8433 


38801 


A 


8490 


1 


855 


PTRPLVLRVGATARALPRPSRS" 

CSPSAVVPSAPSSCPPQPR\RTPK 

PEPEPEQVIKNYTEELKVPPDED 

CI I\SM EKLSTA SG YSD VTDSKA I 

GSLAVGHLTKCSHAFHLLCLLA 

MYCNGNKDGSLQCPSCKTIYG 

EKTGTQPQGKMEVLRFQMSLP 

GHEDCGTILIVYSIPP\G1QGP\EH 

PNPGKAVSLPEGFPAQCYLPEQ 

RPGPAKSLRAP*RWAWK\RRLI 

FTVGHVPAPTGETDTVVWNEI\ 

HHKTEMDRNITG HG YPDPNY L 

QNVLAELAAQGVTEDCLEQQ 


8434 


38802 


A 


8491 


I 


3797 

1 


MEYYAA1ENDEFMSFVGTWMK 

LEIIILSKLSQEQKTKHRMFSLID 

FG FSN LFTPG QLLKT WCG S PP Y 

AAPELFEGKEYDGPKVDIWSLG 

VVLYVLVCGALPFDGSTLQNL 

RARVLSG KFRIPFFMSTG LVPEL 

DKRLKAGCLSIAECEHLIRHML 

VLDPNKRLSMEQICKHKWMKL 

GDADPNFDRLIAECQQLKEERQ 

VDPLNEDVLLAMEDMGLDKEQ 

rLQSLRSDAYDHYSAIYSLLCD 

RHKRHKTLRLGALP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iVIet 
hod 


StQlDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8435 


38803 


A 


8492 


1 


2563 


MGDFNTPLSTVDRSMRQKVDK 

DTQELNSALHQADLIDfYRTLH 

PKSTEYTFFSAPHHTYSKIDNIIG 

SKALLSKCKGTEI1TNSLSDHSA 

IKLELRIKKLTQNHSTTEKLNNL 

LLNDYWVHNEMKAE1KMFSET 

N EN KDTTYQN L WDTFKA VCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KF Y WRYKJEELVPFLLKLFQSI E 

KEGILPNSCYEASIILIPKPGRDT 

TKKENFRPISLMNIDAKILNKIL 

ANR1QQHIKKLIHHDQVGFIPG 

MQGWFNICKSINVIQHINRTKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLAQNLLKLISN/SQQSLR 

IQNQCTKITSILIHQ*QTNREPNH 

E*TPIHNCFKENK1PRNPTYKGC 

EGPLQGELQTTAQGNKRGYKQ 

MEEHSMLMGRKNQYLENGHT 

AQGNL*I/QMPSPSSY**LSSQN 

WKKLL*SSYGTKK\GPHSQVNP 

KPKEQS WRH HTT* LQTI LQG Y S 

NQNSMVLAPKQR*RPMEQNRA 

LRNNAAYLQLSDL*QT*QKQA 

MGNGFPI**MVLGKLASHMEK 

AETGSLPYTLYKN*FKMD*RLT 

H*S*NHKNPRRXPRQYHSVHRH 

GQG LH V*NTKSN GNKSQN * RM 

GSN*TKELLHSERNYHQSEQAT 

HKMGENFRNL L I * QRANIQN LQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8436 


38804 


A 


8493 


1 


1839 


MPRALAFQAPVNIQAEQAGTA 

MNISVPQVQLINPENQIVEASSN 

LWELSAETTFFAJSLLPFLLISNS 

MPDGTLNLDSDEGEEPSPEALV 

RYLSMRRHTVGVADPRTEVME 

DLQKLLPGFPGVNPQAPFLQVA 

PNVNFMHNLLPMQNLQPTGQL 

EYKMSGLPLSPRLPLISWSVLPT 

LFLA\EQSLLQPPTLQLLNGMGP 

LGRRASDGGANIQLHAQQLLK/ 

RPRGPSPLVTMTPAVPAVTPVD 

EESSDGEPDQEAVQRYLANRSK 

RHTLAMTNPTAEIPPDLQRQLG 

QQPFRSRVWPPHLVPDQHRSTY 

KDSNTL H L PTERFSP V RRPSDG 

AASIQAFKAHLEKMGNNSSIKQ 

LQQECEQLQKMYGGQIDERTL 

EKTQQQHMLYQQEQHHQILQQ 

QIQQPAQSQQVTIQVQEPVDML 

SNMPGTAAGSSGRGISISPSAGQ 

MQMQHRTNLMATLSYGHRPLS 

KQLSADSAEAHRLKWETREKG 

LEDDSS VSSNTGG D VTNEGKST 

ESADFOF^vNI FTPHOI \ KTXk/m, 

SPPYAAPFI FFfi^FVnnPk'vni 

WSLGVVLYVLVCGALPFDGST 

LQNLRARVLSGKFRIPFFMSTG 

YFHLLGSHCNVVLNAKDKVGF 


8437 


38805 


B 


8494 


1 


3879 




8438 


38806 


A 


8495 


1 


4065 


MGKKQSRKTGNSKKQSASPPP 

KKRSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREEIQTKGKE 

VENYEKSLEECITRITNTENCLK 

ELMEPKTKARELRKECRSLRSR 

CYQLVERVSAMEDEVNEMKDT 

HRLKVKGWRKIYQGNGKQKK 

AGVAILVSDKTDFKPTKIk'RnK 

EGHYMMVKGSIQQEELTILNIY 
APNTGAPRFIKQVLSDLQRDLD 
SHTLIMGDFNTPLSTLDRSTRQ 
KVNNNTQELNSALHQA 


8439 


38807 


A 


8496 


1490 


18J3 

1 


TGNLQNGRKFLQPTHLTKG*YP 

ESMMNSN1CFTRKKQTTPSKSG 

RRT*TDTSQKKTFMQPKNT*KN 

^HHHWPSEKCKSKPL*DTISHQ 

LEWQSLKSQETTGAGEDVDK 
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SEQ ID 

NO: 


SKQ IDNO: 
of peptide 
sequence 


Met 
hod 


SEQ U> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibk nucleotide insertion) 


8440 


38808 


A 


8497 


1614 


3085 


AGEGNKADKQLQQSLR1QNQC 
TKITSIUHQQQTNREPNHESTP1 
HMCFKENKIPKNPTYKGCEGPL 

qg elqtta qgnkrgy kqm e e 

hsmlmgrknqyhenghtaqg 

nlqi/qmpspssyq*lssqnwk:k 

llsssygtkk\glhhqvnpkpk 

eqswrhhat*lqtilqgysnqn 

smvlvpkqryrsmeqnralrn 

naaylqlsdl*qt*ekqamgk 

gfpi**mvlgklashm*kaetg 

slpytlyknqfkmd* rfkr*t* 

nhknprrkprhyhsghrugqg 

l/lcpkhqkqw/htkakidkwd 

likl/iellhskrnyhqseqaty 

kmgenfrnllpqraniqnlq* 

tqtnlqeknkqphqkvgeghe 

qtllkrrhlcsqethekmliit 

GHQRNANQNrfNEIPSHTS*NGN 

/QLKSQETTGAGEDVEK*EHFY 

TVGGTVN*FNHCGSQCGDSSGI 

*N*KYHLTQPSHYWVYTQRTIN 

HAAIKTHAHVCLLRHYSQ 



BNSDOCID: <WO 0175067A3_IA> 



1048 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8441 


38809 


A 


8498 


2 


2013 


LNQhtVESLNRPlTGAElVAilTMS 

LPTKKSPGPDG FTAKFYWRYK 

EELVPFLLKLFQSIEKEGILPNSC 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINVIQHINRTICDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLAQN 

LLKLISN/SQQSLRIQNQCTKITS 

ILIHQ*QTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGPLQGELQ 

TTAQGNKRGYKQMEEHSMLM 

GRKNQYLENGHTAQGNL*I/QM 

PSPSSY* * LSSQN WKKLL* SSYG 

TKK\GPHSQVNPKPKEQSWRHH 

TT*LQTILQGYSNQNSMVLAPK 

QR* RPMEQNR ALRNN A A YLQL 

SDL*QT*QKQAMGNGFPI**MV 

LGKLASHMEKAETGSLPYTLY 

KN*FKMD*RLTH*S*NHKNPRR 

KPRQYHSVHRHGQGLHV*NTK 

SNGNKSQN*RMGSN*TKELLHS 

ERNYHQSEQATHKMGENFRNL 

LI * QRAN 1 QNLQ * TQTN LQEKN 

KQPHQKLMG KG H EQTLLKRRH L 

CSQKTHEKMLMTGHQRNANQN 

HNEIPSHTSQNGD/QLKSQETTG 

AGEDVEK*EHFYTVGGTVN*FN 

HCGSQCGDSSG I *N * KYHLTQP 

SHYWVYTQRTINHAATKTHAH 

VCLLRHYSQ 


8442 


38810 


B 


8499 


1 


2860 
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SEQ ID 


SEQ ll> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \— Unknown, ! 


NO: 


of peptide 


hod 


in LJSSN 


location of first 


codon for last amino acid 


*=Stop codon, /—possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8443 


3881 1 


A 


8500 


3 


2202 


EGRNKDVI*NQR£QRHNIPESL 

GH1QSSV*REI*NTKCPQEKLAGK 

IQN* HPNITI KRTRXARANTFKS 

*QKARNN*NQSRIEGNRDTKNP 

SKN**IQTTIREYYKHLHANNLE 

NLEEMDKFLDTYTLPRLNQEEV 

ESLNRPITGSEIVAI1NSLPTKKS 

PGPDGFTAKFYQRYKEELRIKY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKMAILPKVIYRFNGIPI KJLPITF 

FTELEKTTLKFIWNQKRARVAK 

SILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRD1DQWN 

RTEPSEIMPHIYNYLIFDKPEKN 

KQWGK.DSLFNKWCWEN WLAI 

CRKLKMDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGNT1QDI 

GMGKDFMSKTPKAMATKAKID 

KWDUKLKSFCTAKETT1GVNR 

QPTKWEKIFATYSSDKGLIFRIY 

NELKQIYKKKTNNPIKKWAKD 

MNRQFSKEDIYAAiCRHMKKCS 

TSLAI REMQ1 KTTM R Y HLTPVR 

TAIIKKSGNNRCWRGCGEIGTL 

LHCCWDCKLVQPLWKSVWRF 

LRDLELEIPFDPAIPLLGIYPKDY 

KSCCYKDTCTRMFTAALLTIAK 

TWNQPKCPTMIDWIKKMWHIY 

TMES YA A I KNDEFMSF VGT WM 

KLEIIILSKLSQGQKTKQRIFSLI 

DGN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


II 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possinle nucleotide insertion) 


8444 


38812 


A 


8501 


437 


2163 


KQKCNfSHLWNAVKVERIKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVEES1P*K 

WPYCPR*FTDSMPSPSSYQ*LSS 

QNWKKLL*SSYGTKKEPASPSQ 

S*AKRTKLEASHYLTSNYSTRL 

Q*PPGKRGPPEVQGHNADENN 

HTEDRQGNRRHEHSIDQLAVT 

DVHSTTAEYTFLSTRGGFSKID 

HMLGCKTNLNKYKEIEIIQS1FS 

NHNE1KQEINSRRKTRKSTNLW 

ELSSALLMNGSEKKTQVNLDN1 

WKLMKAKMQHITLMECSESRK 

NKIPRNPTYKGREGPLQGELQT 

TAQGNKRGYKQMEEHPMLMG 

GRJNTVKMAILPKV1YRFNAIP1 

KLPMTFFTELEKTTLKFIWNQK 

RAR1AKSILSQKNKAGGLTLPD 

FKLFYKLATVTKTAWYWYQNR 

DIDQWNRTEPSE1MPHIYNYVIF 

DKPEKNKQWGKDSLFNKWCW 

ENWLAICRKLKLDPFLTPYTK1 

NSRWIKDLTVRPKTIKTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTGKET 

TIRVNRQPTKWKK1FATYSSDK 

GLISRJYNELKQIYKKKTNNPIK 

KWVKDMNRHFSKEDIYAAKK 

HMKKCSPSLAVREMQIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKSVWQFLRDLELEIPFDPA1PL 


8445 


38813 


A 


8502 


1 


2001 


MPHIQVMLMQEMDSHSLGKLC 

PYGFAEYSPTSSCFHGFVLSVC 

GSSRDKATQRVDALVRQVIVN 

GGJVLDQFAVHDRVALADLIDL 

LVDLSAMMLCGVPTTGDPFVA 

FALGHPDDFDHLILPKHLVDRY 

L LLEPLLG P VQLLSHSAS VH L D 

L HQFCSDFS YG IQLTRD VKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGR1NIMKMAM\RPR*FID 

SMPSPSSYQ*LSSQNWKKLL*SS 

VGTKKEPVSPSQALA 


8446 


38814 


B 


8503 


152 ; 


3166 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8447 


38815 


A 


8504 


15 


2745 


H PT VN I RQ IN ETESQQG YPGIEL 

SSAPSGPNRHLQNSP/PPNQQNI 

HFFQHHTTPIPKLTT*LSTLDRS 

TRQKVNK.DTQELNSALHQADL 

1DIYRTLHPKSTEYTFFSAPHHT 

YSK1DHIVGSKALLSKCKRTE1I 

TNYLSDHSAIKLELRIKNLTQSH 

STTWKLNNLLLNDYWVHNEM 

KSEIKMFFETNENKDTTYQNL 

WDAFICAVCRGiCFIALNAHKRK 

QERSK1DTLTSQLKELEKQEQT 

HSKASRRQE1TK 


8448 


38816 


A 


8505 


2853 


3925 


AVGPSVRTPRPYLCVRKDVHD 

VVP1LRPSATSLFMPRAAGQGG 

QKAGGTEKSSGP*KDDV*RLQP 

PNGFRIIH*VQ*TCRKGCPHLSK 

RNTFQFQN*R*NLLYPALPNIPH 

SSVEEGVGSI*ARSEDLEGAQLP 

♦LLARLFTCRSNTYRGLKFTEA* 

GG E*QSICYSTRRAN YPKY/H M 

HPIQEDPDS*SKS*VTYKET*TP 

TQ* * WETLT/PPLSTLDRSTRQK 

VNKDTQELNSALHQADLIDXTT 

ELSTPNQKNLHFFQHHTTP1PKL 

TTYLEV KIAPQQM * KN RN YNKL 

SLRPQCNQTRTQD*ETHSKLLN 

YMETEQPAPE*LLGT*RNESRN 

KDVL*NQREQRHNIPESLGHIQS 

SV 


8449 


38817 


A 


8506 


2 


376 


IPYLP*ST\YMETGMIYVVQGIY 

GYHHYMQDRIDDNGWGCAYR 

SLQTICSWFKHQGYTERSIPTHR 

EIQQALVDAGDKPATFVGSRQ 

W1GSIEVQLVLNQLIGITSKILFV 

SNTRKNKKVGNIVS 


8450 


38818 


A 


8507 


1 


1008 




8451 


38819 


A 


8508 


218 


343 




8452 


38820 


B 


8509 


306 


1434 




8453 


38821 


A 


8510 


-» 
:> 


659 





1052 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


8454 


38822 


A 


8511 


3 


1990 


EPHRJASPRFRQAFDSDGTDRTL 

*FLSDIEEEELTRGDPEQRHVPL 

RRKSEWKWAADRAA1DSRWN 

WLQAHVSDLEYRIRQQTDIYK 

QIRANKGLIGLGEVPPP\EHTTD 

LFLPLSSEVKTDHGTDKL1ESVS 

QPLENHGAPIIG\HISESLSTKSC 

GALRPVNGVINTLQPVLADHIP\ 

GDCSDAEEQLHKKQRLNLVSSS 

SDGTCVAARTRPVLSCKKRRLV 

RPNSIVPLSKKVHRNSTIRPGCD 

VN PSC A LCG SGS INTM PPEI H Y E 

APLLERLSQLDSCVHPVLAFPD 

DVPTSLHFQSMLKSQWQNKPF 

DKIKPPKKLSLKHRAPMPGSLP 

DSARKDRHKLVSSFLTTAKLSH 

HQTRPDRTHRQHLDDVGAVPM 

VERVTAPKAERLLNPPPPVHDP 

NHSKMRLRDHSSERSEVLKHH 

TDMSSSSYLAATHHPPHSPLVR 

QLSTSSDSPAPASSSSQVTASTS 

QQPVRRRRGESSFD1NNIVIPMS 

V A ATTRVEKLQ Y KEI LTPS WRE 

VDLQSLKGSPDEENEEPASPDV 

SSSHSLSEYSHGQSPRSP1SPELH 

C A PT TPV A P HTDD 14 T A ccnTDr 

STPELGLDEQSVQPWERRTFPL 
AHSPQAECEDQLDAQERAARC 
TRRTSGSKTGRETEAAPTSPPIV 
PLKSRHLVAAATAQRPTHR 


8455 


38823 


A 


8512 


1 19 


739 


ADDRDHLHIQTWCAKAPVFLQ 

PGSSWLSTKGKKM/PETPASDE 

PPLRQPAVRFEFLQHAPPDSLQP 

LGSPGHS*GPSSDTGQPAAGRW 

PRRQP*AAVQDLGPQTRGSASP 

F^OTVI PA A P^APfi<s APPHf~:QIVvl 

SASAPSPTASPQMSKPPCAAAC 
LRGSGAGGGTVGPCLEPGGSAP 
PRARLPRCA AG S A RPG A A AG PP 
PGAGTTRAVP 


8456 


38824 


A 


8513 


1 


343 


MRMCLRLPTLMTKCTNWHVT 
GH LCRPT/M REPTPEP/ WTG DTT 
TA*METRWPAEQPALAERRLFR 
AAPRGAFAGIAAPSPAAPPQPG 
SLG IL PEPTP AQA WAARNQL RG 
RIKERGS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


8457 


38825 


A 


8514 


3 


405 


KKFNPAGERVCTILVDPSIPSTA 

YPSYGVPHS*GPSLSLPHL/SSSS 

RPSSISCPLNGPWKGCS*PPCRA 

QCAQPQQAT*ESCIHS/SSNC1PP 

AWEGETPSrCKNKINGNPWSKIR 

DKTSGGEVEVWGLVAVAPVM 


8458 


38826 


A 


8515 


100 


1397 


PPASTYLMLERLKAPWSAALQ 

RKYFDLGIWTAPISPMALTMLN 

GLLIKDSSPPMLLHQVNKTAQL 

DTFNYQSCFMQSVFDHFPEILFI 

H RTYNPRG KV/C I YLPGG WTSG 

AAGGSSCPSSLLCHPC/ARRDT/ 

CRPVPDVPSIQEV*SSMGESLYH 

PGGSSFPSTAYPS/SWSSPQLRSF 

SQPSTFVSSSRPSSISCPLNGPW 

KGCS*PPCRAQCAQPQQAT*ES 

C1HS*ATASLQPSCPSFTHTGCS 

TTASGWLTAGEAELRAATTSR 

ASRSPPTSSASSLVPPHLRNKV 

WLLCSVTCSRTLQTRQTSTRAC 

VPRTIMLPQTPSPKAPNWSSW* 

NPTSSTPSMPSAQGQQPNCAW 

ASLLWSRNPHTSLALAQKR*TY 

RSWKIPIRCSPSPLPAAAATLTR 

PSTCPAATS*PCSVPAARCSSPT 

CCRLSGRQAVLPV 


8459 


38827 


A 


8516 


I 


326 


CLTQMYFL1S/FANVDTFLLAIM 

ALD/RJLLAICSALRYCSI1TPG\YS 

HFYCDAYLLMKIACSIHVNQH 

VFLGAVVLFL/APCALILVSYIRJ 

AAA/ILRJPSPTRRRKACSIC 


8460 


38828 


A 


8517 


2 


669 


T1SYPQCLTQMYFLISFANVDTF 

LLPIMALDHYVAICSALQ*CSIIT 

P/ELCQGLPVLA*AGSSLISPVHT 

V1MSRLAFCSSAQISHPYRDAY 

LLMKIACSHT*\NQHVFLGAVV 

LFLAPCALILVSYIRIAAAILRIPS 

PTRRRKACSICSSHLSLVTLFYG 

TVLGICI*PPDSFSAQDAIATIMY 

TVVTSMLNPFIYSLMNKEVQEA 

VRRLFSRGSHSSWCW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8461 


38829 


A 


8518 


1 


3594 


MVAAAAATEARLRRRTAATAA 

LAGRSGGPHCVNGGRCNPGTG 

QCVCPAGWVGEQCQHCGGRFR 

LTGSSGFVTDGPGNYKYKTKC 

TWLIEGQPNR1MRLRFNHFATE 

CSWDHLYVYDGDS1YAPLVAA 

FSGLIVPERDGNETVPEVVATS 

GYALLHFFSDAAYNI Tfl FTsITTY 

SFDMCPNNCSGRGECKISNSSD 
TVECECSENWKGEACDIPHCTD 
NCGFPHRG1CNSSDVRGCSCFS 
DWQGPGCSVPVPANQSFW 


8462 


38830 


A 


8519 


1 


471 


ALCAPQPGKCFCTTKGSSG/DE 

CQLCEV/ENRYQANPLRGTCYN 

TLUD YQFTFSLSQEDDR Y YTA I 

NFVATPDEONRDLDMFINASK 

NFNLNITWAASFSAGTOAGFF 

MPVVSKTNIKEYKDSFSNEKFD 

FRNHPNITFFVYVSNFTWPIKIQ 

VQTEQ 


8463 


38831 


A 


8520 


1 


4289 




8464 


38832 


A 


8521 


1 


3488 


MDYGVLTRLTGSSGFVTDGPG 

NYKYKTKCTWLIEGQPNRIMR 

LRFNHFATECSWDHLYVYDGD 

SIYAPLVAAFSGLIVPERDGNET 

VPEVVATSGYALLHFFSDAAY 

NLTGFNITYSFDMCPNNCSGRG 

ECKISNSSDTVECECSENWKGE 

ACDIPHCTDNCGFPHRGICNS<;n 

VRGCSCFSDWQGPGCSVPVPA 

NQSFW\TREEYSNFKA/LPRASH 

KAVWGNIMWVVGGYMFNHS 

DYNMVLAYDLASREWLP 


8465 


38833 


A 


8522 


4794 


5740 


YICNWYKMKDSSFPSLVQSPRS 

PGSCGLSGWGWGCPRVASAGS 

ACSCNSAVPARRTQEACRRELI 

GGRSTIFTDVQGQWGAPGTVN 

EGNSACPPTLR VTVA A WLSLLF 

VLCR VC AAS VPSL VRLR WG PQ 

CSGPWGAWAPPWAARVSQPG 

AGPGRGAEAQLLPAASIQWPC 

HQAPHLLLVLALVTSQGPSRCR 

GFCLAGPCQGGPGGLLILFCHW 

NVPLQFSSLFFFF*DGVSLLLPR 

L ECSG S 1 SG HCN L RLPG S SDRP A 

LGS*VAGDYRCLPACSANFFVF 

LVEKGFHHVGRAGLKLL/MV1H 

LPRPPRVLRLQA 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8466 


38834 


A 


8523 


594 


2868 


CWTSRNRRPIPGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KPRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSE1GAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQ1LGGKKA1QFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALLLLTPMSGTRF 

PPIPGPVVN1RVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIRIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNFI 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


8467 


38835 


A 


8524 


302 


409 




8468 


38836 


A 


8525 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 

ELQGSE*VSDGLFKPP*S*HGW 

VEEERQKEQN 


8469 


38837 


A 


8526 


1853 


2032 


VKQSTALLPHAVAC'PKVISSG 
ARGLKS1LVLIRJVVMMVSMLP 
QL A LSG WG RFRVLPG 


8470 


38838 


A 


8527 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
KNGPQAAQGSLSGIPDAATLSG 
l*RASILHVSVVEIISSPGFR 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon fur last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8471 


38839 


A 


8528 


1 


770 


MRVLGIETSCDETGIA1YDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAOLAKRAGFA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRJ.GG YSILA DHGG 

*KFHCA*RHGATSGDGKVLD 


8472 


38840 


A 


8529 


-> 


834 


VGRVEIADQYQDLAILWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGSYEGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAAIDGFI 

GDVSGLANGNGATGDFAGSNS 

OMAOVGDGDNSPI MNNFROY 

LPSLPOSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRJRSGFAPKRSVRVTTD 

TCIKRNSTCGVICSLSLWDGGGF 


8473 


38841 


B 


8530 


1 


811 




8474 


38842 


A 


8531 


1 


1044 




8475 j 


38843 


A 


8532 


3 


1472 


GVVGERAGMARPGRPREGGGS 

G/G YSRP VPPAG G PG P* RG RTRJ/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPG FPYTPVSSKAM YDA Y 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSG LANGNGATG DFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPVIANIAIPQKRPFMQQT 

RCEVQCRJEDIEVQKLKSYDKLL 

A SIN K JCPG VNG WQKRRI T VN A 

GEAHDOOALDYAI YHI RIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAPISVGKARAAAKK 


8476 |38844 


A 


8533 i 


509 


855 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8477 


38845 


A 


8534 


369 


1278 


GHTACEWYSQGRHPGPELSPFL 

*GPG*NAGHVISMPAARPMEPC 

LGTGGLDVLLHHLRPDLPPAAL 

PGSA WPGEGALPLPGQVSGRG 

RSAACLQPGAWPGRGAAPVRR 

RPRPAAAGSVREAELLESPHLA 

AHRDC*LARKLNSGGYIPQAEY 

GKHAGLPLPGARALSCGCRAR 

APVPAALPHPLLDHQDPGPAGR 

IYGTGAGTQTLDGSAPRTSRAL 

GSTQMPEARPGLAGWGVAGV 

WSRG*SR*TRGSAS/SPRPRRCA 

LLALPGAAVSGDLRARNPRGSR 

PPKAPSGRGGPLLPPHRSTPRR 


8478 


38846 


A 


8535 


3 


2494 


YQRQSSSPEDPAETASPTYALIA 

ACQSE1QLQTRQQPCDMAPGPL 

DCDPVKGSSRKRMFLMNAPPV 

VALQPKWEASVPPGSFRFPECF 

SEADKGVESMSPTMHKELPAL 

AACGLVADFDPVGEEETADFG 

PLVLDSDSDDSVDRDIEEAIQEY 

L/KGGGSRCKRELAHSS/APTAL 

CSPKLVPGSGG/GGPGSQVGSS 

KDQGSASPVSMSRADSFEQSIR 

AEIEQFLNEKRQHETQKCDGSV 

EKKPDTHENSAKSLSKSHQEPA 

TKVVHRQGLMGVQJCEFAFCRP 

PXRLAKTNVQPRSLRSKVTTTTT 

QEKEGSTKPATP/TRPSEAVQN 

KSG I KRS A STA RRG KRVTS A VQ 

APEASDSSSDDGIEEA1QLYQVQ 

KTRKEADGDPPQRVQLQEERA 

PAPPAHSTSSATKSALPETHRKT 

PSKKKPVPTKTTDPGPGDLDAD 

HSPKI PKETKAPPPTSPASRSKF 

VEWSSCQADTSAELIXAVLDIFK 

TILP/APMEGSDGSLSASPLFYSP 

NVPSRSDGDSSSVDSDDS1EQEI 

WTFLALKVQSRSLLARGAAGQ 

APERVEKQAPAGAEELPKSKRD 

SCEGSRKKPPSVFGSRAERTKP 

RPSCSSVDSDDSIELEIRKFLVE 

KAKESGVPGQAQPCLV/KPTLA 

GEEGLRSPAKQEGLTSAIVAGIS 

AALGPEHTWVPGATTPRTPSVA 

PVLVPAVPTHWKKLAPACGGP 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8479 


38847 


A 


8536 


1 


2463 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYL/KGGGSRCKRELA 

HSS/APTALCSPKLVPGSGG/GG 

PGSQVGSSKDQGSASPVSMSRA 

DSFEQS I R AEI EQFLN EKRQH ET 

QKCDGSVEKKPDTHENSAKSLS 

KSHQEPATKVVHRQGLMDVQ 

KEFAFCRPPXRLAKTNVQPRSLR 

SKVTTTTTQEKEGSTfCPATP/TR 

PSE A VQN KSG IKRN ASTA RRGK 

RVTSAIQA PE ASDSSSDDG I EE A 

IQLYQVQKTHKEADGDPPQRV 

QLQEERAPAPPAHSTSSATKSA 

LPETHRKTPSKKKPVPTKTTDP 

GPGDLDADHSPKIPKETKAPPP 

TSPASRSKFVEWSSCQADTSAE 

LI\AVLDIFKTILP/APMEGSDGS 

LSASPLFYSPNVPSRSDGDSSSV 

DSDDSIEQEIWTFLALKVQSRSL 

LARGESCPQAAQGPLSPPGLSS 

QTGSPKAPLSKTLDPL/LGCKRK 

HRGGXSKAQPARPRDGRAPLG 

WDLSIQGTASEAPGGEGAARVP 

G DTRTSQGQG KTDE A RHLDKK 

KSSEDKSSSLDSDKDLDTAIKD 

LLRESQGPAPSPGSLSDNSSSVD 

SDDSIELEIRKFLVEKAKESGVP 

GQAQPCLWKPTLAGEEGLRSP 

AKQEGLTSAIVAGISAALGPEH 

TWVPGATTPRTPSVAPVLVPAV 

PTHWKKLAPACGGPGQSLIDID 


8480 


38848 


B 


8537 


i 


3345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8481 


38849 


A 


8538 


I 


1339 


MTKKSPGPDSFTGHWCVISIPS 

GYERSRLKVTLPEEGRGALPFL 

VSVAISSGSCSDNNAAVPTVLE 

GATTV1SAAAVLRDPHDGARJEII 

LEAMTISAVAIAAEISWTSQCG 

LCLHPGMFMPYRHGDGIRDLLP 

LVLSATICAEFFKGDSKKPSKK 

RVKRKPYSTTKVTSGSTFNENI 

RRYAVHTNQCRRPHGSRVKKK 

RYPQEDDFHHTVFSNLER1>DKL 

QPTLEASEESLVHKDRGDGERP 

VNARVVQVAPLRLESSKYSGIT 

CQENNLDA K KA/TP/C RTPYMT 

SLTRTPHTTSLTR1LST A/SANE A 

ADKGIANEDAAQGIANEDAAH 

G\MPARMPPRASPTRSPPRASPT 

RTPPR A S PTRTPPRA SPRRTPPT 

GSPRRTPPRASPTRTPSTASPTR 

TPPMASPTRTLPTALLTRMPCT 

ASLMRTPYTTSLMRVPYMTSL 

MTPYKAR 


8482 


38850 


A 


8539 


1 


3090 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPXRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEA1QLYQVQKTHKEAD 

GDPPQRVQLQEER 


8483 


38851 


A 


8540 


1 


2919 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPXRLAKTN 

VQPRSLRSKV1 111 TQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8484 


38852 


B 


8541 


1 


1122 




8485 


38853 


A 


8542 


1 1 


1074 




8486 


38854 


B 


8543 


1 


1017 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hist 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=St6p codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8487 


38855 


A 


8544 


1 


1436 


MNLPRAERLRSTPQRSLRDSDG 

EDGKIDVLGEEEDEDEVEDEEE 

EASQQFLEQSLQPGLQVARWG 

GVALPREHIEGGGGPSDPSEFG 

TEFRAPPRSAAASEDARQPAKP 

PYSYIALITMAILQSPHKRLTLS 

GICAFISGRFPYYRRKFPAWQN 

SIRHNLSLNDCFVKIPREPGRPG 

KGNYWSLDPASQDMFDNGSFL 

RRRKRFQRHQLTPGAHLPHPFP 

LPAAHAALHNPRPGPLLGAPAP 

PQPVPGAYPNTAPGRRPYALLH 

PHPPRYLLLS A PA Y AG APKKA E 

GADLATPA/ALPVLQPSLATVK 

PVGQFCSNSSG1RRRT\GNGCAP 

TKGAVLGGHLSAASAAAAVSG 

GGRGLWADIARALWAERDLTS 

FFSIAHAOFPGRVRRALLEPGSR 

QPHSPTGVQKRPLLANPAGLGQ 

SKSSETTENRG/CPMSCQLLAGL 

RSNSPLSVVRKRLRADLPSFIAN 

KRPGRAATAAEPRRDFL 


8488 


38856 


A 


8545 


1 


1287 


MNLPRAERPRSTPQRSLRDSDG 

EDGKIDVLGEEEDEDEVEDEEE 

EASQKFLEQSLQPGLQVARWG 

GVALPREHIEGGGGPSDPSEFG 

TKFRAPPRSAAASEDARQPAKP 

PYSYIALITMAILQNPHKRLTLS 

GICAFISGRFPYYRRKFPAWQN 

SIRHNLSLNE*FVKIPREPGHPG 

KGNYWSLDPASQDMFDNGSFL 

RRRKRFKRHQLTPGAHLPHPFP 

LPAAHAALHNPRPGPLLGAPAL 

PQPVPGAYPNTAPGRRPYALLH 

PHPPRYLLLSAPAYAGAPKKAE 

GADLATPGTLPVLQPSLGPQPW 

E/RGQGSGVATGR\GCISFSIESI 

MQGVRGAGTGAAQSLSPTVAW 

SYCPLLQRPSSL\RT1LQQQQQH 

QEEDC ANGC A PTKGAV LGGHL 

SAASALLRYQPVAKGLWADIA 

AAPLGGEGTSPVFL 



0175067A3_IA> 
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SEQ ll> 

.NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion. \=possible nucleotide insertion) 


8489 


38857 


A 


8546 


202 


823 


AQNPTAFGVKHTSSGGEETFPN 

1RGIKKSPPQLSSSSIRLSKNILST 

TGKTVHQTRDDDQPRDFFKKR 

NRVNESHQKSSNMNAGPSWNK 

VQHSKNSSGKRQSKSQVPHASS 

QPRSSLTAVTQPTEEKLIESISPE 

ARRKRNPLGFRCQGASRNKLFL 

DFQSMKIIKENADEDSASDLSD/ 

SGKNSHSSFSPHTSRSQSSS*RN 

RVNESHQKSSNMNAGPSWNKV 

QHSKNSSGKRQSKSQVPHASSQ 

PRSSLTAVTQPTEEKLIESISPEA 

RRKRNPLGFRCQGASRMKLFLD 

FQSMKIIKENADEDSASDLSDSE 

RIPIPPSPLTPPDLNLRAEEIGSSL 

L 


8490 


38858 


C 


8547 


219 


1013 




8491 


38859 


C 


8548 


252 


452 




8492 


38860 


A 


8549 


25 


443 




8493 


38861 


A 


8550 


20 


1371 


RLRGPALGAGGGSVTLRL/PRS 

EQAARKEAGLNTMIPLEKPGSG 

GSVPRRHLRLGPGSSGS*AGRA 

RTPPPPQARGLLTE1RAVVRTEP 

FQERLQPVPRAGSWAGGKFSSG 

EKMYK£KILGKNLLQSS*EKRR 

KXSQDCRMEIIHEIAVLELAQDN 

PWV1NLHEVYETASEMILVLEY 

AAGGE1FDQCVADREEAFKEK 

DVQRLMRQILEGVHFLHTRDV 

VHLDLKPQNILLTSESPLGDIKI 

VDFGLSRILKNSEELREIMGTPE 

YVAPEILSYDP1SMATDMWSIG 

VLTYVMLTGISPFLGNDKQETF 

LNISQMNLSYSEEEFDVLSESA 

VDFI RTLL VKKPEDRATA EECL 

KHPWLTQSSIQEPSFRMEKALE 

EANALQEGHSVPEINSDTDKSE 

TEESIVTEELIVVTSYTLGQCRQ 

SEKEKMEQKAISKRFKFEEPLL 


8494 


38862 


A 


8551 


1 


1275 




8495 


38863 


A 


8552 


1 


4173 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8496 


38864 


A 


8553 


2 


5115 


PDQFHN M DLRGG PH DG VTI PRS 

TSDTDLVTSDSRSTLMVSSSYY 

SIGHSQDLVIHWDIKEEVDAGD 

WIGMYLIDEVLSENFLDYKNRG 

VNGSHRGQIIWK1DASSYFVEPE 

TKICFKYYHGVSGALRATTPSV 

TVKNSAAPIFKSIGADETVQGQ 

GSRRLISFSLSDFOAMGI KKP.M 

FFNPDPYLKISIQPGKHSIFPALP 
HHGQERJISKIIGNTVNPJWQAE 
QFSFVSLPTDVLEIEVKDKFAKS 
RPIIKRFLG 


8497 


38865 


A 


8554 


202 


260 


ARVHQPVSLKQRFPLELGRHH 

QDSEAHAPPPGPAAASRGGI*V 

AWPAPRAGVVSLLGCRSSWTA 

AMELSAEYLREKLQRDLEAEH 

VLPSPGGVGQVRGETAASETQ 

AGERVPSRRAPAHPCL 


8498 


38866 


A 


8555 


72 


578 


GSKGSVAGARAWVVSLLGCRS 

RWTAAMELQRRIPPREAAAGP 

WRRSMWRWRTRPSTVAPVASE 

SWWCRPSSRGNRCFORHSLDPS 

MTIHCDMVITYGLDQLENCQT 

CGTNY1ISVLNLLTLIVEQINTKL 

PSSFVEKLFIPSSKLLFVLRYHKE 

KEVVAVAHAVYQAML 


8499 


38867 


A 


8556 


299 


939 


LPSPGGVGQVRGETAASETQVL 

YRAMRRVTAANQAFFSEAEVT 

A A KE RG I V LPLRC\DPS\QTIH C D 

MGMTYGLDQLENCQTCGTNYII 

SVUNLLTLIVEQINTKLPSSFVE 

KLVIPSSKLLFWRYHKEKEVVA 

VA\HAVLSRPMLQLGRNIPCFG 

RTAY*V*YWGRKWTCGPLNNL 

PGTVCNFPEACSEIKHEAFKNH 

VFNVDNAKFVVKFDLN 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8500 


38868 


A 


8557 


1407 


2783 


SSAASHSSSPGAASRARATAGS 

RRRSSPIQSCHPPASACGQSGQS 

ETHRLAMRNRTPPS*GFSSK/H 

MRRSSSLASS*RG*KSVAVIL*IS 

ASG1LPTDV\HLSPTPGSSETCHR 

PHPGH*EPSDCLQKLPASALG*S 

*QEQLSHNSPRSA*AQYA/ESSG 

NSFFSSKVGD*RFTTTVA\PGGP 

GRRTLPGKPSPEHPHRJLPELPPP 

RSPAQVCDQTL V A PH DFTNTAG/ 

TPGDQVCLTLVSTSRSLSVLSK 

GCFFLHHSTLSVQAGVRHLSLV 

S*AAEPTSYL*VGPKLMAPS*KS 

LKIRTRKPRADDSPGTSRYSSA 

HTRTRKPRADDSPGTSRYSIAH 

TRMWKPRADDSRHXSRYSTGCR 

SPGQMTLHAPADTALHTPG/PR 

KPRADDSPGTSRYSTAHTRTRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSTGTSRYSTPLASRRHRI 

AASASWALVVLICLTL 


8501 


38869 


A 


8558 


92 


1817 


PLRNTGLCRGKGHPGLESSGSR 

RRRDGRASERRQTQRERGKTLP 

CSSHSPWWLKANASAPAVWSQ 

AHRTQKPRADDSPGTSRYSTAH 

TRTRKPRA DDSPGT\PDTA LQTP 

GRRSPGQMTPGTSRYSTGRGSP 

GQMTPGTSRYSTERRSPGQMTL 

QTP A DT AQ D A E A QG R * LQ A P A 

DTALHTPGRRSPGQMTLQAPA 

DTALHTPGHRSRGKMTLQAPA 

DTALHTPGRGSPGQMTLQAPA 

DTALHTPERSEPGQMTAPRRPA 

DTALHTPGRGSPAQMTLQAPA 

DTALHTPGRRSPGKMTPGTSRY 

S1AHTRTRKPRADDSPGTSRYST 

A HTRTQKPRA DDS PGTSR YSTA 

HTRMRKPRADDSRH\SRYSTGC 

RSPGQMTLQAPADTALHTPG/P 

RKPRADDSPGTSRYSTAHTRTR 

KPRADDSPGTSRYSTAHTRIRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSRHQQIQHRMQKPRADD 

SPGTRRYSIAHTRTRKPRADDSP 

GTSRYSTAHTRTRKPRADDSPG 

TSRYSTAHTRTQKPRADDSPGT 

SRYSTRAGCCPPGLASSAWAGL 

RLKTRKGWTW 



1064 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8502 


38870 


A 


8559 


13 


299 


FKCiODII fYNI FU/ni P ur'Di \a cc 
nrvvjv^uM L^lNLr WV^LKnUrlJVIbo 

\PSASNTGWGSSS*SIVPSSTVSS 
WSTAMKLSSSLSEELAMTFHST 
ENIVVLGWVQWLTPVVPALWD 
SEAGRSP 


8503 


38871 


A 


8560 


337 


1879 


VHVGAARRGFGVYPVLSLTVS 

GTQNCGPCLQTVVSTYQRV*PI 

SVIMVS*RLSRKETFSGRAVP1LI 

LEPQSLS A SRT VH A I MM/HNQS 

MYVFGGCTQSSCNAAFNDLWR 

LDL1MSKEW1RPLASGSYPSPKA 

GATLVVYKDLLVLFGGWTRPS 

PYPLHQPERFFDEIHTYSPSKN 

WWNCIVTTHGPPPMAGHSSCVI 

DDKMIVFGGSLGSRQMSNDVW 

VLDLEQWAWSKPNISGPSPHPR 

GGQSQLFKDAWLLHMHSGPW 

AWQPLKVENEEHGAPELWCHP 

ACRVGQCVVVFSQAPSGRAPLS 

PSLNSRPSPISATPPALVPETREY 

RSQSPVRSMDEAPCVNGRWGT 

LRPRAQRQTPSGSREGSLSPAR 

GDGSPILNGGSLSPGTAAVGGS 

S L DSP VQ A I S PSTPS A PEG Y DL K. 

ini APPpr.ci orvMiTM di rci 

luLoLArKKuoLrUyNULKLuol 

DLNWDLKPASSSNPMDGMDN 
RTVGGSMRHPPEQTNGVHTPP 
HVASALAGAVSPGALRRSLEAI 
KAMSSKGPSASGRH 


8504 


38872 


A 


8561 


25 


313 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codort for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop cudon,/=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8505 


38873 


A 


8562 


1 


1409 


MIERVLEGKWALSRAEGLHRH 

QCLEFLIHLVFQLMKVVNEMCP 

NITRI YNIGKSHQGLKLYAVEIS 

DHPGEHEVGEPEFHYIAGAHGN 

EVLGRELLLLLVQFVCQEYLAR 

NARI VHLVEETRIHVLPSLNPDG 

YEKAYEGGSELGGWSLGRWTH 

DG1DINNNFPDLNTLLWEAEDR 

QNVPRKVPNHYIAIPEWFLSEN 

ATVAAETRAVIAWMEKIPFVLG 

GNLQGGELVVAYPYDLVRSPW 

KTQEHTPTPDDHVFRWLAYSY 

ASTHRLMTDARRRVCHTEDFQ 

KEEGTVNGASWHTVAGSLNDF 

SYLHTNCFELSIYVGCDKYPHE 

SQLPEEWENNRJESLIVFMEQVH 

RGIKGLVRDSHGKGIPNAIISVE 

G IN H D I RT A\TDG D Y W R L LN P\G 

EYVVTAKAGRFHCIHPRTCMV 

GYDMGAHK/CLNFTLSKTN\LA 

RIRRDHWRSFGKAAPSALPSPG 

G*KLRG\RKRRQRG 


8506 


38874 


A 


8563 


3 


749 


KTDHILGHKTCLKTFRKJEIISGI 

LSDHSGIKLQINNKGNFGNHTS 

TWKLNNMLLNDQ*VNEEIKXEI 

*NHPETNDNGNATYQNL*DTG 

KEVLRGKL/IPISTYIK*VEKLQI 

NNLTMHLKELEKPEQTKRKITR 

RKE1IK1RAEINEIEAKKTIP1CFN 

ETNSWFLENIHKTNEHLARLRK 

KDPNKIREEKEDIITDTVEIQRII 

RSYYAKKWENLEETDKFLDTY 

NLPRLNNEEVQNLSRPITTTVPI 


8507 


38875 


A 


8564 


1 


842 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8508 


38876 


A 


8565 


1 


1203 


VPELFGNCRQLLEEVEVAT*PR 

RFRDSPGGSVQGL WTSL RRA AE 

MLFPVHLVRPRIVI*ILERFVPHA 

LDYLLGSRLFKEPLPLKQVNPS 

RSLDHLQRVAREHFINYLTQCH 

CYHVAEFELPKTIVTNNSAENHT 

ANSSMAYPSLVAMASQRQAKI 

QRYKQKXELEHRLSAMKSAVE 

SGQADDERVRGYYLLHLQRW\ 

VDISLEEIESIDQEIKILRERDSSR 

EASTSMSSRQERPPVKPFHSHF 

GTWLHSQSTFGAGYSKGWPTY 

RTVS\DWYE\QHRKLWSTYPDQ 

GI\AKAAPEEFRKAAQQQEDQ\ 

KKRRKRMVRTKQLPQSPGVGM 

TGSDTHP*GPMGTDRTWADLP 

TTPQD\SGVH\TPLPRKTMQSSP 

PPVSWLQLCTTEGKDAKSCFAF 

SKVSSDLSVYLYP 


8509 


38877 


A 


8566 


1 


995 


GTKELLLT*LGGSPLLLT*TKPL 

G V DPL\LKGG VTQG FN EKA VF A 

ALRPSYGQPAGKPAFAGAMSL 

AGAQGSLWSVEGGNKLVCSGL 

LKLTKANVIHATVTSVTLHSTE 

GKALYQVAYENEVGNSSDFYD 

IVVIATPLHLDNSSSNLTFAGFH 

PPIDDVQGSFQPTVVSLVHGYL 

NSSYTRFPRP*AFPL\SNILTTDF 

PSFFCTL DN I C P VNI S A SFRRKQP 

QDAAVWRVQSTKPLFRTQLKT 

LFRSYYSVQTAGVGRANPLYG 

FRPHGFPRFALHDQLFYLNALE 

WAASSVEVMAVAAKNVAFAW 

LYMRWYQDLDKIDQKDLMHK 


8510 


38878 


A 


8567 


1 


372 
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SEO "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*viu 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


851! 


38879 


A 


8568 


I 


1699 


MHAKSIKTQALADMEKLKVVV 

RDKNWVARI1PQMTSKGHVGV 

TTTSSAKLKSQGKDSVAVKRV 

RSGLMIGFRJFMVIPPYSFGPQVL 

MEIPKDADKLLCPSCAAVVLG 

QKKHETQTLSLKELPVQDNVV 

PKEDPGTWEWRTVKEG1LEEV 

MCWLQSRVEGDWAKEERKIFH 

EGELAEAKAGRGGLASCTCCPL 

TPGKMAGPWTFTLLCGLLAAT 

L1QATLSPTAVLILGPKWIKEKL 

TQELKDHNATSILQQLPLLIAM 

REKPAGGIPVLGSLVNTVLKHI1 

WLKVITANILQLQVKPSANDQE 

LLVKIPLDMVAGFNTPLVKTIV 

EFH MTTE AQATI RM DTS A SG PT 

RLVLSDCATSHGSLRIQLLHKL 

SFLVNALAK.QVMNLLVPSLPNL 

VKNQLCPVIEASFNGMYADLL 

QLVKVPISLSIDRLE/F*PSVSCH 

QG * H H S ALPGGQ V VG LTGKG D 

QV V\HNS A ASLTMPTL DN I PFSL 

IVSQDVVKAAVAAVLSPEEFM 

VLLDSVLPESAHRLKSSIGL1NE 

KAADKLGSTQIVKILTQDTPEFF 

YRPRPCQGGPTDRAGSVSLQ 


8512 


38880 


A 


8569 


1 


1060 


MGLPAQGVGGNTLAKLLASDD 

1AKGGKRNKSEASVVRNAADA 

PKVLQDLSARLMGDFELRNCN 

SPCTLLIGIVVLINAAAETLVFLS 

DHMEDQGSSQLNVAVLSYFQQ 

QDPEGQKEETAG1DLMDMASDI 

LQPKGDDVARISWYLRDIITRY 

QETFNVIERCPKPVIAAVHGGCI 

GGGGAAAPMPRPLASSLSSVM 

GQTVSQEAAPPPGSQGWFWWS 

FSIPGLYLLGVDLVTACDIRYC 

AQDAFFQVKEVDVGLAADVGT 

LQRLPKVIGNQSLVNELAFTAR 

KMMADEISSKSPVALQ/S/TKVN 

LLYSRDHSVAESLNYVASWNM 

SMLQTQDLVKSVQATTENKEL 

KTVTFSKL 


8513 


38881 


B 


8570 


331 


1200 




8514 


38882 


A 


8571 


3 


379 


TSLTFHSPEVPSS*PPSCTR*AGA 

ARGPRPPGAAGRPR*SC*GPPGT 

RRWQS*GGTSPLGPVPGGRSGA 

ASCGLPDCEL*PLKRSAQGRNQ 

CPV*SSPRSWSRSRSEPCAARG 

WPPSACRHGNRR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


8515 


38883 


A 


8572 


384 


1718 


SLQLPRGLLPESCAADPGA*PPS 

CTR*AGAARGPRPPGAAGRPR* 

SC*GPPGT/PALAKPPSCPVVTS 

AAPTQARPMIKPQGAAWSTQK 

LPIPTSASPTQKSPIPTSASSTQK 

LPIPTAAWSTQKLP1PTAAWST 

QKLPIPTAAWSTQKLPIPTAAW 

STQKLPI PTAASSTQKLPMPTAA 

SSTQKSPIPTAASSTQKLP1PTAA 

WST*KLPITRAAWSTQKLP1PTA 

ASSTQKYTIATAASYHAKATDA 

WST*KLP1PRAAWST*KLP1PTA 

AWSTQKLPIPTAASSTQKSPIPT 

AASSTQKLPMPTAAWSTQKLPI 

PTAAWSTQKLPIPTAASSTQKL 

PMPTAASSTQKLPMPTAAWSTI 

TTMGATTH\GPSTDTQNVVFLH 

PRCPEQASSQRSGAGAD*GLSN 

PKVSSAEAPSCAKDEPEVEKGR 

G P A P WTSQR WRRA VG RPRG 


8516 


38884 


A 


8573 


302 


543 


KLHLGWGKTPG*HWGLY*NLP 
RLNGPNSLMPSLRRVRRNKAR 
QVTSIAGCALQMEQWMHGMT 
RHPTRISTPITAAREVR1 


8517 


38885 


C 


8574 


253 


396 




8518 


38886 


A 


8575 


I 107 


1751 


LQDLSQYFGGSQLIKT*1G*TTSI 

ITNSNL*TTLEM/SVKGIAEQLG 

TNCQMAWENRIALDMILAERG 

GVCIM1KTECCAFIPNNTAPNGS 

ITKALQGLTALSNELASSSGVN 

DPFTGWLEKWFGKWKGITASIL 

TSLTAVMGVLILVGCCVJPCiCG 

LVQRHRGPPLVVIETKPLGLER 

LAGLPVGHALKLGSGIQATPQN 

GENADRREAFPAAS 


8519 


38887 


A 


8576 


1 


1365 




8520 


38888 


A 


8577 


3 


263 


QLILKDKFITQSAADIKEKLQKS 
TLGPERN LKTLLNL AT/CCFL* * 
RSGGAGGTGQTR*EKGHHFSH 
GPRASGLWRLWNAESLGKSNA 


OJZ 1 


38889 


A 


8578 


365 


470 




8522 


38890 


A 


8579 


1 


1278 




8523 


38891 


A 


8580 


23 : 


257 




8524 


38892 


A 


8581 


1 


1812 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ M> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


8525 


38893 


A 


8582 


265 


699 


LLGSTVLFHDPQLLIELYHSSHG 

PKVPFLGiREAKNSRSENTRLAT 

ILGAGLLPSWK WFTTILGAL*A 

RTPR*HFGNH/VTDIQS/RIEAVK 

LQMEPKMQSKTKiYRRPLDRPA 

SPRSDVNDIKGTPREE1SAAKAPL 

LRPNSAGSS 


8526 


38894 


A 


8583 


2 


181 




8527 


38895 


A 


8584 


1 


69 




8528 


38896 


A 


8585 


1 


674 


MDLNYTLEQMDLTDIYRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLErNSERMLENHANTWKLN 

NLLLNECWVKNKMKMEIKKLF 

ELNDNNDTTYHTslLWDRAKVVl 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIISIDAEKAFDKIQH 

PFMIKTLSKISIRGTYLNLIKDI/S 

♦QTHSQHNAEWGKIESIHSENW 

NRG 


8529 


38897 


B 


8586 


1 


415 




8530 


38898 


A 


8587 


1 


516 




8531 


38899 


B 


8588 


1 10 


382 




8532 


38900 


A 


8589 


140 


253 


QNKACQHPPKITRVHQQW1QT 

KKKSS1YLKKEFRRLV1KLIREA 

PEEGKAQCKEVQKLIQKVQGEI 

I DE I DTI N KKQPK LQETM DTLTK 

MQNAQESLSNRIEQEEEHSKSL 

ENIFGS1MEENFPSLARDLDSQI 

QEAQRTPGKFITKRSSPRHIVIR 

LSKVKTKER1LRVVRQKRKAIVL 

KS*PGNMTKQGLSTSPKNHTSS 

PTMDPNQEEILDLPEKRJQEVSY 


8533 


38901 


A 


8590 


89 


194 




8534 


38902 


A 


8591 


2 


633 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8535 


38903 


A 


8592 


298 


2648 


GSSKILLFNQNEDDKINFELFFF 

FVASALVLVQKAFSRSWSSMA 

LADKRLENLQIYKVLQCVRNK 

DKKQIEKLTKLGYPELINYTEPI 

NGLSALHLASVSNDIDMVSFLL 

DLGAHPDVQDRMGCTPTMRA 

AELGHELSMEILAKAKADMTIV 

DNEGKVLEGTGGLTSSPLAHIA 

VALHIPRRDTQGVLFYCILPTKR 

HYRCALIALEHGADVKNSTYE 

GKPIFLRACEDAHDVKDVCLTF 

LEKLGANPNA1NSILKLLFAYNG 

DVGLIS1NGNTPLHYAAMGGFA 

DCCKYIAQRGCDLKWKNLDHK 

TPRAVAKEGGFKAASKEIRR/C 

RENR**TSQARSQKSQ1PLWAL 

RLHDWSVEREAFLREAFAVLD 

RGDGSISKNDFVMVLEE\SRJM 

QAQNSWLPFAHLHEKTRGGGV 

NIN*ILLKEPDILNKSFVLGSYGP 

KKKEKGMGKKGKKGKFVLPLP 

ICVIPEYAFPRRQDGGPPYYMIE 

TYKNVTDSSRFNRDHPPEHP1Q 

DDSVWYIDDSEKVFSNINHTKA 

GDLASLKKAFESGIPVDMKDN 

YYKTPLMTACASGN I DVVKFLL 

EKGYASPSGQQDIVELLVESGA 

LIDAASJKNSTPLNRAIESCRLD 

TVKYLLDIGAKFQLENRKGHSA 

M DVAKAYA DYRIIDLI KEKLDN 

LPKPAENQKLKG KTPP1LKTEG 

PEIKKEEELLSSIYGVPTTSEGK 


8536 


38904 


A 


8593 


3 


838 


MGRGWTQAVGPRWSGGSSCTL 

YSVGADGRGQGHQSRGCRPPG 

PPSASSAPCLA WG AAGRARRE 

GLRQNAERSSPLTAPAGRP*PC 

GAGPCRR* SR* R\PL VGCLRPW 

ASPGTGAACGRCCCPPP*P/P*P 

NPWHFTVSKAFSYMPSTTA/RL 

VRGPRLLVGPVPVAPYIPP/PGS 

PASRRGSRCRGR^RP^PRPRP^V 

LSCHGVSL*TGPSLPGWLLQIW 
QRSAQMS/P/PPKGPP*GSREGPP 
PP/GPALLPAAAPGGQGHRAPA 
AG SCGRRA A A RRM E WVRNSPP 


8537 


38905 


B 


8594 


1 


2700 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8538 


38906 


A 


8595 


1 


1240 


FPPYATNE1GKVTGLNRRELGH 

GALAEKALYPVIPRDFPFT1RVT 

SEVLESNGMRR1GQPPASSRPV 

RRVRAPLPPPLLEVRAPLPASRP 

SGEVLCTVTFDSLESGIKSDQVI 

TA1NGIKDKNFMLHYEFPPYAT 

NEIGKVTGLNRRELGHGALAE 

KALYPVIPRDFPFTIRVTSEVLE 

SNGMRRIGQPPASSRPVRRVRA 

PLPPPLLEVRAPLPASRPSGEVL 

CTVTFDSLESGIKSDQVlTArNGI 

KDKNFMLHYEFPPYATNEIGKV 

TGLNRRELGHGALAEKALYPVI 

PRDFPFTIRVTSEVLESNGSSSM 

ASAC\GGSLALMDSGVP1SSAV 

AGRTN*DWSPKPDPEKGE1RKII 

VC*Q1FLGIEDYNGDMDFKIAG 

TNKGITALQADIKLPGIPIKIVM 

EAIQQASVAKKEILQ1MNKTISK 

PRASRJCENGPVVETVQVPLSKR 

AKPVGPGGYMLKKLQAETGVT 

ISQVDEETVFCNLHQHPVLMLE 

G KRLSFTEICKDDQEQA 1 RNLG 

AVILPAHNNWKSEILGVMGKII 


8539 


38907 


A 


8596 


152 


305 


DNQNGKLIKCS*PCNFVHRAPY 
AVEITVLRFHCNWTVQVAQRE 
RTFLILIK 


8540 


38908 


c 


8597 


414 


611 




8541 


38909 


B 


8598 


1 


403 
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SKQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8542 


38910 


A 


8599 


1 


1702 


MDSDEGYTMYEFDEDEECSEEDS 

GAEEEEDEDDDEPDDDTLDLG 

EVELVEPGLGVGGERDGLLCG 

ETGGGGGSALGPGGGGGGGGG 

GGGGGPGHEQEEDYRYEVLTS 

EVMILQHMVECIREVNEVIQNPA 

TITRJLLSHFNWDKEKLMERYF 

DGNLEKLFAECHVINPSKKSRT 

RQMXNTRSSAQDMPCQICYLNY 

PNSYFTGLECGH1CFCMQCWSE 

YLTTKIMEEGMGQT1SCPAHGC 

DILVDDNTVMRLITDSKVKLKY 

QHLITNSFVECNRLLKWCPAPD 

CHHVVKVQYPDAKPVRCKCGR 

QFCFNCGENWHDPVXQCKWLK 

KWIKKCDDDSETSNWIAANTK 

ECPKCHVTIEKDGGCNHMVCR 

NQNCKA E FC WVCLGP WEPHG\ 

SAWDTVPV*NEDDAKAARDAQ 

ERSRAALQSYLF\YC\NRYMNH 

MQSLRFXEHRLYAQWTQTMEE 

MQQHNMSWIEVQFLKKAVDV 

LCOCRATLMYTYVFVAFYM KK 

NKPSFHIFENNPKARFDFNATF 

GLSGWLGTRKFPKDSU ODIKO 

KVPRPSTRYCESRRKGFVTSMr 

HEGYEKDLWEYIED 


8543 


3891 1 


C 


8600 


118 


219 




8544 


38912 


C 


8601 j 


16 


408 j 




8545 


38913 


B 


8602 | 


1 


996 — r 




8546 


38914 


B 


8603 


1 


1302 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


8547 


38915 


A 


8604 


983 


2127 


DNWKS1RGSCWQDPRELLTFM 

APCIGVVVMQTTR*K*NTLAGH 

PSAGVCWCVTSAAACTGAWD 

ATSPLSSTFATAPGLPRCCSQAS 

PAPRAEPLHGQPGAPPHALKRP 

PGLPWP*PQEARQYRHNQAYA 

YSIQGDGAEDDDERIVRFHTRV 

INHICKRKNSPRJVQSMDLTEAA 

YSLSRDQKRMLYLFVDQIRKSD 

GTLQEHDG1CEIHVAKYAE1FGL 

TSAEASKDIRQALKSFAGKEVV 

FYRPEEDAGDEKGYESFPWF1K 

RAHSPSRGLYSVHINPYLIPFFIG 

LQN RFTQFRLSETKEITNPY AM 

RLYESLCQYRKPDGSGIVSLKID 

WITERYQLPQSYQRMPDFRRRF 

LQHIFVLRERPETVLIDLIQRTK 

DAVRELDNLQYRKMKKLLFQE 

AHNGPAVEAQEEEEEYGWNLD 

RAYDYVKERRTVTKPNPSFMR 

QLEEYQGILLARPKRTAYIYGS 

VYRRCGYADHKVEIKHPGWAS 

ISRGVLVCDECCSVHRSLGRHIS 

IVKHLRHSAWPPTLLQSGFPGP 

SRRA A PRA ARGPTPRTEE A A W 

AAMALTFLLVLLTLATLCTRJ^H 

RNFRRGESIYWGPTADSQDTVA 

GSPDHGLLAFAYHRLVRFLLW 

VLCPGWAFFLVNSSRGGVFNPI 

LHPCPRHGQARFAGVGRAEDV 

TFLYHPCAHPWLKLQLALLAY 

ACMANPSLTPDFSLTQDRVDIE 


8548 


38916 


A 


8605 


1 


224 


RKQEWLSKQKENIQHFQAEEE 

ANLLRRQRQYLELECRRFKRR 

MLLGRHNLEQDLVREELNKRQ 

TQKDLEHAMLLRQHESMQELE 

FRHLNTIQKMRCELIRLQHQTE 

LTNQLEYNKRRERELRRKHVM 

EVRQQPKGLKSKELPNKKSSFQ 

GYLQNSQTRQYKALRNHLLET 

TPKSEHKAVLKRLKEEQTRKLA 

ILAEQYDHSINEMLSTQAVSLLF 

LGQNKFSAPFLPPP*AVSEQLCA 

HSLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8549 


38917 


A 


8606 


1051 


1875 


SDQLTAHLLNCVEVAELQFLHR 

FMLSFIPIHHLRLFTA PAQDASL 

VPLKGD1 LGVKLSG DDGRG K P 

AQHLFLSGLSSSQQQLPVLPSQ 

CQSLCVHHPAVVVNLHDHGAC 

VSCLPDLGP*RQSCGSLAARSC 

GQSPGVWCLPSGSGRSSTLCRC 

H*GRSWTPGAPS**TPISSPRRSP 

GPCAASPGARGCPPAASPPAGS 

PGTEAPAAPAPG PGYSQPPGAL 

SSRCDSPCPRLRRAPGAHGHTP 

RCPSVVARCRGVRPRGSSCSMS 

TSLTRSCSKL 


8550 


38918 


A 


8607 


714 


2148 


MPAVAKSKFINRSKRRMCPQV 

LRSASPIQEGEKISANENSLAVR 

STPAEDDSPGDSQVKSEVQQPV 

HPKPLSPDSRASSLSESSPPICAM 

KKFQAPARETCVECQKTVYPM 

ERLLANQQVFHISCFRCSYCNN 

KVLSLGTYASLHGRIYCKPHFNQ 

LFKS\KG\NYDEGFGHRPHKDLI 

GQAKMKTEEILER\QPQLANAR 

ETPHSPGVEDAPJAKVGVLAAS 

M E A KAS SQQ EKE DKP A ETKKL 

RIAWPPPTELGSSGSALEEGIKM 

SKPKWPPEDEISKPEVPEDVDL 

DLKKLRRSSSLKERSRPFTVAA 

SFQSTSVKSPKTVSP\LIRKGWS 

MSEQSEESVGGRVAERKQVEN 

AKASKKNGNVGKTTWQNKES 

KGETGKR/R*GKVHSLEMENEN 

\FV\ENGARLP1EDDNQLPPKQQ 

SSTKNPSLLEFGPSFVDNHLLLK 

EFTT\QNQKSQDVELWEGEVVK 

ELSVEEQIKRNRYYDEDEDEE 


8551 


38919 


A 


8608 


1 


4479 

1 
1 
( 


MCFSPKJCLYKHEIHKLKDLTCL 

KPSIESPLRQNRSRSIEEEQKQE 

ENGDSQL1LEKIQLPQWSISLNM 

TDEHGNLVNLVCDIKKPMDVY 

KIHLNQTDPPDID1NAMVALDF 

EYPMTQENYENLWKLIAYYSE 

VPMKLHRELMLSKHPRVSYQY 

RQDADEEALYYTGVRAQILAEP 

EWIMQPSIDIQLNRPQSTAKKV 

LLSYYNQYSQTIATKDTRQARG 

*SWVM1EPSRAVQKDQTVLEG 

jRCQLSCNVKASESP 
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SKQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8552 


38920 


A 


8609 


1 


9009 


MDEFAPGKHLATSGDLFGDHN 

YGRRTYHTLEVKCAEEHPAVS 

DPFQRQSLRALSPLSEDLPPSSG 

LRSGLTKLELLMIHGNEIPSIPD 

GALRDLSSLQVFKFSYNKLRVI 

TGQTLQGLSNLMRLHIDHNKIE 

FIHPQAFNGLTSLRLLHLEGNLL 

HQLHPSTFSTFTFLDYFRLST1R 

HLYLAENMVRTLPASMLRNMP 

LLENLYLQGNPWTCDCEMRWF 

LEWDAKSRGHSCRGCAHSLSH 

EIQLAKGFCEMLLL 


8553 


38921 


A 


8610 


1 


4971 


MKASG1LKCKKDKAYEGGQLC 

AMCFSPKLKLYKHE1HKLKDLTC 

LKPSIESPLRQNRSRSIEEEQKQ 

EENGDSQLILEK1QLPQWS1SLN 

MTDEHGNLVNLVCDIKKPMDV 

YK1HLNQTDPPDIDINAMVALD 

FEYPMTQENYENLWKLIAYYS 

EVPMKLHRELMLSKHPRVSYQ 

YRQDADEEALYYTGVRAQILA 

EPEWIMQPSIDIQLNRPQSTAKK 

VLLS YYNQYSQT1 ATKDTRQ A R 

GRSWVMIEPSRAVQK 


8554 


38922 


A 


861 1 


1 


1283 


LSFTTCSTFSTNYRSLGPAQAPS 

YG/SRPVSSVASVYAGTGNSGS 

RJSVSCSTSFRGSMESGGLAAG 

MT/GGLAGMGGIQNEETMQSL 

ND/* LAS YPDRVRHLETKN RKL 

ESKIWEHLEKKGPQVRDWSHY 

FKTIRNQRAQSLAITVDNACIVL 

QINNTHLAADDFRVKYETELA 

MCQSVESNIHGLCKVNDDTNV 

TRLQLETEIKALKEELLFMKKN 

HEEEVKGLQAQIASSGLTMEVD 

P\KSQHLAKIMAAIRAQYDELA 

WKNGEELDKYLSQQIEESTTVV 

TTQSAKAGAAEMTLTELRCTV 

QSLEINLNSMRNLKLASLENSVR 

EVKACYTLQMEQLNGILLHLGS 

ELAQTQAKGQCQAQEYEALLN 

IKVKLEAEIATYCHLLEDGKDF 

NLGDALDSSNSMQTIPKTTTHQ 

RVDGKVVSETNDTKVLRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8555 


38923 


A 


8612 


2 


1365 


RPQSLSPVLSLSPDSMSFTTRST 

FSTNYRSLGSVQAPSYGARPVS 

SAASVYAGAGGSGSRISVSRST 

SFRGGMGSGGLATGIAGGLAG 

MGGIQNEKETMQSLNDGVASY 

LDRVRSLETENRRLESKIREHLE 

KKGPQVRDWSHYFKflEDLRAQ 

IFANTVDNARIVLQIDNARLAA 

DDFRVKYETEL AM RQSWENDI 

HGL RK V I DDTN 1 TRLQLETEIE A 

LKEELLFMKKNHXEEEVKGLQA 

QIASSG\LTVEV\DAPKSQDLAK\ 

1\M ADI R\AQ Y * RAG LG KN REEML 

DKYW\SQQIEVSTTVVTTQSAE 

V\GAA\ETTLTELRRTVQS\LEID 

LDSMRNLKASLENSLREVEA/R 

RTPLQMEQLQRGSLLHLESELA 

QT\RAEGQRQA\QEYEALLEHQ 

GSSLEAEI\ATYRRLLEDGEDFN 

LVGDALDSSNSMQTIQKTTTRRI 

VDGKVVS\ETN\DTKVLRH 


8556 


38924 


A 


8613 


170 


399 




8557 


38925 


A 


8614 


141 


287 


LPSRRAGLGTCSPPCLSLPPASR 
A P VRPEPLR* APPPA PRRP VPST 
TQG 


8558 


38926 


A 


8615 


356 


574 




8559 


38927 


A 


8616 


552 


770 




8560 


38928 


A 


8617 


158 


368 




8561 


38929 


A 


8618 


1136 


1410 




8562 


38930 


B 


8619 


1 


631 




8563 


38931 


B 


8620 


321 


2234 




8564 


38932 


A 


8621 


170 


444 




8565 


38933 


A j 


8622 


325 


722 


LIELRHLVFFVLLLFRDLQHIMA 

CNMRDAVRFFVCFLVIFFREGL 

SRSSGA/DDRFLAGP*LLSRGAG 

LGTCSPPCLSLLPTPWAP/AAAP 

ASLT\TPPPAPRRPVPSTTQGLRS 

ASARHGTGRQLHLQPRCGIH 


8566 


38934 


C 


8623 


1 


1449 




8567 


38935 


A 


8624 


326 


626 


LPSHGAGLGTCSPPCLSLPPPLW 

AP/AAAEPPRQAPPPAPWCPVPS 

TTQGLRNASTRRRTGRQLHMI 

WPFPASLKSSPATLPCEHCAPTT 

LTFSCSSNMQT 


8568 


38936 


A 


8625 


2009 


2227 




8569 


38937 


B 


8626 


182 


1513 




8570 


38938 


A 


8627 


497 


761 

i 


NHTSCLPLGPGTTAEELPSLVA 
GFGTCSPPCLSLPPTPWAPVRPE 
PPR*APPPAPQRPVPSTTQGLRN 
\ STRH RTG RQLHLQPRCG 1 H 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8571 


38939 


A 


8628 


218 


855 


GAGLGTCSPPCLSLPPTQRAPV 

RPEPPRRAPPPAPRRPVPSTTQG 

LRSASTRHRTGRQLHLQPQCGV 

H* VKPAGLLSLALETRTNPAA/ 

DKHLWQSIISLQLKSDLLKEML 

GSQTGNGNVQDVLRYLVKSET 

QKAIKVSLDCVRKRYYRSSLSL 

QLKLCDCWGQALFSSALTLDP 

KEVVVRDLEELSNYKTTLEGSG 

IFDSVARVREESEAEGT 


8572 


38940 


A 


8629 


350 


615 




8573 


38941 


A 


8630 


186 


566 


RLLSPA ACRSGTMIFPSI HPSQC 

RM!GLGWKK*SSVHNATPWAP 

VPPEPPGRAPPPAPGRPVPLTTQ 

GLRSASARRRTGRQLHLQPQCG 

1HWVKPAGLLSHEGPRLRSSSQ 

SDQEPTNSGHSGMCL 


8574 


38942 


A 


863! 


656 


874 




8575 


38943 


A 


8632 


415 


634 


LPSRGAGLGNCSPPCLSLPPTPW 
APVQHKPPRRAPP\PTPRHPVPS 
TTQGLRNASAWRRSGRHLHLQ 
PQCGIH 


8576 


38944 


A 


8633 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 



1078 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8577 


38945 


A 


8634 


1 


1743 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

FARFEGTASSGKTKFLPRFRJSF 

LMAAIVKPPEPIPLKWLTDKPI 

WTEQWPLSKEKLEALEDLITQQ 

LKKGHIAPTFSPWNSPVF11KJCK 

SAEQDCEWFVFTILAVNNLQLK 

PAKRFHWKVLPQGPNQQPIWIP 

SRYLKPYHKPDAKEEIPEGSQG 

FPVAAMSRLTLRRTPTVTSNTH 

RTQPPTWGQIEKLPQMAEENLR 

KAGQPVTISNW1LPR1TKFKPIE 

GAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVN ASG LKRRYS1T 

WKE A KAI IQRCPTCQ V M LSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKIPGESR/ETPGCSHVKTDAE 

EDANCHEQHPSNTATHLGTDQ 

EAVTDGGRKPEESGTTSHNE*F 

NDSGDHHCLQQGL 


8578 


38946 


A 


8635 


820 


1344 


PDGTTRD AG RGDLRS VS WETL 

RGCPAVRKDSIGWIRLSRTLKK 

NVHLCPLPRGQGLFVCPVTSSS 

PQH1SSHRGFWN1SKDAPMSWP 

GSYSCHNVVAPVGQGQ*SRRA 

RMLRGLLSKAGHHSFCTDQA1D 

LEITKFTFTWTD*VTLGQ*FMLS 

ES*SSCKPNSCCPVQCLVHSGG 


8579 


38947 


A 


8636 




760 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


8580 


38948 


A 


8637 


1 


1354 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

A VESQG KFVCVLYNGQQSPE Y 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKJTS 

GGEQYPSFSAIKQGPKEPY1DF1 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDC1KACDDIGDGSSNGKAS 

YFGSKSKVFQTSYTSAQKAELV 

AVIEVLTAFDMPrNVlSDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

TAVSNARHFHNLTHVNASGLK 

CRYSNTWKAAKAIIQRRPTCQ 

MVHSSSFTGGVNPQGLEPNSL 

WQMDVTHVPSFGRLAYVHVC 

VDTFSHFVWATCQSGES 


8581 


38949 


A 


8638 


596 


1820 




8582 


38950 


A 


8639 


275 


1495 


RLGSSLLEYT/LPDQQGMIIATFE 

PFPFKFGKAHSVDYIKLACDGIG 

GPLTEGNQMADCLVANAISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAI [QQCPTCQM VHSSSF 

TGGVNPRGLEPNSLWQMDVTH 

VPSFGRLAYVHVCVDTFSHFV 

WATYQSGESSACVS\KHPLLQC 

FVVVGIPAFIKTDNAPGYTSQA 

LATFFSVWNIKHITG1PYNSQGQ 

AIVERMTMLSLKQQLQKQKGGN 

RDYR/TTP*MQLNLALLTLNFLS 

LPKGQMFSAAEQHLQKPAAKT 

KTEQLIWWRDLITKSWEIGKIIT 

WGRGYAY1SPGQNQQPIWIPSR 

HLKPYHEPDAVRXRLQEDPEDP 

PSCSHVKTDAEEDPNCHEQHPS 

NTA1HLRSDQEAVTDGRRKPEE 

WSGTRTWWRPWSCRT 


8583 


3895! 


A 


8640 


232 


789 


ERPWGPEGNSEGSFCPKGLE\PR 

TCLRGPAASAAAGAEGRQDPP 

GGPWCSPAAGDLGSPGVQSPG 

GGSPRGAQVAMSGSRRRRAEP 

GVWGALQ*HRR*ARRMHSFPP 

SL/PLL*NG*SPLFLVSKCLTGSP 

LRSASPCPPAARSC*KHPDSSPG 

RGPGARQSPALHPALPSLARRA 

APGRSFPLTSRK 


8584 


38952 


A 


8641 


1 


149 





1080 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8585 


38953 


A 


8642 


1 


254! 




8586 


38954 


A 


8643 


I 


989 


MQRGQQATGSSANAWGILQPK 

WVQTGPDNKLRMARNVLKYER 

LLAESPNHVVAEAVIQRPNIPHL 

QTRDTYEGLCQTLGSQPTLYQI 

PSL YCS Y ETNSN A YLLLQP1RKE 

VIHLEPYIALYHDFVSDSEAQKI 

RELAEPWLQRSVVASGEKQLQ 

VEYRISKSAWLKDTVDPKLVTL 

NHRIAALTGLDVRPPYAEYLQV 

VN YG IG G H YEPHFDH ATSPSSP 

LYRMKSGNRVATFMIYLSSVE 

AGGATAFIYANLSVPVVRVVQ/ 

WPGTS*AFDNQCQNAALFWW 

NLHRSGEGDSDTLHAGCPVLV 

GDKWVANKWIHEYGQEFRRPC 


8587 


38955 


A 


8644 


2 


505 


AWLKDTVDPKLVTLNHRIAAL 

TGLDVRPPYAEYLQVVNYG1G 

GHYEPHFDHATSPSSPLYRMKS 

GNRVATFMIYLSSVEAGGATAF 

IYANLSVPVVRVVQ/WPGTS*A 

FDNQCQNAALFWWNLHRSGE 

GDSDTLHAGCPVLVGDKWVA 

NKWIHEYGQEFRRPCSSSPED 


8588 


38956 


A 


8645 


298 


401 


KKSLLVRRSWRMKELKKKIGQ 
Y*RKLGRLKGKAI 


8589 


38957 


A 


8646 


1 


417 


FRAAPAPESGGESVFGETHRAL 

QGAMEKLQR/RLWKEKVDLKE 

RVEKLELQF1HLSGQTDTIGRK 

YISQGAVSETQHWE/KEDIVRL 

AQDQEEMKVNLQELR/EQVLQ 

L VG DHKEGHG K/FLTI AQNPAD 

EPTLGAPIAQELGC 


8590 


38958 


A 


8647 


2 


430 


AAVKPLGSAETAVP1ARLGCRR 

FSRSRCCRRRGRGSLLSFSAAK 

VAFFNSAGANAQEEQRVCCQP 

LAHPVASSQKKPEVAAPAPESG 

GESVFGETHRALQGAMEKLQR/ 

RLWICEKVDLKERVEKLELQFIH 

LSGQTDTHNKISY 


8591 


38959 


A 


8648 i 


1 


2769 




8592 


38960 


A 


8649 


1 


314 


FVNLFEIPVRVVEFGATCRAVA 
EPEQQR*SPSARPRPPCPLLASV 
AAALAAAAAAAAGGEAAYCL 
SPRRR*GAVSARPAGEPREPHE 
WDNRRSDFKRRRRGRDG 


8593 


38961 


B 


8650 


46 


307 




8594 


38962 


C 


8651 


1 


4584 




8595 


38963 


B 


8652 


438 


532 




8596 


38964 


B 


S653 


832 ! 


)27 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8597 


38965 


A 


8654 


320 


1 136 


RIMET1ANLSSQSPVSLPLRVGL 

AEYLEMEED/DLDSEQEAPRPM 

PNIPGDLESREP\QVAFFNSAGA 

SAQEEQRVCCQPLAHPVASSQK 

KPEVAAPAPESGGESVFGETHR 

ALQGAMEKLQVTTLWKJEKVD 

LKERVEKLELQFIHLSGQTDTIV 

SERLGHRWGELPGHPRGPSI*A 

MSSCRKVHQPGGSVRDAALGE 

EDIVRLAQDQEEMKVNLQELR/ 

EQVLQLVGDHKEGHGK/FLTIA 

QNPADEPTLGAPVAQELGCAD 

EQGGFYPRSPLDC 


8598 


38966 


B 


8655 


97 


235 




8599 


38967 


A 


8656 


1 


2104 




8600 


38968 


A 


8657 


-> 
-> 


1107 


FMTTDERKLFNHLKSPHLKYW 

VPF1WFGNLATKARNEGRIRDS 

VDLQSLMTENWRYRSWCSLLF 

GYDWVGIPLVYTQVVTLAVYT 

FFFACLIGRQFLDPTKGYAGHD 

LDLY1PIFTLLQFFFYAGWLKVA 

EQHNPFGEDDDDFETNWC1DR 

NLQVSLLAVDEMHMSLPKMK 

KDIYWDDSAARPPYTLAAADY 

CfPSFLGSTVQMGLSGSDFPDEE 

WLWDYEKHGHRHSM1RRVKRF 

LSAHEHPSSPRRRSYRRQTSDSS 

MFLPRDDLS/HSQGPTGCALKK 

PPQGLTHLE/DNPASQKEAPRCT 

SAWESCPPSGRPARQALYRA*P 

HSPV*ELPPSKCH\GT*GIDHSSR 

STSAHIRGLPP*FRYLHLEL 


8601 


38969 


A 


8658 


3 


397 




8602 


38970 


A 


8659 


346 


474 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8603 


38971 


A 


8660 


1 


1344 


MHSTWLCFPARLLKELPFPQGL 

FPRLTIRSASRTPPAALERVTRD 

PCAATCLDRGSLKGILGHSPFQ 

SPPVTSHCAENPNTLKAPPPYV 

GATSALVLSLGGPVTPWLSVEL 

SIRTFASSGLIYYMAHQNQADY 

AVLQLHGGRLHFMFDLGKGRT 

KVSHPALLSDGKWHTVKTDYV 

KRKGFITVDGRESPMVTVVGD 

GTMLDVEGLFYLGGLPSQYQA 

RKIGNITHSIPACJGDVTVNSKQ 

LDKDSPVSAFTVNRCYAVAQE 

GTYFDGSGYAALVKEGYKVQS 

D VN ITLEXFRTSSQNG V L LG I ST 

AKVDAIGLELVDGKVLFHVNN 

GAGR1TAAYEPKTATVLCDGK 

WHTLQANKSKHRFTLJVDGNA 

GWR*KSHTPQSTPVDTN\NPIYV 

GGXYPAGVKQKCLRSQTSFRGC 

LRKLALFNRG PQ VQSFDFSRAFE 

LHGVFLHSCPGTES 


8604 


38972 


A 


8661 


3 


92 




8605 


38973 


A 


8662 


2 


158 


HTFPTFSSSPHLVMMIQPSSSSP 

PPPLPPPPPSSVPPLPLPPSPPPLLL 

FFL 


8606 


38974 


A 


8663 


21 


471 


DGPQDQPPHQPSSSSPPPPLPPPP 

PFPPPLPLPPSPPPLLLFFCSDEA 

LLCCHTGVELFFV1FAYCSG/PE 

TEPAISPRYASSSGl NGFPI PRT 

PPAYA*IPSSGIHFNPSLAIKPST 

TTTL VRTPTTH H HSRRPT1 TTQS 

STTAPSRLHP 


8607 


38975 


A 


8664 


2 


105 




8608 


38976 


A 


8665 


3 


265 


RXDLYANTAALSGGTTMYPGIA 
DRMQKEITALAPSTMKIKIIAPP 
ERKYSVWIGGSILASLSTFQQM 
WISKQEYXDESGPSIVHRKCF 


8609 


38977 


A 


8666 


3 


757 


NTPVAMYMAIQAVLSLYTSGRT 

TGIAMDSGDGVAHTVPIYEGYT 

LPHAILHLDLAGWDLTDYFMKI 

LMECSYRFTTMAEQEIVCDIKE 

KLCNIALDFEHKMATGASSSSL 

EKSYEVPDGQVITIGNEWF/*VP 

EALFQPS/MGMESCGIQETTFNS 

IMKCDVDICKELYAKMVLSSGT 

TMYLG1ADRMQKEITALGRPST 

LRFRF1APP/ERRKYSV\WIGG\SI 

LASLSTFQQ\MWI\SKQE\YDES 

GPLHPSTANCF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnktio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8610 


38978 


A 


8667 


3 


171 


CPLCRGNHWKVHCPSGR/MVP* 
VRSPQPDDPTTGQRVPGASASS 
CHHPH* APGTFNH 


8611 


38979 


A 


8668 


1 


325 


SPSRTCYQCGLQGHF*KDC/TSE 

KPPPRPCLLCQGNHWKVHCPR/ 

VTKVLWVRSPQPDDPATGLRV 

PDD*EHTIRRAYALGKSAVTSK 

PPPPYPARSRLNVRRLCSLATN 


8612 


38980 


A 


8669 


3 


377 




8613 


38981 


A 


8670 


1 


423 




8614 


38982 


A 


8671 


1 


1659 




8615 


38983 


A 


8672 


1 


1449 


MVNDTDRPKVQVEYKGETK1F 

YPEEVSSMVLTKMKEIAEAYLG 

KTVTNAVVTVPAYFNNSQHQA 

TKDAGTIAGLNVLRIINEPSAAD 

IAYGLDKKVGAERMVF1FDLRG 

GTFDVSIL1IQDGIFEVKSGDTHL 

GEEDFDNRJVSHFIAEFKHKYK 

KDITIRDVKLDKSQIHD1VSIGG 

YTHIPK1QKLLQDIFNRXELNKS 

INLDEAVAYGAAVQAAILSGD 

KSENVQDLLLLDVNPLSFGIEL 

AGGVMTV/LPVLIKHSTTIPTKQ 

TETF*QPIYSDNQPG\YEGECAM 

TKDDNLLDKFELTGIPSAPHGV 

PQIEVTFDIDANGILNVSAVDKS 

VGKENTITTTNDKHRLSKEDM 

NIWSAEKYKAEDKRQRDKVSS 

KNSLESYAFHMKATVKDEKLQ 

GKINGEDKQK1LDKFNEV1KWL 

DKNQAAKKEEFEHQQTELEKV 

CNLIISKRYQSAGGMPGGMPGG 

FPGGGAPPSSGASSRPITEEVD 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8616 


38984 


A 


8673 


18 


1388 


TRLQLLGFLWLPSLLEPGLHPS 

NHGPRGPAVGIDLGTTYSCVGV 

FQHGKV\EIIAN\DQGNRTTPSY 

VAFTDT\ERLIGDAAKNQVAMN 

PTNTSF*LPNGLIGR\RFD\DAVV 

\QSDMKH W\PFM V VN DAG RPK 

APS*NTKGETKSL\YPEEGVFLW 

V*PKMK\EICRSLTLGKTVTNA\ 

VVTVPS\YFNDS\QRQATKDAG 

TIAGLNVLRI\INE\PTAAAIA\YG 

LDKKGLEQKRNRAHLLTWGG 

GTFXDVSI LTIED\GIFE\VKSTAG 

DTHLG/GEEDFDNRMVNHFIAE 

FKRKHKKD1SENKRAVRRLRTA 

CERAKRTLSSSTQASIEIDSLYE 

G I DF YTSITRA RFEELN ADLFRG 

VLVGGSTRIPKIQKLLQDFFNG 
KELNKS INPDE A VA YG A A VQA 
AILSGDKSENVQDLLLLDVTPL 
SLGIETAGGVMTVLIKRNTTI 


8617 


38985 


A 


8674 


2 


1559 


RYLNWIGTPTKGMSLKAFVQQ 

PHKSYWLKTLLPDNMEALQIR 

K*VPNILGTCAVSWLKGPCSDV 

AVKKFFIFSLGNYWEGN*LI*EH 

GYKVW*HSNSYLEP1SPAQTPK 

KRTTSYFSTLLCLRLRSCLSFLK 

RIECYEVNYQPLDEELDR*EPAP 

QSQGLDLSPSFDIL*DHIQSRTV 

YYLMNIHVTPRSIYLCRHGESE 

LNIRGRIGGDSGLSVRGKQVG 

WATHTQMGWLGCPRWAAGFP 

ILPSRPYPNAGVTLAAPVPTHDS 

VLPALPTRAGGQDETEPGLKAG 

PTGLPSAPPLEMGGGAPGKALS 

WMATPWCLPFCYVEVALTCAA 

PTVYQAVVWVLPIHYLKCSPQT 

AGQMRQCSLDMRPERGRDVSE 

GTRDHVRELREFNLWLIPPCQG 

L L PTSHM KRTI QT A E A LG V P YE 

OWKAI NFIDA VRrMPi* KfVW 

»» Jvr\L»nl_»IL/A V fW^lVlVJ 1 >3\w V W 

G*LESGIIPLRDODKYRYRYPk: 
GEVRFAGWPNA*DYSPVSSLQL 
NV\LL1CHQASMRCLLAYFLIKS 
SGTTLISALGMFDGI 


8618 


38986 


C 


8675 


16 


206 




8619 


38987 


A 


8676 


157 


413 


ALVCS/SSLA1REMQ1KTTMRYH 
LTPVRMAIJKKSGKNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW'FLRNLELEIPFDPAIPLL 


8620 


38988 


B 


8677 


377 : 


>126 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8621 


38989 


A 


8678 


1 


1731 




8622 


38990 


A 


8679 


2 


1675 




8623 


38991 


A 


8680 


1 


2142 


MHLIDAEKCAFDK1QQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQAIRQEKE1 

KGIQLGKEEVKJLSLFADDMILY 

LENPIVSAQICLLKLISNVSKVSG 

YKINVQKSQAFLYThTNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKLPLLNK1KEDTNK 

WKNIACSWIGR1MIMKMAFPR 

WELRNENTWTQEGEHHTLGPV 

VGWGKRGGIALVD1PNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKV1YRFN 

DIPIKLPMTFFTELEKTTLKF1W 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K1HSRW1KDLNVRPKT1KTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLICSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISR1YKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVTREMQIKTTM 


8624 


38992 


A 


8681 


1 


1242 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


8625 


38993 


A 


8682 


14 


1785 


FDQVEbRVSVIEDQMMEMKRE 

EKFREKRV1RNEQSLQE1WDYV 

KRLNLHLIGVPESDWENGTKLE 

NTLQDIIQENFPNLARQANIQ1Q 

EIQRMPQRYSSRRTTPRHHLNA 

HKRK*ERYKIDTLTSQLKELEK 

QEQTYSKASRRREITKIRAELKE 

IETQKTLQKINESRSCFEKFNKID 

RLLARLIKKKREKNQTDV1KND 

KGDITTDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTK K STG PDRFTAEF YQRY KEE 

LVPFLLKLFQSIEKEGILLNSFYE 

AST1LIPKAGRDTTKKENFRPISL 

M7M1DAK1L7MK1LANRIQQHIKKL 

1H YNQVSFIPG IQG WFNICKSIN 

V1QHINRTKDKNHT11S1DAEKA 

FDKIQQPFMLKTLNKLGIDGTY 

LKIMTAIYDKPTASTILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKG1QLGKEEV 

KLSLFADDMIVYLENPIVSAQT 

LLKLISNFSKISGYK1NVQKSQV 

FPYTNNRQTESQ1MSELLFTIAS 

KRIKYVGIQLTRDVKDLFKEN 


8626 


38994 


A 


8683 


1 ; 


5127 




8627 


38995 


B 


8684 


l 


1461 




8628 


38996 


A 


8685 


2 


1879 




8629 


38997 


A 


8686 


1 


1299 


M K LPEEG SG S II CC S A I FA VLQL 

PLVJHRQTGYGEDLQQTPTDLQ 

LRDLTDHSSSPAMEQSWMEND 

FDELNRSRLQKANKLENLEETD 

KFLDTYTLPRLNQEETESLN RPI 

TGSEI E A 1 INN V PTKKSPGPDG V 

T A KF YQ R YK EEL RT VNKNH Mil 

SIDAEKAFDN1QQPFMLKTLNK 

LGIDATYLKIIRAIDDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

P1VSAQNLLKLINNFSKVSGYKI 

N VQKSQEFL YNNNRQTENQI M 

SELPFTIASKRIKYLGIQLTRDV 

KDLFKENYNPLLNEIKKDTNK 

WKNIPCSWIGRJNIMKMAILLK 

VIYRFNAIPIKLLMIFFTELEKAT 

fLKCPNQKRAHIArCPILSQKNK 


8630 


38998 


B 


8687 


i : 


2187 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mer 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlcno\vn, 
*=$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8631 


38999 


A 


8688 


1 


1698 


MMGDFNTPLSTLDRSMRQKVN 

KDIQELNSALHHMDL1DIYRTL 

HPKSTEYTFFSAPQRTYSKIDHI 

VGSKALLSKCKRTEI ITNCLSDH 

SAIKLELRIKKLTQNHSITWKLN 

NWLLNDYWVHMEMKAEIKMF 

FETNEIKDTTYQNLWDTFKATL 

NQEEVESLNRPITGSEIQAMINS 

LGTKK/S PG PDG FT A K F Y/P\E * H 

DCISRKPHRLSPKSP*ADKQLQ 

QSLRJQNQCSKITSILIHQ*QTNR 

EPNHE*TPI HNCIKJDNKIPRSPTY 

KGCEGPLQGELQTTAQRNKRG 

HKQMEEHPMLMDRKNQYHEN 

GHTAQGNL*1QCHPHQATNDFL 

HRIGKKYSKVHMEPKKSLHCQ 

VNPKPKEQSWTU-1HTT*LQTILQ 

GYSNQNSMVLVPKQRYRPMEH 

NRALRNNATYLPLSDL*ET*QK 

QEMGKGFPI*QMVLGKLASHM 

*KAETGSLPYTLYKN*FKMD*R 

LKC*T*NHKHPRRKPRQYHSGH 

RHGQGLHV*NTKSNGNKSQN* 

QMGSH*TKELLHSKRNYHQSE 

QATYRMGENFCNLLI*QRAN!Q 

NLQRTQTNLQ/RKKQPHQQVG 


8632 


39000 


A 


8689 


1 


5073 




8633 


39001 


A 


8690 


128 


1407 


EKKASDDQTTPSYRRKFKPKA 

KKLNTLK K I * TN/RITRITN R E KC 

LKELMELKAKARELRJEECRSLR 

SQCDOLEERVSVMEEIQTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRP1TGSE 

IV A 1 IN SLPTKKS PG PDG FTA KF 

YQRYKEELIPFLLKLFQSIEKEG! 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNICKSRNVIHHINRTKDKNH 

MHSIDAEKAFDKIQQPFMLKTL 

N KLG 1 DETYLKI 1 RA 1 Y DK PT AN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


8634 


39002 


B 


8691 


1 


1443 




8635 


39003 


A 


8692 


I 


1878 




8636 


39004 


A 


8693 


1 


1479 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8637 


39005 


A 


8694 


1 


2091 


MVFLEKiSVGISRLSKQHPPFIR 

VALPLDADPTVSRJGSFQWVLG 

LADFRNEAVDPRDVQMCPEFIP 

SGGFVVFLTSGVKPQTFTVSITA 

LKGEPTQMRRNQKTNSGNMTK 

LGYLTPQKNHTSSPAMSPNQEQ 

IPDSPEKEFRRTEEASLTEGGT1 

NPIISWAVGNGSSKNLYHILGK 

GRKIFSSSGIKQKSIASGERQNF 

QRNDQTAAFAVHENPLFCSHR 

CWYPGKQEKCLKELMELKAK 

ARELREECRSLRSRCDQLEERV 

SVMEDEMNEMKREGKFREKRI 

KRNEQSLQEIWDYVKRPTLHLI 

DVPETLNAHKRKQERSKTDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETEKTLQKINESR 

SWFFERINKIDRPLARUKKKRE 

KNQIDA I KNDKGDITSDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGSEIVA 1 INSLPTKKSPGPDGST 

AEFYQRYKEELLISNFSKVSGY 

KINVQKSQAFLYTNNRQMESQI 

MSELPFTITSKRIKYLGIQLTRDI 

KDLFKENYKPLLNEIKEDRMKC 

KNIPCSWVGRJNIVKMAILPKVI 

YRFNAIPIKLRMTFFTELEKTTL 

KFI WNQKRARITKS VLSQKNKA 

GG F TLPDFKL Y YKATVTKTA W 

Y WYQN RDI\DQ WNRTEPSE ITP 


8638 


39006 


A 


8695 


I 


3514 


MELKTKA RELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 1 


8639 


39007 


A 


8696 


1 


2091 
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SEQ If) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IH NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8640 


39008 


A 


8697 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

KERSSSPATEQSWM ENDFDEM 

REEGFRRSNYSELRED1QTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMNEMM 

DGENGTKLENTLQD1IQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKDFKPTKIKREKEGHYIM 

VKGSIQQEELTILKIYAPNTGAP 

RFTKQVLSDLQRDLD 


8641 


39009 


A 


8698 


1 


1584 


MSISGTVRMSAKSKGNPSSSCP 

AEGPPAASKTKVKEQIK1IVEDL 

ELVLGDLKDVAKELKEQHWW 

HPISGDTATSICTVLESEKSKIK 

VTAFDVWLHLWGKGTDKQKD 

SSNFCRLKCPCLTALKRAVVLP 

ARSWRCENGQTASSSGSLTPDP 

RAANREAPPSRGRLTPHTASDG 

ENGTKLENTLQD1IQENFPNLAR 

QAN1QIQEIQRTPQRYSSRKATP 

RH1IVRLTKVEMKEKMLRAARE 

KEIQTAIREYYKHLYANKLENL 

EEMDKFLDAYTLPRQNQEEVE 

SLNRPITGPEIVAIINSLPTKKSP 

GPDGFTAEFYQRYKEERH1NRT 

KDENHMUSIDAEKAFNKIQQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QECPLSPLLFNIVLEVLARAIRQ 

EICEIKGIQLGKEEVKLSLFVDY 

MIVHLENP1ISAQNLLKL1SNFSK 

VSGYK1NVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRIKYLGIQ 

LTRDVKD\LFEEND 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8642 


39010 


A 


8699 


1 


1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLRVLTVRRKNNKQ 

KRTSTPKPHLY VT11 KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

KNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARR1 KKKREKNQIDAIKN 

DKGDITADPTE1QSTIREYYKHL 

YTNKJLENLEEMDKFLDTYTLPR 

LNQEEDESLNRPITGSEIEAIINS 

LPAKKSPGPDRFTAEFYQRYKE 

ELHINRTKDKNHMTISVDAENA 

FDKIQQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKL1 

SNFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIOLTRDVKDLFKENYKPLI 

NE1KDDTNKWKNIPCSWVGR1N 

IVKMGILPKVVYRFNAIPIKLPM 

TFFTELEKATTLKFI WNQKRARI 

AMTILS*KNKAGGITLP 


8643 


3901 1 


A j 


8700 


3 


1033 




8644 


39012 


A 


8701 


1 


1068 


ANKLENLEETDKFLDTYTLPRL 

NQEETESLNRP1TGSEIEAI1NNV 

PTKKSPGPDGVTAKFYQRYKEE 

LRTVNKNHMI1SIDAEKAFDNIQ 

QPFMLKTLNKLG1DATYLKIIRA 

IDDKPTAN1ILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLI 

NNFSKVSGYKINVQKSQEFLYN 

NNRQTENQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYNPLL 

NEIK KDTNKWKM 1 PC S WIG R1N I 

MKMAILLKVIYRFNAIPIKLLMI 

FFTELEK\TTLKCI*NQKRAHIA 

KPILSQKNKAGSITLR 


8645 


39013 


B 


8702 


59 


1055 




8646 


39014 


B 


8703 




2301 




8647 


39015 


A 


8704 


1 


3189 





BNSDOCID: <WO 0175067A3_IA> 



1091 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: | 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8648 


39016 


A 


8705 


92 


1 139 


ASAADTQANRVWSGPPANSNR 

PAANRVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKEIQTTIREYYQ 

HLYTNKLENLEEMDKFFDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

INN LPT/KXSPG PDG FTAKFYQS 

VGSSGQGNQAGEGNKGHSIRK 

RGSQIVPVCR* HDC1SRKPHRLS 

PKSP*ADSQLQQSLRIQNQCAKI 

TSILIHQ*QTNREPNHE*TP1HNG 

FKQMKIPRNPAYKGCERPLQGE 

L*TTAQ*NKRGYKQMEEHSML 

MGRKNQYHENGHTAQGNL*IQ 

CHPHQATKNFLHR1GKNYFKV 

HMEPKKGPHCQVNPKPKEQSW 

RHHTT*LQTILQGYSNQNSI 


8649 


39017 


A 


8706 


1 


2199 




8650 


39018 


A 


8707 


1 


2238 




8651 


39019 


A 


8708 


-> 
-> 


1889 


RSMRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYTKIDH1LGSKALLRKCKRT 

EIITNYLSDHSAIKLELRIKNLTQ 

N RSTT WTC LNN LL LN D Y WV HN 

KMKAEIKMFFETNENKDTTYQ 

NLWDAFKA/EIQTTIKEYYKHL 

YANKLENLEEMDKFLDTXYTLP 

RLNQEEVESLNRP1TGAE1VAHN 

SLPTICKSPGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKQG1LPNSF 

YEASTILIPKPGRDTTEKENFRP1 

SLMNIDAKILNKILAKRIQQHIK 

KLIHHDQVGFIPGMQGWFNIHK 

S1NVIQHINRAKDKNHMIISIDA 

EKAFDKIQQRFMLKTLNKLGID 

GTYFKIIRAJYDKPTANHLNGQ 

KLEAIPLKAGTRQGCPLSPLLFN 

IVLEVLARVIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVT 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSELP 

FTIASKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIMKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTKAFIWN 

QKSAHITKGILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8652 


39020 


A 


8709 


1 


1779 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSNIDHIV 

GSKALFSKCKRTEUTNCLSDHS 

A1KLELRJKKLTQNHSTTWQLN 

NLLLNDYWVNNEMKAEIKMFF 

ETNEN KDTTDQN L WDTFKA VC 

RGKFMALNAHKRKQERSKMG 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIET/QKTLQKIN 

ESR\TEIQTTIREYHKHLYANKL 

EN LEEMDKFLDT Y I LPRLNQEE 

VESLNRPVTGSEIEA1INSLPTKK 

SPGPYGFTAEFYQRYKEELHIN 

RTKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYLKILR 

AIYDKPTANIILNGQKLEAFHLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKWSL 

FADDMIVYLENPIVSTQNLFKLI 

SNFSKVSGYKrNVQKSQAFLYT 

NMRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEI KEDTNK WKNI PCSRAG R1N I 

VKMAILPKVIYRFSA1PIKLPMT 

FFTELEKTK\F1WNQKRAHIAKS 

ILSQKHKAGGITLP 
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SEQ 11) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8653 


3902 1 


A 


8710 


1 


2093 


MEITTNCLSEHSAITLQLRIKKL 

TQNCTTT WKLN Y LL LN D Y WV 

TsTNEMKEElKLMFFETNENKDTT 

YQNLWDVFKAVCRGKFIALSA 

HKRKQERSKTDTLTSQLKELEK 

QEQTHSKASRRQEITKIRAELKE 

IETQKTLQEINDSRSSFSEKLNKI 

DFvPLARLIKKKREKTQlDAIKN 

DKGEINTNPTEIQTTIREYYKYL 

YANKVENLEEMDTFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIFN 

SLPTK ESPG PDGFTAEFY/HEGN 

QERERNKGYSIRKRGSHIVPVC 

R*HDCLFRKPHHLSSKSHEAVK 

QLQQSLRJQNQWAKITSMPVH 

Q*QTNREPNHE*TPIHNCYKEN 

KIPRNPTYEGCEGPLQGELQTT 

AQQNKRGQKEMEKHSMLMDR 

KNHYHENGHTAHGNL*IQCHP 

HQATNDFLHRJGKNYVNFHME 

PKKSLHCQENPKQREQSWRHH 

AT* LQTI LQG YSNQNSM VL VPK 

Q 1 H RTMEQN RG LRNNTTHLQPS 

DL*QI*QKQEMGKQFPI**MVL 

GKLASYM*KAETGSLPYTLYK 

N*FKMD*RLKC*T*NHKNPRRK 

PRQYHSGHRHGQGLHD*NTRS 

NGNKNQNRQMGSN*TKELLHG 

KRNYHQSAQTTYRMGENFCNL 

Pi*QRANIQNLQRT*TNLQEKNK 

QPHQKVGKGHEQTLLKRRHLC 

SQQTHEKM LI ITG HQRNANQN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8654 


39022 


A 


871 1 


-> 


1805 


PLSTLDRSSRQKVNKDIQDVISA 

LHEAGLID1 YRTLHPKSTEYTFF 

SAPHHTYYK1DHIVGSKALLSK 

CKRTEITTNCLSDDRAIKLELRI 

KKLTQNYTTTWKLNNLLLSDY 

WVNNEMKAEIKMFFETN ENKD 

TMYQNLWDTFKAVCRGKFIAV 

NAYKRKQERSKIHTLTSQLKEP 

EKQEQTH S KA S RRQE I TKJ RAE L 

KE1DTQKTLQKISVSRSWFSERI 

NKIDRLIARLMKKKREKNQIDA 

IKNDKGDITIDPTEMQTT1REYY 

KNLYANKLENLEEMDKFLDTY 

ILPRLNQEEVELPNRPITGSENE 

AIINSLP/TKKSPGPDEFTAKFYQ 

RYKEELQGMRQEKEREDTQLG 

KEEVKLLLFAEDMIVYLENPIV 

SAQNLLKLINNFSKVSGYKINV 

QKSQAFLHTNNRQTESQIMSEC 

PLTIASKRIKYLGIQLTRDVKDL 

FKEN YKPL LN K I KE DTVN KWKN 

IPRSWLGRNMVKMTILPKVIYR 

F/NTLNFIWNQERAR1AKTILSK 

KNKAGGITLPDFKLYYKATVT 

KTARYWKQNIKKGSVWPISLK 

SEK RG HRTRPL WKLCHN DVQG 

ELLKT1QFLFGSPLGHSSLDPSA 


8655 


39023 


B 


8712 


1 


1743 




8656 


39024 


B 


8713 


1 


1260 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8657 


39025 


A 


8714 


1 


1842 


VPPTTCGNYGSTIQDEI WMGTQ 

NQTJSVSEEMMFQAEEIASAQK 

MWNQHH1TPSKVDHIVGSKAL 

FSKCKRTE1ITNYLSDHSAIKLK 

LRIKKLTQNRSTTWKLNNLLLN 

DYWVHNEMKAEIKIFFETNEN 

KDTTCQNLWDTFKAMCRGKFI 

TLNAHKRKQQRCKIDTLTSQLK 

ELEKQEQTHSKASRRQE1TKIRA 

ELKEIEAQKTLQKINESRSWIFE 

KINKTDRLLARJIKKKREMNQI 

DAIKNDKGDITTNPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLN 

TYTLPRLNQEE1ESLNRPITGSEI 

EAIINSLPTKKSPGPDGFTAEFY 

QRYKEEMIEKKAFDKSQQPFM 

LKTLNKLGIDGTFLKIRRAIYDK 

PTANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARE1RQG 

1CEIKHIQLGKEEVKFSLFADDVI 

AYLENPIVSAQNLLKLISNFSKV 

SGYK1NVQKLQAFLYTNNRQTE 

SQIMSEFPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLNK1KEDT 

NKWKNIPCSW1GRINIMKMAIL 

H KVIDRFSA I PFK L/PKD/FFTEL 

EKTTLKFIWNQKRPRJSKTILSK 

KNKAGGITLR 
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C IT /~\ i l"V 

NO: 


sty ID NO: 
of pepridc 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8658 


39026 


A 


8715 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQED1QTKGK 

EVENFEKNLEECMTR1TNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRI1CRNEQSLQE1WD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDI1QENFPNLARINK1 

DRPL ARL I K KKREKNQIDTiKN 

DKGDITTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAE1VAIINS 

LPTKKS PGPDG SI A EF YQ R Y K E 

E/PADKQLQQSLSJQNQCTKITSI 

LIHQQQTNREPNHE*TPIKNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*JQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFPI** 


8659 


39027 


A 


8716 


1 


1578 

] 

] 
1 
1 


MGDFNTTLSTLERSARQKVNK 

DIQELNSGLHQADLIDIYKTVKP 

KSTEYTFFSGPHRTYSKIDH 1 VG 

SKALLSKRKRTEIITNCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LFLNDYWVHNKMKAEIKMFFE 

TN ENKDTT YQTL WDTFKA VCR 

GKFIALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKVSRRQEI 

TKIRAELKEIETQKTLQKINESKI 

QTTIREYYKHLYANKLENLEE 

MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAI1NSLPTKKSPGPD 

GFTAEFYQRYKEE\RPISLMNID/ 

AKILNKILANGIQHDIKKL1HDD 

QVGFIPGMQGWFNIRKSINVIQ 

HVNRTRDKNHMI1SIDAEKAFD 

KIQQPFMLKTLNKLGIDGMYLK 

URAMYDKPTANIILNGQRLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

laraigqekeikgiqlgkeevk 
lslsaddmivylekpiisaqnlf 
<:lisnfskvs/gykinvqksqaf 
.ytnnrqtesqim 


8660 : 


39028 ] 


3 1 


5717 


i : 


>982 
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seqid 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8661 


39029 


A 


8718 


617 


1 155 


S1AYQPKSPGPDGFTAEFYQRH 

KEELLISNFSK/VSGYKIDVQKS 

QAFLYTNNRQTESQILSEFPFT1 

ASKRVGYLG1QLTRDVKDLFKE 

NCKPLLNEIKKDTKKWKNIPCS 

WVGRINIMKMAILPKVIYRFNA 

1PIICLPMTFFTELEK\TTLRFIWN 

QKRDH1AKS1LSQKNKAGSITLP 


8662 


39030 


A 


8719 


I 


1827 


MGKKQSRKTGNFKKQRHLSFS 

KGIAVLHQQWNKAGQRLTFDE 

LREGFRPSNYSKLQKEIQTKGK 

EVENFEKNSDECITRITNTKKCL 

KELMELKAKARELRJEECRSLRS 

RCDQLEERVSGMEDEANEMKR 

EGKFGEKRJKRNEQSLQE1WDY 

VKRPNLRLIGVPESDG ENGTKL 

KNTLQDIIQENFPNLARQANIQ1 

QE1QRTPQRYSSRRATPRH1IVR 

FTK V EG KN I KGSQRERA EIQTT1 

REYYKHLYSNKLENLEEMDKF 

LDTYTLPSLNQEEVESLNRTITG 

SEIVAIINSLPTKKSPGPDGFTAE 

FYQRYKEEVVPFLLKLFQSIEKE 

VILPNSFYEAR1ILIPKPGRDTTK 

KENFRPISLMNIDAKILNKILAN 

RIQQHIKKLIHHDQVGFIPGMAI 

RQEKERKGIQLGKEEVKLSLFA 

DDVIVYLENPIVSAQNLLKLISN 

FSK V SG YKFN VQKSQ A FL YTNN 

RQRESQIMSELPFTIASKR1KWL 

GIQLTRDVKDLIKENYKPLLNEI 

KEDINKWKNIPCSWVGRJSIVK 

MAILPKVIYRFSAIPIKLPMTFFT 

ELEKTTFK\FLW\NQKRAR\IAKS 

ILSQKNK/AGGITLPDFKLYYKA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8663 


39031 


A 


8720 


1 


1551 


MEKFLDTYTLPRLNQEELESLN 

RPITGSE1EAIINSLPTKKSPGPD 

GFRAKFYQRYNEELVPFLLKIF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKDNFRPISLM7MIAVK1LN 

KILANQIQKHIKKFIHHDQVGFI 

PGMQGWFNIRKSINVIQHFNRT 

KDKSHMIISIDEEKAFDK1HLPF 

MLKTLSKLGIDGMYLKI1RAIY 

DKPTANIILNGQKLEAFPLKTGT 

RQRCPLSPLLCNIVLEVLARA1R 

QEKE1KG1QLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKI7WQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKELFKENYKPLLNK 

IKEDTNKWKNIPSSWMGR\NIM 

KMAILPK7VTWMKLEI1VLSKLP 

OEOKTKHRMFSLTGVFIEGRAL 

QNKSETSQSRHPGATHSLPEYTI 

PGSSPSNFYWFTLGLKEEVTSG 

WKRE K K KRJCREG G KEG R K EG 

RKEGRKEGKXEGRK KGR K F VP 


8664 


39032 


A 


8721 


] 


1983 




8665 


39033 


A 


8722 




2436 




8666 


39034 


A 


8723 




3139 




8667 


39035 


B 


8724 




3558 




8668 


39036 


B 


8725 




2133 




8669 


39037 


A 


8726 


■ 


3051 


MGDFNTALSTLDRSMRQKVNK 

DIQELNSALHQADLTDIYGTLH 

PKSTECTFFSAPHHTYSKIVHIV 

GSKALLSKWKRREIITNCLSDH 

SAIKLELRIKKLNQNCSTTWKL 

NNLLLNNYWTNKVKKREKNQI 

DA/I KN DKG D 1 TTN PTEI QTTI RE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGSE 

IEAIIMSLPTKKSPGPDGFTAEFY 

QRMNYISFKSTWKIIKNAYSLA 

HSRELRDGGQ 


8670 


39038 


A 


8727 


i 


2706 




8671 


39039 


A 


8728 


i 


2573 




8672 


39040 


B 


8729 


70 


2029 




8673 


39041 


A 


8730 


81 


385 




8674 


39042 


A 


8731 


301 


515 

J 
< 

< 
( 


5SWQAPAPVLGSSWASKK*MK 

KKYAAQQ1EKQKSP*CKSIKCSP 

LRSASYAQLLSFSLSSCLCFSTC 

4STLAWYCL*SSWQAPAPVLG 

SSWASKKRSLLWKEPSRSLPSF 

SITARS*ACCCLCSSTEPQLLKA 

3YLLSHSRTRSFRLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8675 


39043 


A 


8732 


2 


4207 


DTHRLK1KGWRKIYQANGKQK 

KAGVAILVSDKTEFKPTKIKRD 

KEGHYIMVKGS1QQEELTILNIY 

APNTGAPRPTKQVLRDLQRDL 

DSNTIITGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTENTFFSAPHHTYSKJ 

DHIVGSKALLSKCKRKEIITNCL 

SDHSAIKLELRIKKLPQNCSTIW 

KLNNLLLNDYWVHNEMKAEIK 

MLFETNENKDTTYQNLWDTLK 

AVCRGKF1ALNA 


8676 


39044 


A 


8733 


1 


2770 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

1CRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANKL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8677 


39045 


A 


8734 


3 


2169 


FKPTKIKREKEGHY1MVKGSIQ 

QEELTILKIYAPNTGAPRFTKQV 

LSDLQRDLDSHTLIMGDFNTPL 

STL DTS TRQ K V KKDTQ E LN SAL 

HQADLIDIYRALHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKC 

KRTEIITNYLSDHSAIKLELRIKN 

LTQNHSTTWKLNNLLLNDYWV 

HNEVKAEIKVFFETKENKDTTY 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITNIRAELKEI 

ETQKTLQKINESR\TEIQTTIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSEI 

VAIINSLPTKKIPGPDGFTAEFY 

QRYKEELVPFLLKJLFQSIEKEGT 

LPNSF YEASH L I PKPGRDTTKKE 

NFRPISLMNIDAKJLNKILAKRI 

QQHIKKLIPHDQVGFIPGMQGW 

FNIRKSINVIQHINRAKDKNHMI 

ISIDAEKAFDKIQQPFMLKTLNK 

LGIDGTYFKIIRAIYDKPTAN1IL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIIYLEN 

PIVSAQNLLKLISNFSKVSGYK1 

NVQKVSQAFLYTNNRQTENQIM 

SELPFPIASKRIKYLGIQLTRDV 

KDLFKENYKPLLNEIKAEDTNK 

WKNIPCSWVGRIN1VKMAILPK 

LIGNCSKISGYKrNVQKSQAFLY 


8678 


39046 


A 


8735 


1 


5166 


MGKfCQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMICRJE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEM KEKMLRA ARQKA PH 

HTYSKIDHIVGSKAL 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ M> NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8679 


39047 


A 


8736 


1 


4553 


MGRKNRKLDSRQHSYTSPQSRS 

HEDPAAVLQALSSSGVVIYQSL 

VAVQSPLAAPGCDGSRCEVRG 

LTVGSRYGSWRLAGCRDNEMV 

NACQSGWCYQNLTVLRGWKV 

LLEMTPHHTYSKIDHILGSKAL 

LSKCKRTEI1TNYLSDHSAMKR 

ELRIKNLTQNRSTTWKLNNLLL 

NDYWVHNEMKAEIKMFFETNE 

NKDTTYQNL WDI FKA VCRGKFI 

ALNAHKRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQE! 


8680 


39048 


A 


8737 


1 


2673 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEI1TNYLSDHS 

AIKLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETN KN KDTTYQNLWD A FKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFFERINK1DRPLARL1KKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSIPFENWHKTGMPSLTAP 

IQHSVGSSGQGNQAGEGNKGY 

S1RKRGSQIVPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTK1TSILIHQKQTNREPTHE* 

TPIHNCFKENKIPRNPTYKGCEG 

PLQG ELQTTAQRN KRGH KQM E 

EHSMLMGRKNQYRENGHTASQ 

GNLQIQCHPHQATNDFLHRIGK 

NYFKVHMEPKKSPHRQVNPKP 

KEQS WRHHTT* LQT1 LQGYSNQ 

N S\ M V L V PKQR YR S M EQN RA L 

RNNAAYLHYSD\L\*QT*EKQA 

WGKGIP\IYKM\AL\GKLAS\PM* 


8681 


39049 


B 


8738 


1 


2792 




8682 


39050 


B 


8739 


156 


39! 




8683 


39051 


B 


8740 


1 


2824 ! 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=p»ssible nucleotide insertion) 


8684 


39052 


A 


8741 


3 


4167 


PLSTLDRSTRQKVNKD1QELNS 

ALHQVDL1D1YRTLHPKSTEYTF 

FSVPHH1MYSKIDHIVGSKALLS 

KCKRTEIITNCLSDYNA1KLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQNLWDAFKAVCRGKFI A 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKKIETQKTLQKINESRSWFFE 

KTNKIDRJLLATL1KKKREKNQI 

GARKNDEGAITTN 


8685 


39053 


A 


8742 


1 


1107 


M K VEIKTFFETNEN KDTTYQN L 

WDTFKAVCRGKF1ALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQ1QTTIGEYYKHLYT 

NKLENLEEMDKFLDTYTLPRLN 

QEEGESLKRPMAGSE1EAIINSL 

PTKNSPGPDRFTAEFYQRYKEE 

L/PDKQLQQSLRIQNQWEKITSI 

PIHQ*QTNREPNHE*TPlrlNCFK 

ENKIPRNPTYKGCEGPLQGELQ 

TTAQRN KRGHKQMEEHSMLM 

DRKNQYCENGHTAQEETAFCT 

HSRRESSRLGLLVANFRACHQE 

RFRRERSVPAGVHAEAHPCWE 

NRGREERHWEQHPGPETVLLQ 

AGGHVCDQGLHHGQPQVGQV 

PRGSRGHSGHFQLPSVQDRSWL 


8686 


39054 


A 


8743 


1971 


5654 


RSPTAGRNTNYPSRDYYKHLY 

AXNKLEMLEEMDKFLDTYTLPK 

T/1TQEEVESLNRPITG\SE1VAVI 

NSLPTKKSPGPDGFTAKFYQRY 

KEELHINRTKDKNHMIIS1DAEK 

AFDKIQPQPF\MLKTL\NELGID 

GT/YFFKIIRAIYDKPTNANIRLE 

WGQKLEAFPFEKLAQEQGMPL 

LLNPLPQSN1VVGKFLA\RAI\RQ 

EKE1KGIQVEKQEVKLSLFADD 

MUCLENPIWSAQNULKLISNVS 



BNSDOCID: <WO 0175067A3_IA> 
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PCT/U SO 1/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=ljnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8687 


39055 


A 


8744 


1 


4901 


mtgsnshitiltlninglnsa1k 

rhrraswiksqdpsvcciqeth 

ltcrdthrlkikgwrki yqan 

gkqkkagvailvsdktdfk.pt 

kikrdkeghyimvkgsiqqeel 

tilnjyapntgaprfikqvlsdl 

qrdldshtlimgdfntplstld 

rstrqkvnkdtqelnsalhqa 

dlidiyrtlhpksteytfflaph 

htyskidhivgsklallskckrt 

eiitnylsdhsa1klelriknltq 

srsttwklnnl 


8688 


39056 


A 


8745 


2 


1887 


SASVVPASGLRPSSTSLLTSRQP 

RFLGLLRSHPALLVAVPGDWD 

DLAVCCIVAPSHVCRMVFVMD 

RTLGISLPGLLKREEDACWVEA 

NINGRVLAQCNIDELKKENfNM 

NFGDWHLFRSTVLEMRNAESH 

V V PEDPRFLSESSSG PA PHG EPA 

RRASHNELPHTELSSQTPYTLN 

FSFEELNTLGLDEGAPRHSNLS 

WQSQTRRTPSLSSLNSQDSSIEI 

S KLTDK VQ A E Y RD A YRE Y I AQ 

M SQLEG G PG STTI SG RSS PH ST Y 

YMGQSSSGGSIHSNLEQEKGKD 

SEPKPDDGRKSFLMKRGDVIDY 

SSSGVSTNDASPLDPITEEDEKS 

DQSGSKLLPGKKSSERSSVLFQA 

SLK\LKGRGLRLSKLP\SEEDEC 

GAEESDNTP\LLK\DDKDRKPEG 

KVERVPKSPEHSVEPIRTFIKAK 

EYLSVDALLDNKGNSSDSWSVD 

PRES\SPNHVSAQCKCADDLPD 

LKRHNLIE\LEDDSHSGKRG\IPH 

SLSGLQDP1IARMSICSEDKKSPS 

RIASLD*PSSP\EENW\P\ACQKA 

YTMLXNRTPSTVTLNNNSAPANR 

ANQNFDEMEG1RETSQVILRPSS 

SPNPTTIQNENLKSMTHKRSQR 

SSYTRLSKESPELHAA\SSSESTG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mer 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8689 


39057 


A 


8746 


1 


385 


EGNEAQTCSFWNTRRQLLASS 

DPSLSVSQRMDPSWRRSSHSWP 

QPMPDSGRAPVRPHLAKLEED 

VWPCPQFHQTKAASGPPFVTFQ 

PANCFPSVISFHLHCHTWSEQD 

RAYHPVYQMR**GSDVQLLEY 

EASAAGLIRSFSERPPEDGPELE 

EILTQLATADARFWKGPSEAPS 

GQ/ALRK/SVWPCPQFHQTKAA 

SGPPFVTFQPANCFPSVISFMCT 

AIRGVSKTGLTILSTR*GNGSSE 

KSLV 


8690 


39058 


A 


8747 


2 


2015 


QDFLDSQN LS A YNTRLFKEVD 

GEGKPYYEVRLASVLGSEPSLD 

SEVTSKLKSYEFRGSPF\QVTRG 

DYAPILQKVVEQLEKAKAYXAA 

N\SHQGQML\AQYIESFTQGSIE 

AHKRGSRFWIQDKGP1VESY1G 

FIESYRDPFGSRGEFEGFVAVV 

NKAMSAKFERLVASAEQLLKE 

LPWPPTFEKDKFLTPDFTSLDV 

LTFAGSGIPAGINIPNYDDL\RQT 

EGFKANVFAGGIVLGCGLTPRK 

REKVLTFLEEDDKDLYILWKGPS 

FDVQVGLH/ESLLGHGSGKLFW 

QDEKGAFNFADQETRDPPQKRG 

EQIQSWNRTGETWVDSKFSTIAS 

SYEVECRAESVGLYLCLHPQVL 

EIFGFEGADAEDVIYVMWLNM 

VRAGLLALEFYTPEAFNWRQA 

HMQARFVILRVLLEAGEGLVTI 

TPTTGSDGRPDARVRLDRSKIR 

S VGKP A LERFLRRLQVLKSTG\ 

DVTEGRALYEGY\STVTDAPPE\ 

CFLTLR\DTVLLRKESRKLSVQP 

NTHLEGNE/VSDVQLLEYEASR 

AGLIRSFSERFPEDGPELEEIFTQ 

\LATADARFWKGPQ*GPHSGPS 

LRKIVVALPPKFHQTKAA\SGPS 

HSVCVFRGWGGGGAGAWTLV 

L\PQLEGW*HNPLPICQHVSSLP 

NCFPSVIL/SFICTAMRGVSKTGL 

TILSTKMR\NGSSEKSLV 


8691 


39059 


A 


8748 


1 


519 




8692 


39060 


A < 


5749 


786 


564 




8693 


39061 


A \ 


5750 


1 |468 
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NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
097540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8694 


39062 


A 


875) 


128 


605 


MTWGTVPLFHIFQMRCCHWSC 
QGIMRG WGLCSQTLNCLLLSK 
C*TCSRGGGQI WSRKFRLVRVE 
*G\*GNFKTPELQQPGVPPGLPP 
PGSCFKCRKSGHWAKECPQPGI 
PPKPCPICAGPHWKLDCPTRLA 
ATPRSPGTLAQGSLTDSFPDIRG 
LAVED 


8695 


39063 


B 


8752 


1 


615 




8696 


39064 


A 


8753 


1533 


1767 


PSPTCPAIYS*KGGWSQRHSQG 
AC YTC RKSGH WAKECPQPG IPP 
KPRPICVGPH*KSDCSTHLAAN 
PRAPGTLAQGSL 


8697 


39065 


C 


8754 


84 


329 




8698 


39066 


A 


8755 


91 1 


1497 


SQRKARDQRRKRNKRASSIAK 

HKEPKRP1LPSGKNSQEGVATH 

TKPL AQG K V WLDP/N ETN E I PN 

ANFRQQIRKLIKDGLILRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

G1ESKKIDRHMYHSLYLKLKGN 

VFKHKRILTEHSHKLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEIIKTLSQEEKAK 


8699 


39067 


A 


8756 


34 


280 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EHIHKLKADKARKKLLA 


8700 


39068 


A 


8757 


1 


692 


AFLLQELCLKSSTGELFPFAAV 

AAALSMLRLQKRLASSVLCCG 

KKN 1 WLDPN ETNEITN ANSRQQ 

IRKLIKDGL1IRKPWTVHSRLRC 

RKN1ALAR\*KGRHMGIGKRKV 

P AN A\RM PVEKVTVWM REN EGF 

CRRLASEDTRESXKKIDRPHVVT 

ALYLVEVKGNVFKNKRIUMEHI 

HKLKA\DKARKICL\LAD\QAEA 

RRSKTKEATKRREERLP/ARPRK 

REII'TLSKEEETKK 


8701 


39069 


A 


8758 


46 


131 




8702 


39070 


A 


8759 


5 


447 


PATELPGLPTRPGMLCIWRGAP 
DWPEGPPSSGELSS1QPTQGLHN 
CFQPDGARPAAPGPVPGQLGAL 
PWSCRPPAEPTLFMESLVQWTP 
GDGIRQ*CEDAAELREPGVQRH 
QGSPG*VRTLPPLRGPSQVPA/G 
SSSSASPRSIPGSRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=pussible nucleotide insertion) 


8703 


39071 


A 


8760 


! 


201 


MPNIYTMEYYAAVKKDEFMSF 

VGTWMKLETIILSKLSQGQKTK 

HRMFSLIGTRMKLETIILSKLLQ 

GQKNQTPYILTHRJSFEDVRNY 

MPLAVIHSDESPILPLHEQQDAS 

ENGWIKDTERDADLEIYIVSGIG 

SFRWVLGLADFKSEAADPCGM 

KLQTFAVSVTALKGGASRVVH 

SSWWVCVLTDFRSEAAYLSVT 

ALEGGASRVAHSSRFVVSLTSG 

VKLQTFTVNATAHKGSADPKS 

EQHQDLLQRA1CKHTFHSMKGE 

PRRVVAAGWGGA1KADSNNLI 

LLFQT1EKYCPWFPDKGSVDLL 

D WDR VGTTLCQLMRDG V LLPI 

S V WTD W ALIR V ALLPFQSG DTL 

QLPQVNADVEPLPLPRCIGGITG 

PEGGDPPGPSFHYLVGVYYFLT 

CRSTWEQRKSPVALR**KLGPG 

GSPPSGPVMPPMHRGKGSGSTS 

ALTCGS 


8704 


39072 


C 


8761 


42 


179 




8705 


39073 


A 


8762 


11 


1713 

< 

( 
1 
] 


PKTLK.MGGGTAGLVGMGFSTT 

G\RTPS A PG RPH PC RG A P/G S PG 

KAG LFLQRPRLGTG L*GS APRG 

PG* MGCP\GTGRGSNSRH* RGPP 

RRPQ A S * A A PFQPG PL ET WTPG 

♦SQVPGAPSPCNFSYPHREVPP 

WGPVPPPAPHGSCGWALALPR 

RKRAAVFSSWAPGQAGQLLDA 

ASVGAAP*QD1PPCRGSSAPSPC 

SPHPPPGLESGPKAPGAASWAGP 

QTPFSGRAQQLCQEGPAGAGN 

TSGRSA*AASAGTCDGPRSGGR 

VRTYPGLP*CRWTPGSRSSAAS 

SHHCRMPSPGGHCTRLSMKRV 

G S AGG RQ LQG RA PS * P A RG T* Q 

RPRGGQSGLAAPLESRH*DGEC 

♦AFWRAETVRSSVQRRREFATG 

LSGPSS*PRWSTCSVP/ASSPGG 

GDVAGPQEGPRSFHCLPSCL*V 

RPSHPEGDAA\P*GALHK*RMH 

EEGRPGPCGGWGLV/GSWEPV 

QGCRRNL AR WG RA WNCLQFPE 

"PPGGPGLADSGFllQTARLNFQ 

3 WAS VSFSI KRPG RA 1 LRPCPTS 

EFLLPESFVSGNCSSTERAMWP 

FWAPPRSAPGAENFPCASVPCK 
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St!Q ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first ! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8706 


39074 


A 


8763 


1 


409 


LTHLTAQNVPNLFARNERVICL 
FDTEFGPMAQILVGAT1 VGSIET 
VWAGTITPPREGIIKRWTWPAG 
ENDGSVALLKGQEMGRFKLGS 
TVINLFAPGKVNLVEQLESLSV 
TKIGQPLAVSM*SKATQLGNPR 


8707 


39075 


A 


8764 


1 


1528 


MTFVNAQAEDSQIFLYKRRYVP 

VEGYAPWLVSGNASELERIHYE 

GMDDVILLDFLPKELGFDMNM 

HILSFAPGANHGYIEHTFKEHG 

GATQAFAKENNHICAYKDTYG 

VSHITRHDMLQIPKQQQYEKYQ 

DTHDTPYCEPLPGETRL WG DT 

DVIGLFDAETDMNDVVAILENH 

PLLGAGFAHKIEQLEDKDWERE 

WMDNFHPMRFGERLWICPSWR 

DVPDENA VN VMLDPGL A FGTG 

T1QTLSVPAMLDSSTHTRRMRS 

TLNLYEITRMSTVSTSEHSMTY 

TLVQVDMKEAQKPDTASYRTF 

NEFFVRPLRDEVRPIDTDPNVL 

VMPADGVISQLGKIEEDKILQA 

KGHNYSLEALLAGNYLMADLF 

RNGTFVTTYLSPRDYHRVHMP 

CNGILREMIYVPGDLFSVNHLT 

AQNVPNLFARNERVJCLSDTEF 

GPMAQILVGATNGGSIETPESE 

GATVDESFVVGGPVGDFELLLC 

\QERSALSGRCVI*SFNSAKVRFI 

QQSRRPVKSA 


8708 


39076 


A 


8765 


2 


420 


QNFKEIFVRPLRDE/VRPIDNDP 
N VL VMPADG VI SQLG KJEEDKI 
VSNLFARDERVICLFDTEFWPN 
AQ/ILVGATIVCSIETVWAGT/IT 
PPREG 1 1 KR W\T W\Q A I E E DS WQ 
NLGRVAG*NKLPTELCNNFDW 
AQTLSSRNRG 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8709 


39077 


A 


8766 


1 


I 130 


MHFAKKEDVSE1ETGSDGEKPK 

ARAGCLIGNSERLFSVTFCVQF 

QATLPLSYTIMKHKDTGTSSVP 

ESIDASLEASQQNPAFLKTLTRS 

CSPSWPCSRNWPHLLIPLTCPA 

Q AG ATPQ L PG LG PPG HLPMNQ 

PASSFPP\RPNAASQILTSTFHKP 

PPGSSLACCCCPGPCDWQEDSQ 

*PTPACPSWPPWPTQLSPSAAGS 

PIUHSPIQGFHSQLLS+RSPGTEE 

P* EANKLPP WTG H REPEPHPGL 

PGHPCAAG/MHRPLAPTTAVRPL 

ATLHGERQRHLHPGQRRRVPR 

APAESTEAPALWLHRPPECPEC 

SGHGPAALEQGAGMA*CRSCR 

HLPCFPGEEADAGSREGPHQEV 

PRSKICQQPQAASFRICLHSIF 


8710 


39078 


A 


8768 


179 


1908 


KKQNKSRGCNVNWAMRRALK 

MCIPYRNGHS1FLVMVKVERSK 

RFALKLSVAEKNQMPRNATV1E 

NSAGYSYGKMAFS*PRICTQIV 

G P RI 1 STTA VI S/SQP ATH H RATR 

GAIIRTAFCGPCFGAGDTPINNG 

LSI RHTTRNFPNRJEGSKPANGQ 

MSAVALMDARSIAATAANGGY 

LTSASELDCWDNVPEYAFDVTP 

YKNRVYQGFVKGATQQPLIYG 

PNIKDWPELGALTDNIVLKVCS 

KILDEVTTTDELIPSGETSSYRS 

NPIGLAEFTLSRRDPGYVSRSK 

ATAELENQRLAGNVSELTEVFA 

RIKQIAGQEHIDPLHRVYRHCS 

RSGNCPSDVFDSKKDPVQDHRP 

QKRVTLI WG YDIHPQIE1 IQTGD 

NFFQFRAIANNFGFLRFYQIRHF 

GLSGQHGVQIFTADVERGVGL 

RLQRFPVVKHAIVQRQVEVIAV 

AHIEVQADIFTRSFRAIEANGHK 

VEQHFDRHPANGVRGTGGAVA 

ELMHPFAQLFRAGQVETAPCG 

GLGLIAQLFKVIRLQILRGESKK 

FSANLTALKLPLPMVYEGDKV 

LKHLLRPKFNLPPLVQPPKKML 


8711 


39079 ! 


B 


8769 




1881 




8712 


39080 


A 


8770 


2093 


2287 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last annuo acid 
of peptide sequence 


Amino acid sequence ( X=>Uiiknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8713 


39081 


A 


8771 


1 


1358 


MKINLKLTNDSKVADGQFANI 

VVFL1N WFY1HATTCEIDNGGV1 

VADGFQASKLAYSADS1VDYND 

AHYKTSVDQDAWGFVPGGDN 

PWKKYEPAKAWSASTVYVKG 

DRVVVDGQAYEALFWTQSDNP 

ALVANQNATGSNSRPWKPLGK 

AQSYSNEELNNAPQFNPETLYA 

SDTLIRFNGVNYISQSKVQKVSP 

SDSNPWRVFVDWTGTKERVGT 

PKKAWPKHVYAPYVDFTLNNH 

HRRTDSFRSKATAELENQRLAG 

NVSELTEVFARJKQIAGQEHIDP 

LQTEIGSMVYAVKPGDGSARE 

QAASCQRVIGGLANIAEEYATK 

RYRSNVINWGMLPLQMAEVPT 

FEVGDYIYIP\GIICAALDNPGTT 

FKGYVIHEDAPVTEITLYMESL 

TAEEREIIKAGR1RHLLSDAMLA 

HLIRPTNRJESVGQIRHFRS1RHL 

LSDAMLAHLIRPTNR1EP 


8714 


39082 


B 


8772 


21 


1623 




8715 


39083 


B 


8773 


32 


1850 




8716 


39084 


A 


8774 


1 


1193 


MSEVEAAAGATAVPAATVPAT 

AAGVVAVVVPVPAGEPQKGGG 

AGGGGGAASGPAAGTPSAPGS 

RTPGN PAT A V SGTP A PP ARSQ A 

DKPVLATRVLPGXTAKRFNVRS 

GYGFTNRNDAKEDVFVHWTA 

VKRNNPRKFLRSVRDGETVEFD 

VVEGEKGAQATNVTGPRAAGV 

PMKGSRYAPNRRRFR*FIPRPPS 

VAPPPMVAEIPSAGTGPGSKGE 

RAEDSGQRPRRWCPPPFFYRRR 

FVRGPRPPNQQQPIELTGAFACS 

QG TD R V EPK ETA P L EG H QQQG 

DERVPPPRFRPRYRRPFRPRPRQ 

QPTTEGGDGETKPSQGPADGSR 

PEPQRPRNRPYFQRRRQQAPGP 

QQAPGPRQPAAPEEAPTEAIKP 

Ml AHDGHAPPNPSPTCCLEPSY 

QLVDVN 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


8717 


39085 


A 


8775 




933 


RHQESLCAPLEILQKKGCPCLE 

EPLQRQPCPCQSSEVTA**NISF 

RFASPGGN/SPWASH*APSVRG 

AAPAGPVGLEAAAGSEPHPGP/ 

PDAGGARPVPGGAGSRPRMVL/ 

SPRSAPHLGGGRSA/PAMRTGN 

PCTHTQVVTTSPhO,PNlP*GAKS 

HPI/VERPLS*KGTGPSAPQIATE 

NIYP*QLHGKGPLIRD*KIVPHD 

GAAGQSPLLPVRSCQRGYLPSA 

K* FFDALKIKFTLKFLH LRRFSC 

TLSLRGLLVSPLLLPVRLLLAG 

WAHAWMHGCGGWEPRJTQQR 

ASCQLPDRTKSKMRVK1PAANS 

SWLCH 


8718 


39086 


A 


8776 


3 


925 


RGSEQIPPSS!PGAP*KMLFPSG/ 

SSEPEHL*TVPASSLGCRPGGPV 

ASRSRPPRPPARAALRGPPASSP 

IRFP\GASPRAPPTS*MRSGAGS 

KT/TPRPGPSASGDRPRAPCVRG 

PGCGSEPAAASSPTGPAGWPRA 

R*GPGHGQTSPHGW*PSSMQQ 

RTRRCSPPSSVPGQFPLLP/LSCS 

QVSPWTW*GLPYSLLIPVSSLLP 

WPEDRVPSSFVA/GPLPSFDNTS 

LPVEGGS*L/HPVCLLYVYQENS 

SKHIPYSCRGSRIFPFSQRQRVM 

AGQRKLCDHPGGLISKPLAWT 

RIPEAPVVAAMVEGGGGL 


8719 


39087 


A 


8777 


144 


503 




8720 


39088 


A 


8778 


15 


427 




8721 


39089 


A 


8779 


1 


1055 




8722 


39090 


A 


8780 


280 


1480 

1 


FQTRMGISVATIPGTSCSWSMR 

ASEKEKDTFESTVQVSKLQDLI 

HRSKMARCRGRFVCPVILFKGK 

HICRSATLAGWGELYGRXQATT 

YFFSGGADDAWADVEDVTEED 

CALRSGDTHLFDKVRGYDIKLL 

RYLSVKY1CDLMVENKKVKFG 

MNVTSSEKVDKAQRYADFTLL 

SIPYPGCEFFKEYKDRDYMAEG 

LIFNWKQDYVDAPLSIPDFLTH 

SLNIDWSQYQCWDLVQQTQNY 

LKLLLSLVNSDGQTDSKSLVAI 

RTSVGVALAQTSGNALAYGTK 

KAQEQSQDGLIHTSLKPTEILYL 

rVAYDWFLFGHMLVDRLSKGE 

EIFFFCFNFLKH1TSEEFSALKTQ 

dRKSLPARDGGFTLEDIC\C*DE 

flTVAVPPDLVCDCLPGHGEFPR 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio>vu, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


8723 


39091 


A 


8781 


2 


588 


HSFFFPNREKCSTKR* RLSASRF 

PP*PWSRLPSG/QPAGGASAGSP 

SAPRGTGRGAGSRPAHG/VQPP 

RAHPEAPCPACPRSVGGAR/RA 

PEPSSNLSGEAPASGDRDVPPPS 

PLAR*VPLGGREFGWPWANAA 

LRPGKTP/RSDRVS\RSPWS/PAG 

FSVPASWPRRSTSGNRGPPSRPS 

RLSRTSGPLNRLGEPFDVQGPL 


8724 


39092 


A 


8782 


1 


198 




8725 


39093 


A 


8783 


1 


275 


MAGAPAPASLPPCSL1SDCCAS 

NQRDSMGVGPSEPGAGYMLVP 

VVEKRSIRVGVTGFSRCCPSPLSL 

TRKGNSLTPWASQVRQCLALL 

QLAH 


8726 


39094 


A 


8784 


349 


478 


1CLSKPPYTEELSSGLYGIGSLCP 
HKYNCLVSSHSRCKN* VTGY 


8727 


39095 


A 


8785 


I 


325 


FSEGNSYLVG1MHPLKAMLPGL 
QYQTETFPPPGYLM/PCRLQQQ 
SHLLTLRDCCASNQRDSVGVGP 
SEPGAGYNLVVRRFLSLLEKRSf 
WVR VTRFSSALNHELK VN DH 


8728 


39096 


A 


8786 


113 


3 13 




8729 


39097 


A 


8787 


2 


1991 




8730 


39098 


A 


8788 


512 


1178 




8731 


39099 


A 


8789 


135 


1562 


DTLVPTSQGD1SRGLEGNLNSC 

PT*Q**RAPFLWCQ/PKAEWGT 

WIFNPEAEESLEPRSL1SDCCAN 

NQRDSVGVGPSEPGAGYNLVV 

RSFLSPSEKRSVRVGVTRLSRCR 

PSPLSLTQKGNPLTPCASQVRQ 

CLALLRLRHVYFYNFGWKDYG 

VASLTTI LDMVKVMTFALQEG 

KVAIHCHAGLGRTGVLIACYLV 

FATRMTADQAIJFVRAKRPNSIQ 

TRGQLLCEAQQSGAFSADVSGS 

HSPGEPVSPSFANVHKDPN PAH 

QQVSHCQCKTHGVGSPGSVRQ 

NSRTPRSPLDCGSSPKAQFLVE 

HETQDSKDLSEAASHSALQSEL 

SAEARR1LAAKALANLNESVEK 

EELKRKVEMWQICELNSRDGA 

WERJCGERDPFILCSLMWSWVE 

QLKEPVITKEDVDMLVDRRAD 

AAEALFLLEKGQHQTILCVLHC 

IVNLQTIPVDVEEAFLAHA1KAF 

TKISIIFVNQNPEVTVLL 


8732 


39)00 


B 


8790 


563 


2017 




8733 


39101 


A 


8791 


108 


194 




8734 


39102 


A 


8792 


I 


164 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


8735 


39103 


A 


8793 


1 


1068 


M EESRY WGTG RNRREGLKLQ 

WAQPAPLFNIRQGPNEGDNQQ 

GSYWEALASIMQilHLVPSGLG 

MVTAFHCSWYLSTTATFPGVL 

NPALTE1KSGNYYVHGSFILQV 

ADYKEFQTLLMITKATFHQKTQ 

CWACEEGVQQSFHCPCRMQAA 

ASVERYTELLKEFLFKEHTCDN 

QEPTSTLHYHSKJLTVHIHVYSS 

RCTLPCQPSQAAQAEGISQPAP 

ACEDFVFAALAPP/ESG/RCPTL 

RLLGG LCTPTN A RRTRTHSTTA 

ru/AR AAwnQi r.Di i/i cud\dd 

SNSEARDPGGLRVKHR/CEAIQ 
EPPNRSRRQGAPLHSPPAY*MS 
SWRP*SFSKRHNLS 


8736 


39104 


C 


8794 


78 


331 




8737 


39105 


A 


8795 


129 


1734 


QWMHRMLD1FKGSSQHPSVPR 

VSSRPPLGPQGYSLHHFGTQGI 

HSATPINTQGLQPAPMGTQQPQ 

PEGKTSAVVLADGATIVANPIS 

NPFSAAPAATTVVQTHSQSAST 

NAPAQGSSPRPSILRKKPATDG 

MAVRKTLIPPQPHDVASPRVES 

SMRSTSGSPRPAGAKPKSE\STC 

LWPLRSLCPWRLYPIKIMISLPL 

PSLKLPSSPHRPFQL*LQQPVPR 

HNQPLPFQPFLERSPSLHPSPPLV 

HCTTSISHCGWQSFLRLGPSRS* 

N*SERRSRTNGYHEASF\SVPPL 

ATNTVSPSLALLANNLSMPTSD 

LPPGASPRKKPR\NNSMW1STEE 

GDMMETNSTDDEKSTAKSLLV 

KAEKRKSPPKEYIDEEGVRYVP 

VRPRPPITLLRHYRNPWKAAYH 

HFQRYSDVRVKEEKKAMLQEI 

ANQKGVSCRAQGWKVHLCAA 

OI I Ol TNT FHDVVPRf TWI HP 

GHPKKKAATDDDLHRINELIQG 
NMQRCKLVMDQISEARDSMLK 
v L-L/rirvi-/iv v l.ivl.l,in ivino i V lvlv V 
SKLKRKEKV 


8738 


39106 


A 


8796 


1 


169 


RPTRPPKSNKRQCLVFVTPVKEE 
EPVRNILEKFNTISGSKVRSLYL 
HAPPLLPLER 


8739 1 


39107 


B 


8797 


156 


398 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X—lJnknown, 
*^=Stop codon, /-possible nucleotide 
deletion, \=possibk nucleotide insertion) 


8740 


39108 


A 


8798 


20 


723 


VWGGEFLPRIWFMLPTSHQWM 

LFSVFLGWGSCQWSCSHLLSCL 

WRAAFSEFPLGPEPGEGIGPELC 

LCFQMEAIELSVDPKSNKRQCL 

VFVTP\KEEEPVRNILEKFNTISG 

SK/CTEVQRGVIYPGH!R*R**Sl 

PRGF*FYSK*GRPDSAGGHGPG 

GVLQGEKGHSACARQGGRFQE 

GAAFAQRETAGRRVGQRWCG 

DCFRTPVHRKSLSSPNFGGFGA 

GSEAVPCHLVLYLVW 


8741 


39109 


A 


8799 


79 


256 


LRLTLLFFQNLLGGKSSMLWTA 
HPCPEGACSSSCTSLGSHLLLSS 
FPVLGR*PGPSGDH 


8742 


39110 


A 


8800 


402 


996 


TFFKFPPDSGAQLASPRGSRIGA 

AGGAANSSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG*RAPQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GAVPTLATPPTSASFFSAATPEGP 

PLAS 


8743 


391 1 1 


A 


8801 


7 


602 


TFFKFPPDSGAQLASPRGSRIGA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG*RAPQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GA\PTLATPPTSASFFSAATPEGP 

PLAS 


8744 


39112 


A 


8802 


262 


349 


KEGEGGK\PD*PVRMCPPKPSG 
HWKHPGE 


8745 


39113 


A 


8803 


2271 


2863 


GGASGVVRSSWWARGLAGFRS 

EAADLRGLPVELRASPAPCVRT 

PQPLGGR\GIGRPGAEGGPCWG 

GSGRTGAHGGAEGAGSSLGQP 

RKGLPQCSGG/PEGLLKCGQSG 

SPGRGRAQSERGL*GLPACCHL 

SH*PQGRQI*PRTCPTPFQSKTS 

DQGGPSGPAVSGSERQV*LHHQ 

*PGCRDYLCGPFCSWEINPVWG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknonn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8746 


391 14 


A 


8804 


3 


561 


NCPSLLVESCFQECGSSIPFALPS 

TQVEHALYASER*QRAGSPHSP 

HSLSVPPLPGLPLWRHLRSPS/G 

PPLH*PP*ASTLTGGPQ*RLGSA 

GINVSSEPVSSSRPNV*SFPFPQY 

TVTLVKGWRSREPSPfCSSVLGS/ 

MVP*STKSEP*REPP!*SLTGKA 

GERGEKGREKAIGSGR*GVAKC 

SDHVR 


8747 


39115 


B 


8805 


298 


380 




8748 


39116 


B 


8806 


I 


1292 




8749 


39117 


A 


8807 


1 


1224 


MKPRTLAVSVTALKVARLEFV 

PSDVRMCSEFLPSGGLVVSLAS 

GVKLQTFAVSVTARNSVDPKN 

SGAQLASPSGSSTRAASGAAC* 

SPSPPPC ARTPQPLGG RNGTGCP 

GAGGGTRRGGSGRTGAHGAAE 

GVGSGLGQPRKGPPTVQWWAE 

GLLKCRQSGSPGRGGAESKRGL 

*GLPASTLSP\PPG\ECAGKSENS 

HMNLNCSGGSLGPGTGAHLPL 

GPDSGQPAETLLWGPCCGPGG 

TGLTGSGQTISLGCQGGQPRRE 

VKPPVPQRVSVLLVAVNPPPDS 

RCRVETDRPWRLC1QSCLCGTL 

KRDVLHSPSVVFNTTRGGTAE 

WSREDKDALLPEYALHMPFAV 

GFKLEYKEGVLGSNLAAGPEK 

ELCEAKRNQCPKSGVSHTSRPL 

KPEWSDFVAE1DESKLPDRS 


8750 


39118 


A 


8808 


1 


1298 


ESLRAGSFQQE1QPELAPLULRG 

FGTWPG WSFQATGFCVGVRGS 

PGSGFRGCGAYRAP*SFRTQLW 

PWQPLQGLDPKPLKDALRPSPL 

GRRACAEHHLCSADERPDLGFE 

GLQRWGGCRGSQGKPAVHQA 

WGRCGEGTGGGHTGSPPPRLTP 

P/PGPGSFRAQPGERRPAACGQ 

QRALGPMRPPPAC/GPSPT*GCA 

LNPTSPPAPLV*GFIHIVAAFCSF 

VTPVSKSHSFQLGGELRVAGSD 

\GGRWGERENTQGSTLPPSSPAS 

SPGSPSPDPATPPGPATPGLIDIL 

LLLPMVASSRKHDFVSGFSGRLP 

PQGEFFQ* G PTG WQS WV WPLD 

PSYLGGCQGGCGQGPRTGRRG 

ASSHCCVPAAP/GLSMDCSRGS 

GGSPPRSPPWALLGDLPSSLET 

VCLVMMFPCPIWMASEFAME1 

QLLGPFWQIMLIGLCW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8751 


391 19 


A 


8809 


2 


662 


RIPLLVTRLKINEKVLQVLTNIF 

LFHDFSVQMFIKGLQLSLLEHFY 

SQPLSVLCCNLPEAKRR1NFLSN 

NQCEN1RRLPSFRRYVEKQASE 

KQVALLTNERYLKEETQLLLEN 

\LHVYHMNYFLVLRCLHKFTSS 

LPKYPLGRQ1RELYCTCLEKNI 

WDSEEYASVLQLLRMLAKDEL 

MTILEKCFKGFKSYCENHLGST 

A*R1EEFLGQFQSLDEPRGRR 


8752 


39120 


A 


8810 


326 


1215 


NPILHGNFIFMLDHSLKNVQDQ 

E*TLM*/HYGPQVVTMCQCSFI E 

RNKRIPVVQGIRRGRGHVQWG 

RYVEKQASEKQVALLTSERCL 

KKETQLLLENLHVYHMNYFLV 

LRCVHKFTSSLPKYPLG RQIREL 

YRTCLEKNIRNSEEYASVLQLL 

KMLAKDELMTILEKCFEVFKSS 

CEKHLGSTAKR1QEFLAQFQSF 

DETKENEALKREEGCIPNITPDI 

CIAYKLYLECRRLINLVDYSQA 

FATILTAAEKMDANSTSSEEMN 

EIIYAWCIRTVFELELLGFIKPTK 

QKTDHVARLT 


8753 


39121 


A 


881 1 


70 


613 


SLLEMKELRRSKXQTKFEVLRE 

NVVNFIDCLVREYLLPPETQPL 

HEVVYFSAAHALREHLNAAPRI 

ALHTALNNPYYYLKNEALKSE 

EGCIPNIAVPDICIAYKLHLECSR 

L1NLVDWSEAFATVVTAAE1CM 

DANSASSEEMNEI1HARDIRAVS 

ELELLGFIKPTKQKTDHVARLT 

WGGC 


8754 


39122 


C 


8812 


598 


762 




8755 


39123 


C 


8813 


138 


296 




8756 


39124 


A 


8814 


1 


395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


8757 


39125 


A 


8815 


2 


1289 


DDLCALAFKVLHDKQRGPTGF 

YAPFNSRPL*KPQLAHSIILMET 

ATERJSRLLLPFADQHVEIPSLT 

AGN1ALTVGLKHTATGDTIVSS 

KSSALALQLVEPNGREKRSTDK 

TM KAERLLLAGSGRFQEPVFFC 

TIGTPITV*GSQIWEHAFEMSFS 

VRJPVLKVRLD PDSGQT V\LCG 

MGELHIEIIHDRIKREYGLETYL 

G PLQ V A YRETI LNS VRATDTLG 

*EL*GDKRHLVDLLGSGKARPI 

ETSSVMPVIEFEYAESINEGLLK 

VSQEA I ENG I HS ACLQGPLLGSP 

IQDVGNYLYIP*QIHPWAPSTTY 

DFCLCLKMPCKK A l PRkTAnirn 

VLEPLMNLEVTVARDYLSPVL 
ADLAQRRGNIQEIQTRQDNKV 
V1GFVPLAE1MGYSTVLRTLTSG 
SATFALELSTYQAMNPQDQNT 


8758 


39126 


A 


8816 


545 


849 


LAIHLSSLI\SRHDDEATRTST\SE 

GLEEGEVE\GETLLIVES\EDQAF 

S/VDLSHDQSGGISLNSDEGDVS 

WMEEQLSYFCDKCQKWIPASK 

ELLNSFDLSIPV 
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SEQ ID 

NO: 


seq ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8759 


39127 


A 


8817 


1 


2395 


MDSS1HLSSLISRHDDEATRTST 

SEGLEEGEVEGETLLIVESEDQA 

SVDLSHDQSGDSLNSDEGDVS 

WMEEQLSYFCDKCQKWIPASQ 

LREQLSYLKGDNFFRFTCSDCS 

ADGKEQYERLKLTWHQVVML 

ALYNLSLKGSGRQGYFRWKED 

ICAFIEKJ4*TFLLRNRKKTSTCR 

STGAGCLSVGSPMYFR*GA*EF 

GEPRWWKLVHNLPLTMKPERE 

KTAASTLNIFAASKPTLDPIITVE 

GLRKRASRNPVESAMELKEKR 

SRTQEAKDIRRAQKEAAGFLDR 

STSSTPVKF1SRGRRPDVILEKG 

EV1DFSSLSSSDRTPLTSPSPSPS 

LDFSAPGTPASHSATPSLLSEAD 

LIPDVMPPQALFHDDDEMEGD 

GV1DPGMEYVPPPAGSVASGPV 

VGGRKKVRGPEQIKQEVESEEE 

KPDRMDIDSEDTDSNTSLQTRA 

REKRKPQLEKDTKPKEPRYTPV 

SIYEEKLLLKRLEACPGAVAMT 

PEARRLKR\KLIVRQA\KRDRGL 

PLFDLDQWVNAALLLVDGIYG 

AKEGGISRLPAGQATYRTTCQD 

FR1LDRYQTS\LPSRKGFRVHQ\T 

TKFLYRLVGSEDMAVDQSIVSP 

YTSR1LKPYIRSDPHWTPEPDAP 

LDYCYVRPNHIPTFNSMCQEFF 

WPGIDL\SECLQYPDFSVVVLY 

KKVIIAFGFMVP\DV\KYNEAYI 

SFLFVHPNWXRRAGIATFMIYHL 


8760 


39128 


A 


8818 


3 


364 


GDSVPTAEGGDQVCVILSSVPQ 
TVWEPMFNKRACG/P*SP*SLSA 
TSIYPRELKAGTQKDTCPPVFR 
A V L FTTATQCPSTD A WMN KM 
WYSRTM EC Y S ALKLRKE ! PPH AT 
ARHPMCLQFCRW 


8761 


39129 


A 


8819 


292 


508 


ARPGDQATSGGQGTTFQHPLFC 
FELGGSQNPALQ*PFAAACPVG 
AD*TKFTF AFCCRLK* KRTCCL 
SLGSRC 


8762 


39130 


C 


8820 


253 


369 




8763 


39131 


A 


8821 


295 


393 


1YFGCLLGEPVVAAEAG1\WDN 
DCVKKQLLHSW 


8764 


39132 


B 


8822 


91 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=LJnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8765 


39133 


A 


8823 


1 


544 


ARHPDMKKRVEDASILPCNVSL 

EYEKTEVNSGFFSKSAEEREKL 

VKAERKF1EDRVKKIIELKRKV 

CGDSDKGFVVINQKG1DPFSLD 

ALSKEGIVALRRAKRRNMERLT 

LACGGVALNSFDDLSPDCLGH 

AGLVYEYTSPACPKQSGLCILSS 

TLGEEKFTFIEKCNN PRSWTLLI 

KGPNKHTLTQIKDAVRDGLRA 

VKNAIDDGCVVPGCWCRGKW 

AMAEA\Ll*P*APVLKGRAQLGS 

PKHLLDAFAHYFPKVLCFRNSG 

FLTFQGN I KLKFKAEHSRJQVQL 

VGVDL\NTGEP\MVASRSKAVW 

GHT*LW*KKTSLPSTPCTW*1A\ 

TNILLGLNE1MRAGMSFS*KGF 

VVINOKGIDPFSI DAI SKFniVA 

LRRAKRRNMERLTL A CGG V A 1 

NSFDDLSPDCLGHAGLVYEYTS 

PACPKQSGLCILSSTLGEEKFTFI 

EKCNN PRSCH 1 1 DQRTFC 


8766 


39134 


c 


8824 


636 


1025 




8767 


39135 


A 


8825 


33 


1505 


KC1SASVKLVDFSDLLLSNNTS*S 

AFTPTRTQKSSSKLLRKESHYS 

GMMSIQEKSKENSSKVTKKSD 

DKNSETEIQDSQKNLAKKSGPK 

ETIKSQAKSSSESKINQPELETR 

MSTRSSKAASNDKATKSINKNT 

VTVRGYSQESTKKKLSQKKLV 

HENPKANEQLNRRSQRLQQLT 

EVSRRSLRSREIQGQVQAVKQS 

LPPTKKEQCSSTQSKSNKTSQK 

HVKRKVLEVKSDSKED/GKSSN 

* * SN KFS/SKG KN A R*N I R/S AC A 

CSSQCTQGSEKCPQKTTRRDET 

KPVPVTSEVKRSKMATSVVPK 

KNEMKKSVHTQVNT/KHNTPK 

KSTAISA*TK***AGASRKEQTR 

*YSPA\REEIAGEIESDNVEVKK 

ESSQMESVKEEKPSEIKLEETSV 

ERQILHQKGTNQDVQCNRFFPS 

RKTKPVKC1LNGINSSAKKNSN 

WTKIKLSKFNSVQHNKLDSQVS 

PKLGLFTNQFFTTSFRNASSSDS 

KYIFRDKAT 


8768 


39136 


A 


8826 


1 


394 


AISRALGRYVLFPCL1QDGIFVA 

HTAHAILTSLED\SL*MFQPKTC 

WCL\AN*HDTLSVNMETPHPSF 

QEELSGLLLLKMLRSPIEASKD 

KDKVKSNAVRALGNLLHFLQP 

SH1E*PTFAQINEEAJQALIS 
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st;Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


8769 


39137 


A 


8827 


52 


730 


KSACDALSS1LPEAFRNLPNDR 

QMLCITVLLGLNDSKNRLVKA 

ATSR\ALGVYVLFPCLRQDVIFV 

ADAANAMVMSLEDKSLNVRA 

ICAAWSLGNLTDTLI VNMETPD 

PSFQGRVLWSPALENGYDQAL 

EASKDKDKVKRH\AV\RALGNL 

LHFLQPSm/GKTPHLQKFI*GSL 

SRALNFLLF*QKLAMKVRWNA 

CYAMGNVFKNPALPLGTAPWT 

SQAYNALTSVVTS 


8770 


39138 


B 


8828 


47 


1576 




8771 


39139 


A 


8829 


2 


2753 




8772 


39140 


A 


8830 


1 


273 




8773 


39141 


B 


8831 


104 


206 




8774 


39142 


A 


8832 


1 


987 




8775 


39143 


A 


8833 


1 1 1 


2187 


DERRVGAADMFGRSRSWVGG 

GHGKTSRNIHSLDHLKYLYHVL 

TKNTTVTEQNRNLLVETIRSITE 

ILIWGDQNDSSVFDFFLEKNMF 

VFFLN1LRQKSGRYVCVQLLQT 

LNILFENISHETSLYYLLSNNYV 

NSIIVHKFDFSDEE1MAYYISFL 

KTLSLKLNNHTVHFF YN EHTN 

DFALYTEAIKFFNHPESMVRIA 

V RT1TLN V YK V DNQAMLHYIR 

DKTAVPYFSNLVWFIGSHV1EL 

DDCVQTDEEHRNRGKLSDLVA 

EHLDHLHYLNDILIINCEFLNDV 

LTDHLLNRLFLPLYVYSLENQD 

KVFLIIHH APLVNSLAEV I LNG D 

LSEMYAKTEQDIQRSSVLPTLSS 

LWQGSHLSLNQLQSGLHKCSS 

HLCGAQAAADS VTGEI PAIRSL 

EWLISAGSICARTFFFLKMLIGF 

WEKVDCEYQRRQVLSTRLQEA 

LPSNRLTDVAAVHSSCMLGFGS 

TAPRGSWIGDPAAVHLPLPGEL 

AEHLGSKGTTTVTKHQPQAKPS 

IRCFIKPTETLERSLEMNKHKGK 

RRVQKRPNYKNVGEEEDEEKG 

PTEDAQEDAEKAKGTEGGSKGI 

KTSGESEEIEMVIMERSKLSELA 

ASTSVQEQNTTDEEKSAAATCS 

ESTQWSRPFLDMVYHALDSPD 

DDYHALFVLCLLYAMSHNK/G 

KSPEKEEGLSGTQSHPGKAGTF 

GKEGAEERKRAQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide locution of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8776 


39144 


A 


8834 


1 


3050 


RNLLVETIRS1TEILI WGDQNDS 

SVFDFFLEKNMFVFFLNILRQKS 

GRYVCVQLLQTLNILFENISHET 

SLYYLLSNNYVNSHVHKFDFSD 

EE1MAYYISFLKTLSLKLNNHT 

VHFFYNEHTNDFALYTEAIKFF 

NHPESMVRIAVRTITLNVYKVS 

LDNQAMLHYIRDKTAVPYFSN 

LVWF1GSHVIELDDCVQTDEEH 

RNRGKLSDLVAEHLDHLHYLN 

DILIINCEFLNDVLTDHLLNRLF 

LPLYVYSLEN 


8777 


39145 


A 


8835 


1 1 1 


270 




8778 


39146 


A 


8836 


240 


406 




8779 


39147 


C 


8837 


86 


286 




8780 


39148 


A 


8839 


172 


243 


DPS*EARSMLLLLFLPPDHSGLP 
H 


8781 


39149 


A 


8840 


280 


526 


GRNAVVQS*AHCRSQTPGPK*S 
SL/LVFPSS\WTYRHMPPHLAN* 
KKFFLHRDGGLDMLPRLVWNS 
WPQ V I LPPQPPKA LG L L L 


8782 


39150 


A 


8841 


3 


1785 

< 

1 


VLDARNAGAGGLAGPAGVLRG 

RASRCDPGAAVGAGQGGARVR 

PGRAA A PSPGPPGGA*CVPTDA 

GAGPGSAGARQPLPFAAGALS 

H SG HC * RG L RG PG SL A SP AQ A K 

AAWSGLLLSPAAAGRDGGRGH 

NPRDPPPLREHGPGIPGFHGDR 

G* EL YQCHLGG EGG\GPDKPGS 

PCASCGLDGHWYRALLLETFRP 

QRCAQVLHVDYGRKELVSCSS 

LRYLLPEYFRMPVVTYPCALYG 

LWDGG RG WSRSQ VGDL KTLIL 

GKAVNAKIEFYCSFEHVYYVSL 

YGEDGINLNRVFGVQSCCLAD 

RVLQSQATEEEEPETSQSQSPAE 

EVDEEISLPALRSIRLKMNAFYD 

AQWKENGYYRAIVTKLDDKSV 

DVFLVDRGNSENVDWIINMLL 

RFLTNQEQGEETISKVIAQAGY 

AKYQEFETKENILVNAHSPGHV 

SNHFTTESNKIPFAKTGEGEQK 

AKRENKTTSVSKALSDTTVVTN 

GSTELVVQEKVKRASVYFPLM 

QNCLE1KPGSSSKGELEVGSTVE 

VRVSYVENPGYFWCQLTRNIQ 

3LKTLMSDIQYYCKNTAAPHQ 

UNTLACLAKRTVNRQWSRALIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lliikno>vii, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8783 


39151 


A 


8842 


2090 


2901 


THLLVPGMQPLTWQMPFSPFLS 

ISPTRSNLPSAATPV1AQWA/HE 

QSGHGGRDGGYTWAQQHGLA 

FTNTDLATVNAKIGFAYPVCDA 

SAKTT1RGLLECLIRCDG1PHSIA 

SDQARIHRSRNQEVEVEVAPLT 

ITPSDPLAKFLLSVPVTLRSAGL 

EVLVPGEGMLPPGNTRTIPLNW 

KLRLPPGHFGLLLTLSQEAKNG 

VTVLAGVIDLDYQDEISLLLHN 

GGKKEYARNTGDPLGRLLVLP 

CPVIKINGKLQQPNPGGTTNGS 

DPSGMKV 


8784 


39152 


A 


8843 


1 


585 




8785 


39153 


A 


8844 


1 


1697 


MDKYFMIKTPKAMATNTTIDK 

WDLIKLKNFCTAKETMIRVNR 

QPIECKKMFA1YPSDKVILLFKM 

APKRNAEGLSTVSTCKKAAMC 

LIEKGCELVGPVGPQTHPVVTS 

PVSECIIGIDILSGWQNPHIGSLT 

GRVKAIMVAKDKLKPLELPLPG 

KIVNQKQHC1PGW1VEISATIKD 

LKDAVIGIPTLPPFNSPIWPVQK 

TNGSWRMTVDYHKLNQVVTP1 

AAAVPDVVSWLEQrNTSPGTCL 

HWWPHGEFPRLVDREERTRTW 

FTDGSAQYAGTTQKWTPAALQ 

PLSRTSLKESECF1HHHG1PHSIA 

SDQGTHFMAKKVRQWAHAHEI 

HWSYHVPHYPEAAGLIEKWNG 

ILKPQLQCQLGDNTLQGWDKV 

LQKALYA\LNQHSVYGTISP1AR 

IHRSRNNQEVEVEVTPLIITPTD 

PLAKFLLPVPSTLHSLDLEVLVP 

EGGMLPPGHTAMIPLNWKLRL 

PPGHFGLLLPLSQQAKKGVIVL 

AGVIDLDYQNEISLLLHTvJGGKE 

EYALN IGDPLG H LL V LPC P V IN 

VNGKLQQPNPGRITNGEDPSG 

M K VC VTPPGTTTTTfCKP 


8786 


39154 


C 


8845 


1 


720 




8787 


39155 


A 


8846 


57 


261 


WNF/CDPGGPMMKL\FJSFKLKT 
1 SSTFLSPTCL VL* RRPSRSASSL 
TVLCTTTRSSSPLLGALV*TWP 


8788 


39156 


B 


8847 


1 


1 158 




8789 


39157 


B 


8848 


1 


2523 




8790 


39158 


A 


8849 


«-» 
:> 


375 




8791 


39159 


A 


8850 


3 


169 


DFQPFTRVTVHWGKGNDQTFR 
GLLDTGSELTLIPGDPKHHYGP 
PVKVGVAYGAQLL 


8792 


39160 


A 


8851 


-> 
-> 


376 
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SEQ ID 

NO: 


SEQII> NO: 
of peptide 


Mel 
hod 


SEQ II> NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8793 


39161 


B 


8852 




592 




8794 


39162 


A 


8853 




319 




8795 


39163 


A 


8854 




1071 




8796 


39164 


C 


8855 




862 




8797 


39165 


A 


8856 




1488 


MGRARRLTPVIPALWETEADGS 

RALTVETTVTQLQHLNTVGI1G 

FRGGRGQVAAVNCQKJtDIQPF 

TRVTV H WG KRN DQTFQALVDT 

GLELTL1PGDPKHHCDPPVKVG 

AYGHQVrNGVLAQIQlTVGPVG 

PWTHPVVIFTVPKCIIDIDILRW 

QNSHTGSLTGRMKAIMVGRAK 

WKPLELPLPRKTVNQKPYHTPV 

GTAEIS ATM KDL KD AG V VI PTT 

TLFNSPIWSVQKTGGSWRMTV 

DYCMLNQVVSAVEAIVLDVVS 

LLEQINTS/P/WP*SGSCTAAFHH 

QMEVVHT*SGSSRS*RHN\CTN 

GLMGSFL*SVDRGREDYGLVH 

RRFFTIC*HHPKLDSCSTTVPF* 

DIPEGQL*REIFPPPVS\VRQGWR 

LCMGSATWTFTHQG*PGYGHC 

* VPN L P A A ETNTF P<; 1 WH H ^ <sn * 

SASYLVAG*LYGTSS1MERAEV 
CPHWNRHLF*IWVVCLSCTLCF 
C+DYHPWTLEMPYPPSPYSTKL 
CCCPRHLLYG*RSAAV 


8798 


39166 


A 


8857 


1 


1056 


MSSVLLRLIYQLTQKTASFEGG 

PEQKALQQIQA A VQ A A LPLGPY 

DP ANPM VLE VS V A DRDTV WSL 

WQVPIGESQQRSLGFWSKVLPY 

SADNYFPFERQLLACYWALLET 

DRLTVGHQVTLQPELP1MNWV 

LSDPSSHKVGHVHQHSIIKWK 

WYIRDQTRAGPEGTTTPVITQ/ 

WDAHEQSGLSGRDG\KGQRFV 

LTG VDTYSG YWFAYPA HM ASA 

KTS1YGFTECLIHCHGIPHSIASD 

QGTLFTAKEVWQWAHAHGIH 

WSYH1PHHPIAAGI IFWWTsiril f 

KSQLQCQLGDNTLQG WG KDL 
QKAMYSLNQRLIYSTVSPISRJH 
GSRNQRVEVEVAPLTITLSDPL 
AKFFFLLP 


8799 


39167 


B 


8858 


603 


1785 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /=possib»e nucleotide 
deletion, \=possiblc nucleotide insertion) 


8800 


39168 


A 


8859 


3 


467 


RIHVRPE1TLTA/ANTARPY* IDP 

HDTLLSHSN FGSSDCPSSSKMR 

QALELVRERAPELM1DGEMHG 

DAALVEAIRNDRMPDSSLKGSA 

N1LVMPNMEAARISYNLLRVSS 

SEGVTVGPVLMGVAKPVHVLT 

PIASVRRIVNMVALAVVEAQTQ 

PL 


8801 


39169 


A 


8860 


I 


1878 




8802 


39170 


A 


8861 


3 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVTARYLRNALTKRVL 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEAIAKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKXGIEVLLLSDRIDE 

WMMNYLTEFDGPPFQSVSKVD 

ESLENLADEVDESAKDAEKALT 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 


8803 


39171 


A 


8862 


2 


393 


LEFGKKLGNAAADYFIANKIDQ 

PKIAVINCEAFEVCVQRRKGFE 

EVLKSRVPGAQIVANQEGTVLD 

KAISVGEKLIISTPDLNA1MGES 

GGATLGAVKAVRNQMRPEKL 

LFSVRPQPKLLRSWKTIRC 


8804 


39172 


A 


8863 


414 


805 


TPSRVEGNQEYPSLVY1P\SQAP\ 

WNM*TRDHKHGLNLYVQRVFI 

MTDAEQFMPNYLRFVGGLIDSS 

DLPLNVSREILQDSTVTRNLRN 

ALTKRVLQMLEKLAKDDAEKY 

QTFWHQFG RG 1 1 1 FTDSQFN R 


8805 


39173 


A 


8864 


3 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVTVRYLRNALTKRVL 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEAIAKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGIEVLLLSDRIDE 

WMMNYLTEFDGPPFQSVSKVD 

ESLENLADEVDESAKDAEKALT 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8806 


39174 


A 


8865 


1 


624 


AKLLRFASTHTDSSAQTVSLED 

YVSRMKEGQEK1YYITADSYAA 

AKS\SPHLELLRKKGIEVLLLSD 

RIDEWMMNYLTEFDGKPFQPG 

AKVDESLEKLADEVDESAKEA 

EKALTPFIDRVKALLGFRVKDV 

RLTHRLTDTPA1VSTDAD*M\TP 

RMA\KCFGGAGQKVPEVKYIFE 

LNPDHVLVKRAVAD'REEEAKF 

CVWGKNCVLGPF 


8807 


39175 


A 


8866 


471 


659 




8808 


39176 


A 


8867 


638 


834 


SSN TMM H FQ1 H MKQESTEQQT 
MTARR*Q*SEVDE*REDTTLAA 
RGRTEA*SARYQLT*QSVPSPH 


8809 


39177 


B | 


8868 


1 


1383 




8810 


39178 


A 


8869 


4452 


4896 j 


SQHSEVFVCHMLSQPRAPGAG 

RYL/LQRKA/SEALEVEV/VDTW 

OADAVRDTRTLS\GGESFLV<;i 

ALALALSDLVSHKTR1DSLFLD 

EGFGTLDSETLDTALDALDALN 

ASGKTIGVISHVEAMKERIPVOI 

KVKKINGLGYSKLESTFAVK 


8811 


39179 


A 


8870 


31 


185 


GHRRRPFKRGRKSR*RGGSQRR 
VNEDARRSAWMRKKQRRL1SK 
ISDRTARK 


8812 


39180 


A 


8871 


1744 


2670 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion. Impossible nucleotide insertion) 


8813 


39181 j 


A 


8872 


1 


1680 


MGFWVENGEIQYPVSEITIAVSS 

LVFSSASFAADLEDNMETLNDN 

LKVVEKADNAAQVKDALTKM 

RAAALDAQKATPPKLEDKSPDS 

PEMKDFRHGFDILVGQIDDALK 

LANEDVFTRTLGADALYQFQN1 

RHVLRMQRIAAGEGNTLAFDT 

SVIQ1 VNDLVFHCFGKWLTGIY 

PPCAFV1ATGAFMNTPGDKQGA 

TSAGAVDDVDRJSNEITIGIPML 

TGYILLHVKGVRAKSSADHRR 

RPLASLATPPHKSWTCTLLFFR 

LPNVVCYANRJQQLTPILETLPQ 

SDELPHCEETVVLENWRQVHE 

QCL A LH SQQQTLQQQD VL A AQ 

SLQKAQAQFDTALQASVFDDQ 

QAFLAALM DEQTLTQLEQLKQ 

NLENQRRQAQTLVTQTAETLA 

QHQQHRPDDGLALTVTVEQIQ 

QELAQTHQKLRENTTSQGEIRQ 

QLKQDADNRQQQQTLMQQ1AQ 

MTQQVEDWGYLNSL1GSKEGD 

KFRKFAQGLTLDNLVHLANQQ 

LTRLHGRYLLQRKASEALEVD 

VVDTWQADAVRJD/TRTLSGGE/ 

SFLLRLR*VTRRHQLWLHPLRH 


8814 


39182 


A 


8873 


3 


823 




8815 


39183 


A 


8874 


287 


426 


YSGLSAVNPVNDAYGVRFQLP 

SVNRIPVS***VKLAPPAHQIKRI 

SGKCRFIPLC*YAPPGFSSASTM 

RATG1LSTASQPPGKLPCMEEST 

AERRVGLPPLAKW 


8816 


39184 


C 


8875 


1 


2058 




8817 


39185 


A 


8876 


1 


1989 




8818 


39186 


B 


8877 


1 


3132 




8819 


39187 


A 


8878 


194 


789 


LTKLPSLFTFTRLSSSDNDLRGG 

DKRGGANGARLAL*PQTRTGD 

VTRRQPIRVCTVIEMFELLE/PIA 

DGFRNYRARLDVST/TESLLIDK 

AQQLTLTAP/EMTALVGGMRV 

LGANFD/GSKNGVFTDRVGVLS 

N/DFFVNLLDMRYEWKATD/ES 

KELFEGRDRETGEVK/FTASRA 

DLVFGSNSVLFVRILGGFFCEYS 

LTIRILH 


8820 


39188 


A 


8879 


1 120 


1395 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8821 


39189 


A 


8880 


1 


629 


THRPPKSGPPCAKITRTTHVTA 

KPLFPQTNPKQTVRRMQGELY 

LVDESGQEFVSALNYRRRKTR 

NNATAYPIRLFYLSVRPRAGSK 

SSRTIW1LLAD/AKITPYERRQL 

VAR1EA/LSTE1PAQVRPLYQLW 

RDGQALQLQLAEERQR/YTGG 

ADTKQDGATTTKDKQQR*TKG 

TRSQPSTREVQQQSTQKHSTSR 

PPNHSAQPSNSALVTRQ 


8822 


39190 


A 


8881 


3 


307 




8823 


39191 


C 


8882 


161 


337 




8824 


39192 


C 


8883 


34 


168 




8825 


39193 


c 


8884 


172 


456 




8826 


39194 


A 


8885 


174 


516 


VSGVRCWIHSSAFPPVFPGFFLP 

V A FFDRPPA RLYRMHTWSH M E 

SQEPARLPSHYAD*GQGSQKR\ 

DSCSSGWAGLLFISPQFVLWSA 

EIEGSLNHITLGFRLSHGTTSAD 

GMTF 


8827 


39195 


A 


8886 


I 


2964 




8828 


39196 


A 


8887 


1 


2724 




8829 


39197 


A 


8888 


3708 


7098 




8830 


39198 


A 


8889 


1 15 


339 




8831 


39199 


A 


8890 


445 


634 


VINTFSLHTMGSTS*HQGNGWR 
HLTLHPRNSKHPLEQPTPGVLQ 
LRPPTASLRQLLSNAGCSG 


8832 


39200 


A 


8891 


1663 


2234 


GEGLRRGLFPGAEAQGRAETA 

GCLRRGRGALALALPGSPGLSP 

WVEDAGGHRVLHGRAVLRCA 

RAPPVPQPAGLAKVEPYSGVSS 

LTAFPQAPILLSSGGQSRAGERT 

TM*G*PEMEKL*SCIGEGHQPC 

HRXKSRPAAPCPPPSAMLFLTPR 

SSATLLSSSSKGASGGWEPSAA 

PLGGSGQPFREMVSQH 


8833 


39201 


A 


8892 


202 


542 




8834 


39202 


A 


8893 


564 


1179 


QHRLTYRTALWIHYRPDPKPL 

MSFRPGHQRLSVTSLLVCHGLL 

MVGTSLGVLVALPVPRLSSPSL 

PPVELL*HSVCVSVCRG1SCL*W 

RLWDQISDW\SRTLIQPPRPPSC 

CPVVASPGPGKGPQCNGDPKW 

KSCEAASVKGTSPATGKSRPAA 

PCPPPSAMLFLTPRYSATLLSSS 

SKAASGAREPSAAPLGGSGQPF 

REMVSQH 


8835 


39203 


C 


8894 


321 


539 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


8836 


39204 


A 


8895 


630 


983 


NLETNGKIPFENPWSKVP1RFGR 

QN LRR VCLTTGGQI PTG RWVT 

ATDSRGAGDYRLCLHHLR*PD 

GARLSAGSADCAANRRDVDGS 

GRGLPGRLSVQQPRRVRRGQP 

DVQPVSWPGC 


8837 


39205 


A 


8896 


31 


144 




8838 


39206 


A 


8897 


I 


1775 


MEISFTRVALLAAALFFVGCDQ 

KPQPAKTH ATE VT V LEG KTMG 

TFWRASIPGIDAKRSAELKEK1Q 

TQLDADDQLLSTYKKDSALMR 

FNDSQSLSPWPVSEAMADIVTT 

SLRIGAKTDGAMDITVGPLVNL 

WGFGPEQQPVQIPSQEQIDAMK 

AKTGLQHLTVINQSHQQYLQK 

DLPDLYVDLSTVGEGYAADHL 

ARLMEQEG ISRYLVSVGG ALNS 

RGMNGEGLPWRVAIQKPTDKE 

NAVQAVVDINGHGISTSGVSSRG 

D*DGYGQGLSRVIDPQTGRSIE 

HNLVSVTVIAPTALEADAWDT 

GLMVLGPEKAKTCSPGGLRGT 

ESLNTLRDRJTQ1NGIDEVRMD 

DSWFARLAALTGLVGRVSAM1 

GVLMVAAVFLV1GNSVRLSIFA 

RRDSINVQKLIGATDGFILRPFL 

YGGALLGFSGALLSLILSEILVL 

RLSSAVAEVAQVFGTKFDINGL 

SFDECLLLLLSSMVTFWCRNLF 

TSLLELWrNHADKQDDNSCLSS 

ASVYLKAKMMKVMLPMQLLS 

SGTG F YRDRLEN SG G R Y E S RRS 

LTRQFREEPTAPI PRECSQR1 DFL 

LFETPSVSASSSAGFWLRFGSTA 


8839 


39207 


A 


8898 


10 


300 


PTSIPRESSSGTWFQVASTTVLF 
SAILAGLGSASAFCLGPG1PQAR 
PNNSAVNSKNSRFGIPRPQAE*P 
EQGGVYHHTAGVLKKLIPPSAR 
QHPDRC 


8840 


39208 


A 


8899 


1657 


2061 


QMPGNNPAFSALLVAFKHQFAI 

AGGIFIKEVTFA1KTSQLLWFGQ 

P1FNNETTHQTACFLSVEADDL 

KFAVLL1EEHRLDNLG1QFLRLH 

RFKILI*RQINHHIIALCCERLVQ 

LVGDD1SPEFDELELRFSEVH 


8841 


39209 


B 


8900 


26 


1540 




8842 


39210 


A 


8901 


1 


3396 




8843 


39211 


A 


8902 


1 


3522 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8844 


39212 


A 


8903 


1 


105 


SPQPDRHYRHHRQGPLVCIVIIF 
YFCAKRWMAAIL*TQHRHRFL 
TTDDG K FA VANGSFS *RGLHH/ 
ATGLLRRFPPIC*GPLVCIVHFY 
FCAKRWMAAIL 


8845 


39213 


B 


8904 


1 


960 




8846 


39214 


B 


8905 


1 


2618 




8847 


39215 


B 


8906 


1 


490 




8848 


39216 


A 


8907 


2820 


3332 


ATEGYRQQCRQFHPAAYDESP 

H RNRRRK WRPT YRC H P A PDHR 

TACLRSAFYGNAPGCVQTGPV 

RRSGAASASSPAVFLSGTSPWS 

FARTIALVRGRS/LKIDTNSPWA 

YFSALLM/F/DLLSHVHEWCGR 

YISPPRFAQTGETLPCRRHQGSR 

YSAYLSASRYPARRKWYFSPR 


8849 


39217 


A 


8908 


3 


716 


EVDDTAKHRRRDSFPQ*DP/LM 

NIRYAPSP/HLPATVALTGAVI1T 

VLYALAGKRLFCSWVCPLNPIT 

DLANWLRRRFDLNQSATIPRHI 

RY VLLVVIL VGSALTGTLI WE W 

INPVSLMGRSLVMGFGSGALL1 

LALFLFDLLVVEHGWCGHICPV 

GALYGVLGSKGVITVAATDRQ 

KCNRCMDCFHVCPEPHVLRAP 

VLDEQSPVQVTSRDCMTCGRC 

VDVCSEDVFPITTRWSSGAKS 


8850 


39218 


A 


8909 


3 


323 




885! 


39219 


B 


8910 


94 


2205 




8852 


39220 


A 


8911 


504 


694 


FNQLGRDWRTYYRKSDPPR/Q 
WLRHSPVR*VLKMVPMA1RGL 
LWMLSAQPAPAICSSRQTKMV 


8853 


39221 


B 


8912 


I 


2031 




8854 


39222 


A 


8913 


3 


190 


F1ATPGYTGEAGYE1ALPNEKA 

ADFWRALVEAGVNPCGLGARD 

TLRLDGDESYG/QEM/DETVSP* 

AMKLRCPMKKRPISGVRWWK 

RVLTHVAWARVTRCVWTGMN 

LMARDGETVSP 


8855 


39223 


A 


8914 


1 


621 


MWPSVSHLTQMNIPSRFSEPSG 

AIEVPPDKVHELRLRLAQQGLP 

KGGAVGFELLDQEKFGISQFSE 

QVNYQRALEGELSRT1ETIGPV 

KGARVHLAMPKPSLFVREQKS 

PSASVTVNLLPGRALDEGQISAI 

VHLVSSAVAGLPPGNVTLVDQ 

GGHLLTQSNTSGRDLNDAQLK 

YASDVEGR1QRRIEAILSPIVGN 

GXTAQLDFAS 


8856 


39224 


A 


8915 


1 


2274 




8857 


39225 


A 


8916 


957 


1067 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8858 


39226 


A 


8917 


1 


1242 


MDGLNTDKGSSVFHTPTDRLVI 

CCPVDADERMTTPPRLWDHEP 

SKPLFFTNYPVSAPFVGL/PPGK 

RPQGGFRAGNL*TSSKTIGRDL 

NDAQLKYASDVE\GR1HRRJEAF 

LSPIVGSGNIPAQVRAQLDFASK 

DQPEEQYRPNGDESHAALRSR 

QLNESEQSGSGYPGGVPGALSN 

QPAPANNAPISTPPANQNNRQQ 

QASTPSNSGPRSTQRNETSNYE 

VDRTIRHTKMNVGDVQRKLGI1 

GQGKNEKPLKQLERVEEKPNG 

EGWEKKWQGKEVWKKEDGTI 

YLQKNICLRAPTDSTLWFAFCNG 

RVAKIAKALVEPANNFNPGVD 

EDDTEKLLEVVPEELTNEKLDL 

EQKCIHIYDDKRJKQTKQTPQDV 

FLKRVTSPQEPQPGPSGGIPEEG 

IVIIGEDSSVQVLAPEDLPVEKL 


8859 


39227 


A 


8918 


256 


1510 


RRFVGFRTGVTKEDAIGKRGV 

DQFFRQSQYRLVGVTVAGMPE 

LTRLFVQRFTQFRMRMAQRVH 

RNATREVDILFPLLIPQARTFAT 

YRYKGCRSVNRYHPFIKVFTRN 

WRE A DLSLKRV * TLLN DTG YQ 

EVITYSFVDPKVQQMIHPGVEA 

LLLPSPISVEMSAMRLSLWTGL 

LATVVYNQN RQQNR VRI FESG L 

RFVPDTQAPLG1RQDLMLAGVI 

CGNRYEEHWNLAKETVDFYDL 

KGDLESVLDLTGKLNEVEFRAE 

ANPALHPGQSAAIYLKGER1GF 

VGVVHPELERKLDLNGRTLVFE 

LEWNKLADRVVPQAREISRFPA 

NRRDIAVVVAENVPAADILSEC 

KKVGVNQVVGWNLFDMYRGK 

GVAEGYKSLAISLILQVDTSRm 

EEEEIA\AT\VAKCVEALKERSQ 


8860 


39228 


B 


8919 


47 


156 




8861 


39229 


B 


8920 


139 


993 




8862 


39230 


A 


8921 


1 


284 


MRRKRLIRPTVQAQVCRPDKTR 
KRRIRQWC/YGCRMRRKRL1RPI 
KYANRQAETA*GLDALHLSCSS 
HG*KGPT*SSGHGFRGCKPQAL 
EASMWC ; 


8863 


39231 


A 


8922 


I 


813 




8864 


39232 


A 


8923 


1 


1 176 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8865 


39233 


A 


8924 


3 


618 


AGGPPLNP!EMA*KS\WDEHVK 

LEKDPQLKTQFLEVYPQGFSGE 

N1TDAIAEFEKTLITPDSPFDKW 

LRGDENALTAQQKKGYQLFKD 

NKCATCHGGIILGGRSFEPLGL 

KKDFNFGE1TAADIGRMNVTKE 

ERDKLRQKVPGLRNVALTAPY 

FHRGDVPTLDGAVELMLRYQV 

GKELrQEDVDDIVAFLHSLNGV 

YTPYMRDKQ 


8866 


39234 


A 


8925 


2 


212 


QYPGLDLHGAKGLGDGLAGKR 
YRQLLVSCXRHVLYRHPAGPGT 
RK*RRSG1RWLHRLCGNEPRGK 
LLVDQ 


8867 


39235 


A 


8926 


1 


640 




8868 


39236 


A 


8927 


1 


704 


MSSFQFEQ1GVIRSPYKEKFAVP 

RQPGLVKSAMGELHL1APYNQA 

DAVRGLEAFSHLWILFVFHQT 

MEGGWRPTVRPPRLGGNARM 

G VFATRSTFRPN PIGMSLVELK 

EVVCHKDSVILKLGSLDLVDGT 

PVVDIKPYLPFAESLPDASASYA 

QSAPAAEMAVSFTAEVEKQLL 

TLEKRYPQLTLFIREVLAQDPRP 

AY RKG E ETG KTYAVWLHDFN 

VRWR/VSP*ACSTFQLEP 


8869 


39237 


A 


8928 


3 


313 


AQRGGI*RGSLATAGLRSFGGL 
H PI RTSQQ FC L\P VRG KPPTQ A S 
VMVDAPHSTKLKHLRSISDCCT 
GSKNFKPVDLSLLGSMGVGSTE 
LDHLAPWLQAPFPGE 


8870 


39238 


A 


8929 


13 


453 




8871 


39239 


A 


8930 


380 


966 


LRHAVLLTEGF/SYKPHAFALG 

FVEAPRGEDVHWSMLGDNQKL 

FRWRCRAATYANWPVLRYML 

RGNTVSDAPL1IGSLDPCYSCTD 

RVTLVDVRKRQSKTVPYKEIER 

YGIDRNRSPLNRSLYPREVPSTT 

LQPLRTPRCPGKNLALAVNVST 

GTNGQKPESCGPGRCRMKKGE 

YKRTISGGRTIIRVH1ARLLRTF 
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SEQ ID 

NO: 1 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8872 


39240 


A 


8931 


1415 


2085 


SQVPiCQRSTSCRVKRLFSWKM 

AYRSALVTPWRVFRRNPAVPR 

TSPVVFTGGDVFSRVMVRVKE 

T/FDSLAMLEFALDNMPDTPLL 

TEGFSYKPHAFALGFVEAPRGE 

DVHWSMLGDNQKLFRWRCRA 

ATYANWPVLRYMLRGNTVSD 

APLIIGSLDPCYSCTDRVTLMPS 

QCIACGACACACPANALTIQTD 

DQQNSRTWQLYLGRCIYCPSST 

NNNGPVISFN 


8873 


39241 


A 


8932 


1 


1127 


MKKRKTVKKRYVTALVIVIAG 

LMTL W Rl RN A P V PT YQTL I V R P 

G DLQHSV LAPGK L ARTS KN F A 

Q\FIRVRYSAFSLAGEKKKR**P 

RVHGVQNASSGRYRG TGCRLG 

SDSRKKLVEIL\LAT\PNMEQRT 

QGIGILDPQIARDLRFDHPYAEY 

DNIPKATLFTFTAADVFSRVMVR 

VKETFDSLAMLEFALDNMPDT 

PLLTEGFSYKPHAFALGFVEAP 

RGEDVHWSMLGDNQKLFRWR 

CRAATYANWPVLRYMLRGTsIT 

VSDAPLIIGSLDPCYSCTDRVTL 

VDVRKRQSKTVPYKEIERYGID 

RNRSPLNRRCTG EG WTRA WITL 

PLLIKPLTPLMIASFAFNFNNFV 

LIQLLTNGGPDRLGTTTPAGYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8874 


39242 


A 


8933 


1 


2466 


MLRGVNVLADAVKVTLGPKG 

RNVVLDKSFGAPTITKDGVSVA 

REIELEDKFENMGAQMVICEVA 

SKANDAAGDGTTTATVLAQAl! 

TEGLKAVAAGN4NPMDLKRAS 

RSRKGYGPARiRQELNQKGJSR 

EATEKAMRECDIDWCALARDQ 

ATRKYGEPLPTVFSEKSRKLIA 

G VK RAFTHQ A VM A G FCTQP A V 

SVIAGDFDRHGFNTRHFTFRLF 

DDFSFETTRFCPAQIHTLKHARP 

VLCFRTARPRLNIEVAVGAVIF 

A RE H TA ELK LRQFFQG A PQK A 

VISIPVVPQVTGVVIEVTDKXNT 

LIKKGEVLFRLDPTRYQARVDR 

LMADIVTAEHKQRALGAELDE 

MAANTQQAKATRDKFAKEYQ 

RYARGSQAKVNPFSERDIDVAR 

QNYLAQEASVKSSAAEQKQIQS 

QLDSLVLGEHSQfASLKAQLAE 

AKYNLEQTIVRAPSDGYVTQVL 

IRPGTYAASLPLRPVMVFIRSET 

SLRTHCPGHADYVKNMITGAA 

QMDGA I LV V A ATDGPMPQTRE 

HILLGRQVGVPYIIVFLNKCDM 

VDDEELLELVEMEVRELLSQY 

DFPGDDTPIVRGSALKALEGDA 

EWEAKILEL/RWLPGFLYSGTR 

ACD*QAVPAADRRR/SSPSPVV 

VPLLPVV*NAVSSKLVKKLK\R 

WYPRDSEVYLYWR*NVPPTAG 

RRPC W* ERRCS A A WYQT* RN R 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*~Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8875 


39243 


A 


8934 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGPIPCS 

RRGYCPLPRSGSVRWADL/FPP 

A/LD/LAGHPG/AKVANLVPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRJ^IPMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQIRCRCA1FLTVVFFPVLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHD1EL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

ANRFLPPDEIEQSLNGVHYQHH 

IQP1TLWFDDALSAMRSLKGIG 

ATHLHEGRDPRILTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


8876 


39244 


A 


8935 


1 


920 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRSI/LIDINDIGQTFHE 

RL H PD AC\LSN A 1 L V HM KKGG P 

LADGIVITPSrfNPPEDGGIKYNP 

PNGGPADTNVTKVVEDRANAL 

L A DGLKG VKR1SLDESDG I RSK 

NDVIDTSDDDM**QCLSRRSN\ 

GHPGAKVANLVPKTTFIDGVD 

QTSFFLGTNGQSNRKAEHYFLN 

GKLAAVRMDEFKYHVLIQQPY 

AYTQSGYQGGFTGTVMQTAGS 

SVFNLYTDPQESDSIGVRHIPM 

GVPLQTEMHAYMEILKKYPPR 


8877 


39245 


A 


8936 


471 


668 




8878 


39246 


A 


8937 


1 


1233 




8879 


39247 


C 


8938 


1 


1548 




8880 


39248 


A 


8939 


1 


1260 




8881 


39249 


A 


8940 


I 


1468 




8882 


39250 


A 


8941 


261 


596 


RS ESCCCG H E PDG PETRQP* PQR 

LWTCAYSPGTESERYFPRSDRK 

SDA*M*HRLVRTGARSGDAKI 

WRTFANCLFRKIKKTYRRSQTG 

FYAPGGERRFLYAASRKRNRRR 

F 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8883 


39251 


A 


8942 


2 


1356 


CLPGLKLVRLLYRLEERNARRT 

SAAVDAT*RAGAWLAQCGLTV 

EQLAR\QVD\PDMTTRAHLYHC 

DHRGLPLAL1SEDGNTAWSAEY 

DEWGNQLNEENPHHVYQPYRL 

PGQQHDEESGLYYNRHRYYDP 

LQGRYITQDPMGLKGGWNLYQ 

YPLNPLQQIDPMGLLQTWDDA 

RSGALTWYGV/DGDRLTTIQND 

RSR1QTIYQPGSFTPLIRVETATG 

ELAKTQRRSLADALQQSGGED 

GGSVVFPPVLVQMLDRLESEIL 

ADRKRAATTWSHNHYANKJCE 

GIKATGYRLAQTLGFKCEESSV 

FRVTRKSHSSFVWLDKAVTPHP 

TSNVRAGCLMRRWRVLSGLHR 

v-»i_- v l~> 1 1 1 ii i r 1 1 1 r\ i nrt\Jv^\j v jL 

ORNIRHFFI Nfil RFOI RPRRTir 
CLRLVVVQPQHFAGVLQLAFC 
CRYITVQLASIRRNDRFQRSLPL 
RAGNTIAKYFFQQ1QHNRRGG 


8884 


39252 


B 


8943 


1 


1159 




8885 


39253 


A 


8944 


1 | 


1304 


MAETQQQFKKRMAASGLETRF 

DEVGNLYGRLNGTEYPQEVVL 

SGSHIDTVVNGGNLDGQFGAL 

AAWLAIDWLKTQYGAPLRTVE 

VVAMAEEEGSRFPYVFWGSKN 

IFGLANPDDVRNICDAKGNS/IC 

RCDEGLRIYSSERPTNS/VVRJL 

KPLLNC1LNRA/DVLERJTAWD 

KPDCMVTLHHHADLSGHFPEEIG 

PLLFAGFSSAWQNGPSAFSWQK 

HGSAQTSSIAVLHRTPRHAGCL 

AQCDFTRAFFQIMLKNYLRKK 

RWKKK1HFPNASGKSS/RAIPEG 

YVTTYGDVAKLLGGIAPGRAPG 

GR/VQRQALLAEGAGTAEDGFT 

*VGEVEDAARDGP*TDAERTG* 

TYADAGRQDPQSAEDRQRANL 

HGNADR* **RFASGGFHRG YHP 

RAAAGFCDHRKPACGNARRAG 

WPDRA*SKSSAYAFRYRYEHRL 

HAGRSG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknr»vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8886 


39254 


A 


8945 


! 


1695 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRIMLDTAKUDEQDV 

PTHILSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

I LQQINQLTH YEP V IG I MG KTG A 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDLILWLIKj\DDRALATDEHF 

YRQVIGEAYRHKMLFV1SQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSR1QTIYQPGSFTPLIR 

VETATGELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDP\TEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRI.PGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNPISDIDPLGLSMWE 


8887 


39255 


A 


8946 


605 


1395 


SMSLLKNIRLSSASKQCAACSG 

WPAAAGIRGVSGGQG*ARVSSS 

ANTATALSSRLLPGQMSVTVPH 

A*RJVfNCVLRVTPL\SKN RGGKP 

APSGTEGKGLPEVQPGQLARAH 

GLPVSENLLEQDFYASGPNQK 

WAGDITYLRTDEGWLYLAVVI 

DLWSRAVIGWSMSPRMTAQLA 

AGCPKPLWGTPSFPGPACGLAP 

SSAGVLPRGFVPAVWLDSEDPE 

EYVGSSDFLTKJV1QSMKKVDLK 

KNRAATDADGQFSPRCCMPEK 

YAGSHN 


8888 


39256 


A 


8947 


1 


1914 




8889 


39257 


A 


8948 


1 


4767 




8890 


39258 


B 


8949 


1 


2294 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8891 


39259 


A 


8950 


1 15 


3551 


NPALTRIVPAQQNLYTNTLLAA 

RIKQRLTEQFELMLRQAQIDFA 

GKAHSLTEAQANTTQVSAERD 

RLFKNYQRYLKGSQAAVNPFS 

ERD1DDARQNFLAQDALAQIQS 

QLDSLVNGEQSQIVSLKAQLAE 

AKYNLEQTIVRAPSNGYVTQVL 

IRPGTYAASLPLRPVMVF1PDQK 

RQIVAQFRQNSLLRLAPGDDAE 

VVFNALPGKVFSGKLAAISPAV 

PGGAYQSTGTLQTLNTAPGSDG 

VIATIELDEHTDLS 


8892 


39260 


A 


8951 


845 


1213 


DKGEIGGWAAQTHRGSHEQGA 
RRVPEDRDARARRKNEEPVAAR 
PRTTNTRNGSRKGPERK/WADG 
RGHKLAEAGRRKRRKRQ*ICEEM 
RKI RQQE SG G E KKRGLCG RPPG 
GGNNCMEGRERRGRKR 


8893 


39261 


A 


8952 


843 


1061 


NRPPPVCACHRQVVLPVPVNR 
A PAEKWQVPRVTL PG RQSTS W 
FAAVVYRN*YQYCALTAQRGR 
RSPRQLPHR 


8894 


39262 


A 


8953 


1 


682 


MIRJPGCEDKLGADQQPAFVLY 

LEIDPHQVDVNVHPAKHEVRF 

HQSRLVHDFIYQGVLSVLQQQL 

ETPLPLDDEPQPAPRSIPENRVA 

AGRNHFAEPAAREPVAPRYTPA 

PASGSRPAAPWPNAQPGYQKQ 

QGEVYRQLLQTPAPMQKLKAP 

E PQEP AL A AN SQS FG R V LTI V H 

SDCALLERDGNISLLSLPMTGIW 

CSD*H**PMIPRLLIPASVRSSSM 

VESAK 


8895 


39263 


A 


8954 


1 


1887 




8896 


39264 


A 


8955 


189 


552 


LFRGEKGARNEVLATRYYRQT 

VSGDFRHLHCLADQYALGGAY 

QF*AGLY*LHQAWEMNRGLQL 

LSDALGEQYAQHGNWRFLRNN 

DRFVFQILRSFEHDNSEDKPGP 

GMPPHGWRTQFWGG 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8897 


39265 


A 


8956 


263 


3549 


TGGPSSPSSH WKTPVVIY WDGT 

ALRCVFVPVLGETGAQRKRISA 

RKGSLTTSCPQGALSEHCPTTP 

APLPSQRRNHWMENISPFRSVG 

VSASRCSES*MRPWNSRMPRLG 

RSQG DSSSA L/M STGVAFRG RF 

LKGGLPQAPAVAAATPWLCTQ 

GVAGETTPAVNVKYNVRVRVS 

EYISMHVHREVTARNVYVTQT 

RRPMTTFPTLAWETPHYHRRY 

GVSLLSSAWVQVGPPRYCRQT 

NALSNLPNFNLKSGADTQ 


8898 


39266 


A 


8957 


1 


1799 


MMRDRL IN H\A I RP ACE * QLG A 

DQQPAFVLYLEIDPHQVDVNV 

HPAKHEVRFHQSRLVHDFIYQG 

VLSVLQQQLETPLPLDDEPQPA 

PRSIPENRVAAGRNHFAEPAAR 

EPVAPRYTPAPASGSRPAAPWP 

NAQPGYQKQQGEVYRQLLQTP 

APMQKLKAPEPQEPALAANSQ 

SFGRVLT1VHSDCALLERDGNIS 

LLSLPVAERWLRQAQLTPGEAP 

VCAQPLLIPLRLKVSAEEKSALE 

KAQSALAELGMVNSTRFSLHE 

HPDAERSPGQSGEQRQQPAVD 

DYAIVDEYGRHYRRAVAGTLL 

HVSVDSGTTQTVFMYTWLSMA 

LI 1 ALPAFIFARVPNDTHQN VAIS 

RRKTESRNEVLATRYHRQTVS 

GDFRHLHCLADQYALGAPIPPD 

GTRRPILVNGAEVGAV1ASPVE 

RLTRNTDINFDKQQRQTSWLIV 

ALATLLAALATFLLARGLLAPV 

1CRLVDGTHKLAAGDFTTRVTP 

TSEDELGKLAQDFNQRASTLEK 

NQTPITSRGHPRIFLARHPAPAP 

TTLTSLALKHRSPAFLPDTASEC 

AMAIDCYILAASTQAYKAASSL 

SLSVVLATSARFKTSSTSIWVKS 

SSTNSCE 


8899 


39267 


A 


8958 


1348 


2190 




8900 


39268 


B 


8959 


1 


105 




8901 


39269 


A 


8960 


1 


781 




8902 


39270 


B 


8961 


1 


1716 




8903 


39271 


A 


8962 


754 


807 




8904 


39272 


A 


8963 


821 


875 


FFSLFFFISLASGLSIL*W*FVFL 

WDRW*YPLYHFLLHLFDSSLFS 

SLLVLLVVYQFC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Uiikno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8905 


39273 


A 


8964 


1 


315 


SGSVMPPALFFWLRIDLAMQAL 

FWFHMNFKVVFSNSVKKVIGS 

LMGTALNL*ITLGSMAIFTIL1LP 

YP*AWNVLPFVCVLFYFLEQW 

FVVLLEEVLHIPCKLDS 


8906 


39274 


A 


8965 


42 


403 


GLCSVPLVYISVLVAVPKLFW* 

L*PCSIV*SQVA/SIPPALFFWLRI 

DLAMWALFWFHANFKEVFSNS 

VEKVIGSLMGMALNL*MTLGN 

MAVFTILILPTHEHGMFFHLFVS 

SF1SLSSGL 


8907 


39275 


B 


8966 


179 


1225 




8908 


39276 


A 


8967 


342 


407 




8909 


39277 


B 


8968 


143 


3122 




8910 


39278 


A 


8969 


692 


1360 


MCGIISEGS1LFHCSITLFWYQS 

HAVLVTVAL*YFLKSGGLMPP 

ALFFWLRIDLGMLALLWFHMN 

LKVVFSNSLNKVIGSLMVMAL 

NL*ITLGSMAIFT1L1LP1HEHGM 

FFHSFVSSFISLSSGL* FSLKRTF 

TSLVSWIPGYFIFFVAIVNGSSL 

Ml WLSVCLLLV YKN ACDFCTLI 

LYPETLLKLLICIRRFWAETMGF 

S R DTI M S SAN RDNLTSS F PN 


8911 


39279 


A 


8970 


21 16 


2418 


FFSLFFF1SLASGLSIL*W*FVFL 

WDQW*YPLYHFLLHLFDSSLFS 

SLLVLLVVY/P1LLIFSKIKNKKP 

APGFIDFFEGFFVSLSPSVLL*S* 

LFLAFC* LLN VFALASLVLLIVM 

LGCQF*IFPAFSCGHLVL*ISLYT 


8912 


39280 


A 


8971 


1 


558 


LYKNSVKYFHN*PVGNIMSNIPI 

VGALFSGPAFGIGILAAGVILAI 

M 1 1 PY1AA VMRD VFEQTPVMM 

KESA YG IGCTTWEVI WRI VLPF 

TKNGVIGGIMLGLGRALGETM 

AVTFI1GNTYQLDSASLYMPGN 

SITSALANEFAEAESGLHVAAL 

MELGLILFVITFIVLAASKFMIM 

RLAKNEGAR 


8913 


39281 


A 


8972 


1879 


3735 j 




8914 


39282 


A 


8973 


16 


452 


VGQLFWXGYPLAGFPDPCAQS 

WKVAHVLLLRLGHIKSVSANG 

KEVTSKFHRKENLARGLHSRPR 

RGQRVRGGVAQHCEPR*TPPPA 

CRVRLPGCPVDPASPGRGRRTS 

AGTPEPALRHPHTPRGPVAART 

LPAEPGPARPSGLPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


8915 


39283 


A 


8974 


158 


531 


CSLRRGPPDP/PGAYCKRRATG 

AASTRSLSGAVAGSPAHRCESR 

PLQAMGA\GGLPHPEGGRGGSG 

GRKRTDGPVCGCG ERA PREY P 

DPSRSWRGPQRKPAPSQHPCLP 

RLSRGPGRHPEGPHQVR 


8916 


39284 


B 


8975 


22 


387 




8917 


39285 


A ! 


8976 


241 


389 


VASQAPGVRALQVGPAHSC*G 
RGHVSWPPPWPWGPPCCPLCL 
LNGLPNI 


8918 


39286 


A 


8977 


1620 


1936 


TLFFFESESHSVTQDRVQWYDL 

\NSLQPPPPGLK*FSCLSLPSSWD 

YRRPPPCPANFF\FLVELEFHHV 

GQDGLELLTSGDPPALASQSAR 

ITGMSHCAQQNKHIL 


8919 


39287 


A 


8978 


3 


105 




8920 


39288 


A 


8979 


1 


1821 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQ1VKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKV1PVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTG1QMPLREQRYTG1 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTE KPQ A L 1 DL L 

QTIIQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPETsIQRMl 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTIDIIGAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPT1FGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

K V S K KK\ A Q ICQQQ V R Y LGFTI 

RRGVVRLGSERKQVICNLPEPKT 


8921 


39289 


B 


8980 


209 


2272 




8922 


39290 


B 


8981 


1 


228 




8923 


39291 


C 


8982 


375 


472 




8924 


39292 


C 


8983 


266 


408 




8925 


39293 


A 


8984 


1 


1105 





1140 

BNSDCXIlD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of his 
codon for Inst amino acid 
of peptide sequence 


1 Ammo acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8926 


39294 


A 


8985 


108 


708 


LTNQKKSRTRRJHSRILPEVQGG 

AAADRHCPIDRLGSLQDHHRRS 

RLLSQWSP*KSTHD*HGFS\YQS 

AEDIRRKLQQQAEFAGMNTSEL 

LQ1ANQAFVNRDAVSRKENHR 

DNEROAORNTDLLAAAIRCiVPP 

KRQGKGGPGFCETQPGCQSLQR 

NQCAYCKEIGHWKNKCPQLKR 

KPGDSEQEAPDKDEGALLNLA 

EGLLD 


8927 


39295 


A 


8986 


125 


444 


DCLAVKRASWVOPTGYSCKPI 
L/OGVLTYORROAAFPPI RRFR 
LASSSRDKPKCAGKHTSSI VRA 
GDMQGTIVTGTEVLRLDMEPK 
FEDDQLRPVLLEHKVPRREMA 


8928 


39296 


C 


8987 


80 


325 




8929 


39297 


A 


8988 


566 


1857 




8930 


39298 


A 


8989 


1 


1037 


M EEG WIRLPDGRVAAPQLLG A 

AVVLAVQETTHRGQESLEKLL 

GRYFYISPLSALAKTVRQRDFA 

DFGTTIKQDFRLLGQTSVDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EAKELRLYKQEKREKAKRWKE 

TEKG FNGD YG VTMTPG K WRT 

YFEIDWSfCLEVGWPSEGNLERS 

LVSKVWHKVTGKSGHSDQFPY 

IATWLQLVLDPPQWLRGQAAA 

VLVAKGOI\PRKDPTPPAEGNO 

LLK/SLFDPTSEDPLOEMF/PSDP 

SGALPLPGKDAPHS*AHSPCAS 

TRQTYP*ATRSRQERR*SLERNP 

YIGSSFKTQNWDTNAPERAVV 


8931 


39299 


B 


8990 




2082 




8932 


39300 


A 


8991 


6 


367 


ENLNIKAPHAVVTLMTTTGPD 

WISNAILTKDFCLLCENTHISRW 

GCNTLNATTLLLVSESPVKHNC 

LEVLDSVYSSRPNLRDHP*TSV 

DWELYVDGSGFANPCKVTLKK 

ETSPAPVTPRS 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


Sb.Q II) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8933 


39301 


A 


8992 


1 


2991 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMSLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLNWKNNTPSCTEKPQALIDLL 

QTIIQTHNPTWADCHQLL 


8934 


39302 


A 


8993 


1 


444 


SSASTPETRAKFT*DNLCCASW 

QRLASANFRVLVDCILSDTFED 

LRLQCDA VM LAFGRRCEELED 

ARYKLHHHLHKLAVE*GGGAEH 

VPHXRLREKLLEAEQSLRNLEDI 

HMSLEKDIAAMTNSLF1DRQKC 

MAHRTRYPTILQLAGYQ 


8935 


39303 


A 


8994 


1 


1576 


MVQTDVLLPEPAPQTVSPCELP 

CKEYDVARNMGPGHRQLEVW 

FQNCYARYHQAFADCNQSERE 

LQGRESQQLAAETQALAQPTQ 

QDSTCRVGERLQDTHSWKSEL 

QHEVEVLAAETDLLLAQKQRL 

ERALDAMEVPFSIATDNMQCS 

QRHQHANLVRDYVETELLKAY 

PPAPSQCLKNCCSSRKPSACNK 

GACEVMETLTVQEEANPGTEG 

CRTRALAHKJEEAEPIRNIQELLK 

RAIVQAVSQIQLNREHTE1CEM 

DWLDKVEAYNLDETCGRHHSQ 

STERP/ WTKFTQDNLCRA Q R K R 

LXSSANLWVLVDCILRDTSEDL 

GLQCDAVNLAFGRRCEELEDA 

RHKLQHHLHKMLREITDQEHN 

VVALKEA1KDKKEPLHIAQTRL 

YLPSH\RPNMQLCREAAQFRAA 

FPG*ESFQWRLPRTSLPAPNWE 

FWVPFHPSRCILLPSPAPAHTPP 

TPPSW*VRWRSLYKSITALREK 

LLQAEQSLRNLKDIHMSLEKDV 

TAMTNSVF1 DRQKCM AHRTC Y 

PTILQLAGYQ 


8936 


39304 


C 


8995 


99 


442 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8937 


39305 


A 


8996 


177 


622 


TESSASEKTTGEDGTRVFVSLL 

RSLLSLLPSAPLRHHPPSA*LSL 

CSCVSD*AVALIPOSAHHFPNIS 

*PFPLHCFAHAKPPVWIFHSH/S 

LWLP*AFLAPMTSFTDQVAVD 

DFLSIVYLFTFTPFLAFCGEPST 

ALATREQVWVESAS 


8938 


39306 


A 


8997 


1 


329 


AAARPGRGSETGDWVLl CYPr, 
WSAVV*S*LTTA/SELLGSRCi*r. 
SLLSLPSSWDYRLSAPCLANSK 
KPSER*GLSMLP*LVS"N <; ;WPnvi 
LLLGPPKALGLOAPGTMni RP 


8939 


39307 


A 


8998 


1 


814 




8940 


39308 


A 


8999 


57 


274 


TASSSLTLVYGHRLCW1 OP^HP 
♦PSLWLP 


8941 


39309 


A 


9000 


1 


1236 




8942 


39310 


A 


9001 


1 


1095 




8943 


39311 


A 


9002 


1 


2313 




8944 


39312 


A 


9003 


166 


494 


FSOOLCGENHPH1 RTFNTOAOR 

AGVPLGVR1LSRPGFP*LSTHSC 

FSCPLV*PPSQGQPGPLSLWTLC 

SAIQAPAELESCRSSCDRDGRSH 

WPRVSGGLWLSQVPRPRR 


8945 


39313 


A 


9004 


3 


974 


MGESPAV*GYFVLAGMNSAGL 

SFGGGAGICYL A E WM VHG YPSE 

NVWELDLKRFGALQSSRTFLR 

HRVMEVMPLMYDLKVPRWAF 

KTVSQLRTSLLYDRLDAQEAR 

WMEKHGFERPKYFVPPDKDLU 

ALEQSKTFYKPDWFDIV\ESEV 

KCCK\EAVCV1DMSSF\TKFEITS 

TGD\QALEVLQYLFS\NDLDVPV 

GHIV\HTGMLNEGGGYENDCSI 

A RLNKRSFFM I SPTDQQ VH\C W 

AWLKKH\MPKDSNLLLEDVTW 

KYTGTGVRALYGDVEHFSWI S 

CVRHAHHPDPICIAHTYLHLRS 

FSOADGREWRKVLDKHKTFI F 

ARSLC 


8946 


39314 


A 


9005 




1872 




8947 


39315 


A 


9006 




2250 




8948 


39316 


A 


9007 




1257 




8949 


39317 


A 


9008 




1596 




8950 


39318 


A 


9009 




1584 




895! 


39319 


A 


9010 




1461 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8952 


39320 


A 


901 1 


1 10 


993 


TSTELSTPSQQN I H SSQHH 1 AL V 

PKLTT*LERIKYLGIQLTRDVKD 

LFKQNYKPLL/NKIKEDTNKWK 

NIPCSWTGR1N1VKMAILPKV1Y 

RSSAIPIKLPMTVFTELEKSTLK 

FIWNQKRAHIAKTILSQKNKTG 

GIMLLDFICLYYKATVTKTAWY 

WYQNRDIDQWNRTEPSEI1PHIC 

NHL1FDKPDKNRKWGKDSLFN 

KWCRENWLAICRXLKLDPFLTP 

YTKINSRW1KDLNVRSKTIKTIE 

ENLGNTIQDIVMGKDFMAKTP 

KTMATEAKIDKWDLIKLRASA 

QQKKLPSE 


8953 


39321 


A 


9012 


1 


1185 




8954 


39322 


A 


9013 


1 


185 




8955 


39323 


A 


9014 


2 


1321 




8956 


39324 


A 


9015 


2 


1757 




8957 


39325 


A 


9016 


1 


1008 




8958 


39326 


A 


9017 


1 


1311 




8959 


39327 


A 


9018 


1 


1 152 




8960 


39328 


A 


9019 


1 


526 


MPSLTTPIQHSVGSSGRAIRQEK 

EIKGIQLGREEVKLSLFADDM1V 

YLENPIISAQNLLKLISNFSKVSR 

YK1NVQKSQAFLYTNNRQTESQ 

IMSELPFTIAXKRIKYLGIQLTRD 

VKDLFKENYKPLLNK1KEDTNK 

WKNIPCSWVGRINIVKMATLPK 

MTW1AN WLRNSLQAQ 


8961 


39329 


B 


9020 


1 


1626 




8962 


39330 


A 


9021 


1 


2361 




8963 


39331 


A 


9022 




1 140 




8964 


39332 


A 


9023 




2112 




8965 


39333 


B 


9024 




1065 




8966 


39334 


A 


9025 




1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8967 


39335 


A 


9026 


1 


1690 


MPMVEELYGNYGIMADTTERV 

GQHKDAYQVILDGVKGGTKEK 

RLAAQFILKFFICHFTELADSAIN 

AH LQTV SG RQQL V KL V A EQ A D 

LEQTFNPSDPECVGRLLQCTQQ 

AVPFFSKTVHSTRSVTYFCEQV 

LPNLGILTTAVEGLDIQLEVLKL 

LVEMSSFCGDMEKLETNLGKL 

FDKLLEYMPLPPEEAENGGNA 

GDEEPKLQFSYVECLLYSFHQL 

GQKLPDFLTAKLNAEKLKDFKI 

RLQYFARGLQVYIRQLHLALQ 

VKQCFAQYMEKENGIDAKILN 

KILANRIQQHIKKL1HHDQVGFI 

PGMQGWFNIRKSINVIQH1NRA 

KDKNHMIIS1DAEKAFDK1QQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

KPTAN11LNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKINVOKSOAFI YTNTMR 

OTESOIMGKLPFTIA/S/KR IK" YT 

G lOLTRDVKDLFK FN YKPT I kTP 

I K EDTN K WK N I PP <s WVH R T>J I V 

KMAILPKNWKKl I 


8968 


39336 


A 


9027 




1575 




8969 


39337 


A 


9028 


1 


2682 




8970 


39338 


B 


9029 




2088 




8971 


39339 


A 


9030 




2406 




8972 


39340 


A 


9031 


1049 


1500 




8973 


39341 


A 


9032 




4341 




8974 


39342 


A 


9033 


103 


366 


NHPOLKVAGLKNGCCVPMrV 

CVCXCVCVRVWIWVCVCVCVC 

VCVCVC\CVCVC\CVCICVCI*V 

WVCVCVCLCLSLPKCWDYRHE 

PQRPA 


8975 


39343 


A 


9034 


232 


735 


YLSGNGGEKGFCHALPDHRLR 

VLHQHPPHACVETDTVDLGITS 

ISLADVRVCVCMCVCVC\CVCV 

R V WI W VCVC VC VC VC VC VC\C 

VCVC\CVCICVC1*VWVCVCVC\ 

CVCVCVC1C\CVCVCVCVCVC\ 

CICVCPVCVCVYVCVCVCLCT 

VLGIHSFLTARNAHQPIGH 


8976 


39344 


A 


9035 


163 


795 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


8977 


39345 


A 


9036 


34 


758 


rvphrhgmkrvrqrhgmkrv 

phrhemkrvphrhgmkrvphr 

hgrkrvphrhgrkrvphrhgr 

krvpaqvqdeeghcqkpgrcv 

cmcvcvc\cvcvrvw!wvcvc 

vcvcvcvcvc\cvcvc\cvc1c 

vci*vwvcvcvc\cvcvcvcic\ 

cvcvcvcvcvc\cicvci*vcvc 

vyvcvcvclclfylvlqcfics/ 

ciisggqrwc*rktmcslpfah 

shhsfpghfflifqsrsfqvsfhp 


8978 


39346 


B 


9037 


34 


156 




8979 


39347 


A 


9038 


3 


419 


GGENVKAINQQTGAFVEISRQL/ 

PPN/GDPNFKLF1IRG\SPE\Q1DH 

AKQLIEEKIEVGWGGLWGFGL 

TA RI PA H LPWLLSFLLGXP LCTV 

G\PGPGGPGPAGPMGPFNPGPF 

NQGPPG A PPQ* VSSAS WVLRP/E 

GLLSWQEE*QTPFPFP*KCRAG 

ALIQAHFCGYHQQALSCL/PGR 

ACAFQHPSVHVQVSRLLSCPQA 

DAARPSSCFLSRPFPGAPLSLVV 

WVSGASPLKNIPTPGGPAA\PPP 

HHCSS1PFFSPAVPGGPLLTSTH 

PRAGAIPTPSGS/QPAPHDPSK* 

WALQPGATRGSPTVS1LCLLGF 

EAGGLLSWQEE 


8980 


39348 


A 


9039 


1 


445 


ATADPNAAWADDYXSHYYQQP 

PG\PV PC PA PAP A APPAQG EPPQ 

PPPTGQSDYTEWAWEEYYKKI 

GQQPQQPGAPPQQDYTKAWE\ 

EYYKKQAQVA\TGGG\PGAPPG 

SQPDYS\AAWAEYYRQQAAYY 

GQTPGP\GGPQPPPTQQ\GQQQA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vr», 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


8981 


39349 


A 


9040 


38 


1297 


TCVSALSVLASDDGTGPEKIAH1 

MGPPDRCEHAARUNDLLQSLR 

VGGPGC*RG WQGLQGSARPDR 

LPGFIILLLLLSCRVVPQGPP\GG 

PGMPPGGRRPKEEGQGNXWGSP 

WAGKMTFSIPTHKCGLVIGRGG 

ENVKAINQ\QRGAFVEICRQLPP 

N\GTANFKLFII\RGSP\QQ1DHA 

KQLNEXEKMKGPLCPVGPGPGG 

PGP\AGPMGPFNPG\PF\NQGPPG 

APPHAKKVPPPHQYPPQGCGNT 

YPQWQQHAPHDPSISAGKAAA 

AAADPNAAW/AAYYSHYYQQP 

PGP VP/G PA PA PA A PPAQGQQP 

Q/QPGAPPQQDYTKAWEEY/YK 

KQ AQ V/ATG/GG PG A PPG SQPD 

YS/AAWAEYYRQQAAYYGQ/T 

PG PG G PQPPPTQQGQQQQ WV A 

PETPSPRGVPLMPAAGAVWPE 

VPGVPTHRQGSIRWVQR 


8982 


39350 


A 


9041 


1 


1777 


MPVLPVTATEIRQYLRGHGIPF 

QDGHSCLRALSPFAESSQLKGQ 

TGVTTSFSLF1DKTTGHFLCMTS 

LAEGSWEDFQASVEGRGDGAR 

EGFLLSKAPEFEDSEEVRRIWN 

RAIPLWELPDQEEVQLADTMFG 

LTKVTDDTLKRFSVRYLRPARS 

LVFPWFSPGGSGLRGLKLLEAK 

CQGDGVSYEETTIPRPSAYHNL 

FGLPLISRRDAEVVLTSRELDSL 

ALNQSTGLPTLTLPRGTTCLPPA 

LLPYLEQFRRIVFWLGDDLRSW 

EA AKLF A R K LNPKRCFL VRPG D 

QQPRPLEALNGGFNLSRILRTA 

LPAWHKS1VSFRQLREEVLGEL 

SNVEQAAGLRWSRFPDLNRILK 

GHRKGELTVFTGPTGSGKTTF1S 

EYALDLCSQGVNTLWGSFEISN 

VRLARVMLTQFAEGRLEDQLD 

KYDHWADRFEDLPLYFMTFHG 

QQ\NIRTVIGTM\NHAVYVYDIC 

HVHDNLQFMMGHEQLSTDRIA 

AQDY1IGVFRKFATDNNCHVTL 

VIHPRKEDDDKELQTAS1FGSA 

KGGEWSAPHSTSSRPSAQPKSD 

STVAEAAPLASDFTAYWIWFLT 

WGRGRASRDREFGYLAALN 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8983 


39351 


A 


9042 


3 


679 


SPLIVSSARMHAGRDLPLYFMT 

FHGQQSIRTVIDTMQHAWYGW 

DICHVI1DNLQFMMGHEQLSTD 

RIAAQDY1IGVFRKFATDNNCH 

VTLVIHPRKEDDDKELQTASIF 

GLSQRQA R\EADN VLDPAGTG K 

LGNRGQGKRYFAGVPK£PF*W 

EM*GVFPLEFNKNSLTFSIPPKN 

KARLKKIKDDTGPVAKKPSSGK 

KGATTQNSEICSGQAPTPDQPD 

TSKRSK 


8984 


39352 


A 


9043 


90 


317 


GTLRKRYRAFHCRITIFKALTEV 
CKNFSALHCEFSWGFFFFCSFFF 
LASS*G*NCLPSQPQPCWFLQPP 
CPWQIL 


8985 


39353 


A 


9044 


2 


2136 


PRLSSVLSEFITTHIYFLLSETTY 

NYEWNLISLYVVDPSRLAC*TV 

QLFFMLQLSVGLYVFNVGNDIC 

LHKMGSVTVLFFVTARRVNLPP 

VAVIKLMSSSSCISFLSLFLNLV 

ESTDDTEI VSYH WEEFNGPFI EE 

KTYLCFFTFLFCFVFIFVFAIT*G 

VQTPYLHLSAMQEGDYTFQLT 

GLQT*CKEI1LFHTVSVIPENNRP 

PVAVAGPDKELIFPVESATCLS 

YSKPHAPSLMLTTSMFYRGPSA 

VEMENIDKAIATVTGLQVGTY 

HFRFYSITGVLNQSLCFHFAIFD 

LENNSPPRARAGGRHVLVLPN 

NSITLDGSRSKKPRNWDPR1DSC 

PVIRVLSQDVIDGSDHSVALQL 

TNLVEGVYTFHFLML*SLCKCP 

SANPVSSLSPDPRKSGLVELTLQ 

VGVGQLTEQRKDTLVRQLAVG 

VSW*SPSDHVAVLSHCLLHSTV 

IVFYVQSRPPFKVLKAAEVARN 

LH1S*\SRDSLFCMLPSALHTS/S 

AGCLLKCSGHGHCDPLTKRCI* 

K*SWSTNSL*LCPLWFSCVSEW 

SIFYVTVLKS*LSVTFLKI*VELF 

1VPFRQKRTKIRKKTLNMY*VH 

LKYFTH*ILILPIAVRGMCNDYP 

HD*QLEVNHGVPPQMLLCFSLG 

IKHRSTEHNSSLMVSESVRSFD 

RDCLQSLNYLLSGLLQKEKNLQ 

KAGLTSPAPSLWEDKCSGRTEH 

AQSARLPLKEDTEKTLMQF 


8986 


39354 


A 


9045 


47 


157 


FDKICI FKRQVTK.SE VILNLTN* 
VL* YLEYHIRNIN 


8987 


39355 


A 


9046 


1 


393 




8988 


39356 


C 


9047 


274 


357 
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SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for lust amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V-possiblc nucleotide insertion) 


8989 


39357 


A 


9048 


727 


1089 




8990 


39358 


A 


9049 


175 


608 


CGWEYGN*A\DTMDEQYCKVC 

QAYKAPRSHHCTKCNTCVMK 

MDHHCPWINNCCGYQMHASFT 

LILLLAPLGCIHAAFIFVMTMYT 

QLYSFGMENNFFRKQNFYLSS 

WDWKEEGLKDPDFSIIQLGWK 

SFVFFHMDMGEVDGEGTF 


8991 


39359 


B 


9050 


780 


1166 




8992 


39360 


A 


9051 


3 


681 


HIRGPRYSGHHSAFGCPYSDMN 

LKKEATLHDRLREQTQAMLES 

DSSHSKSKSLCSLNFNGKHEKV 

NSQPRLVQQAKCLKIKGKEDID 

LDNLFREYSVEQAQQVLHQSV 

SMSTVSAHPFRDLPLGREQHCK 

LLPGVADIRASQVARWTVDEV 

AEFVQSLLGCEEHAKCFKKEQI 

DGKAFLLLTQTD1VKVMKIKLG 

PALKIYNS1LMFRHSQELPEEDI 

ASGQEVRG | 


8993 


39361 


A 


9052 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 

HRAEHI*TYWPWKLEGT\DIWL 

VLYMPLVQPDNFIKKHSHLPTY 

CLFK ED VKFPFRTCRLTYC WLN 

YTEEITYLHTKKVSVGQSAVRE 

EFAAACTWSIRJGEKLAILLSLY 

LCRQQALLNMRMSVPIHESGV 

AQRSPVMDKLAQYSVEQAQQV 

LHQSVSMSTVSAHPFRDLPLGR 

EQHCKLLPGVADIRARQVARW 

TVDENLHGLIQTKQTPHLDESIS 

KGESPALVVTELRMCMTATEP 

LVPTKNPYQERGHIGDSFLHYT 

DQEPQPWDQSSVHPTPAPIYSV 

SSGFRVTRGSDI 


8994 


39362 


A 


9053 


1 


864 


MVSALPEVGRAQILRL1AY1RSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARAC1GA 

ARHREPDAPGQSAWVGEECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

IHGQVFQCCGPGPLRTLXHWTQ 

S*TYLN I LALET*GAQNQP*EW 

QAVD*GAPGLFSHTLGVFPR/RL 

PQHPKQIICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

REQHCKLLPGVADIRASQVAR 

WTVDEPYSSAPRGPELSAGANS 

SRGA 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8995 


39363 


A 


9054 


1 


1737 


MK.EKPAVEVRLDKWLWAARF 

YKTRALAREMIEGGKVHYNGQ 

RSKPSKIVELNATLTLRQGNDE 

RTV1 VICAITEQRRPASEAALLYE 

ETA ESVEKREKM A LAQM I M PQ 

HDQLHRYLFENFAVRGELVTV 

SETLQQILENHDYPQPVKNVLA 

ELLVATSLLTATLKFDGD1TVQ 

LQGDGPlVINLAVlNErNERAQNP 

LLCAFRCVNTYGSYECKCPVG 

YVLREDRRMCKAVFPYCQNES 

SDVLWQFDSTSQIFLKGTPKTT 

VRRGGEHNLKNPDECEDNPNIC 

DGGQCAGIPGRNRCLCYDGFM 

ASEDMKTCVDIDECSLPNICVF 

GTCHNLPGLFRCECEIGYELDR 

SGGNCTEDPDHSKSRSGRSQND 

WGRRRKT/S*KRSAVYR*RQLY 

IRRQPYAERPSLR*RQRP*IPCIR 

SQHGNRKRMRRJIR1FI/STKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IMITH*KK** 

SR*SLQTR*LMKSSARVFSK*TA 

NGTWSL/HSRGSKVTIDGINSND 

IYMLGYVSNSLTGPYRPVDKTG 

LGLEMGLDPNDVTLTYSHFRVP 

EAEAAMWVSHAT 
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SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of la 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknown, 
"=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



8996 



8997 



8998 



8999 



39364 



39365 



39366 



39367 



9055 



9056 



9057 



9058 



53 



14 



1743 



451 



343 



234 



MTTSTMTHMMTMHFPIIVCAD 
SRDDVDVTNDVNDHDDSAKR 
KSHRERPIAAKRTETK/KRRRRA 
RPKR/RTKARS*SAK*QTAQHT 
RTTAAIIMRDTQARRV*RPTKH 
A A EQRQNTTG KQRR * TKRVKA 
AKKEGE*RRRKMARRTTPQTR 
R*TRAKRRINRPRHGAKKRA*N 
/RRLKSAPKRHRVNRRDENART 
TTRHKKRRNRRVKRAERSGAE 
RTPYKQRHQQTREKRTCKRRQ 
TK/RRTICAK*T*RDHENDGTRA 
YNKTPKKAAKRTRNNLRJKNA 
TKGGDNRGQTRRA*TKPRKYR 
PDENRYNTSSPERTPRKRRGKS 
E/RRDKTAQRAQ* ADRYTvl S RKT 
QQRL*KGHTHTER*RQARMHT 
RHAQNLDTQHSTRLCNA*ST/C 
HDRRSSSTMCHRYDQLYSRSH 
ALTMIIVNKPLRQCIRMLSFHD 
RHRSLAIDGDSASTGSPAFRCV 
NTYGSYECKCPVGYVLREDRR 
MCKDTCTEKAFPAGGCEVDKT 
HTVPQERA Y I H RTRLGRARTKK 
RDLYRRAHNDRRRQKSAAYYE 
STSVRRAHKYMSGKSDTQNGS 
HHRQKLRQYGDAGKSHYLQY 
NIHFMYPLFNT 



FFEMKSHSVAQAGVQCSGVILA 

HCNLHLLESSDSPASAFRVAGII 

DARPHAWLIFVFLVETGFHHVG 

QAGLELLSV* V IHPP WPPK VLRL 

QHETPCPAVSLYLNQSPENNLE 

EDSLAMSNNRRSKGPGIWQNP 

GFEILALSTFLVESDLK 



CLFIRIFNV1CYSKTCKNS1CMGV 
IEIVIDGCMCGGEDGGGGGGSV 
TAGGAPSPIETGSHGPPQPAVYF 
WRF 
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SEQ II) 

NO: 


SEQ ID NO: 
of pepridc 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


9000 


39368 


A 


9059 


3 


865 


INFSVCVLARFFLGVVVLCVSC 

CWFRCVCACVCALAFPFCSCC 

VVVLCPVGCR\CTLFAV/CCCL/ 

CVCALFCGFLLRFLFCLCV/CPC 

S/CSARCRC/VCLALGAVVCFPP 

CSVVASCGCCDWVWLCCGAV 

VALVGLLCCVLVCAWSFRCG/C 

V/CLC/VCVVVVLVVRCC/VCW 

CGSCVVDCAG VVLVCOLLV VI , 

MMSL/CGCRVYSWYGVCWVCS 

VVCRVIDL/CPCCLCW/CVT*RG 

C WS V WCM/CTCCG/C VCG L A V 

M\CWCRCVVRLVCLCAV*FI\C 

ACVCFECAVGGFVGGCFLGSCL 


9001 


39369 


A 


9060 


1606 


1849 


QGVSASLCREAGLTKISPGAPL 
WLPCSPGVTAECSGERTVRJTN 
VTDRVCGVLGAVTSPGRN*RG 
H VTH KFCI LCTDT V RDC 


9002 


39370 


A 


9061 


2 


682 


ALEAVFGKYGQIVEVHLMKDC 

ETNKSRGFAFITFERPADAKDA 

ARDMNGKSLDGKAIKVEQATK 

PSFESGRRGPPPPPRSRGPPRVL 

RGGRGGSGGTREPPSRGGHMD 

D/SGRDSYRGPPRRESLPSCR/D 

APPTRG/PPPSYGGSSRYDDYSS 

SRDGYGGSRDSYSSSRSDLYSS 

G RDQVGRQ E RG L PPSM ERG YP 

PPRDSYSSSSRGTPRGGGRGGS 

RSDRGGGRSRY 


9003 


39371 


A 


9062 


90 


443 


NVVYIQF1VLPYYLTIDPAGNSR 

SAPPTRGPPPSYGGSSRYDDYSS 

SRDGYG*SRDSYSSSRSDLYSSY 

DRIVSTLFFVSLNWDFGPKFCLF 

LVSASASPSIRSASSRASTSWCS 

AA 


9004 


39372 


B 


9063 


12 


1373 




9005 


39373 


A 


9064 


2 


206 
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SEQ H> 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location or first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



9006 



39374 



9065 



1423 



IHFREMASKSWLNFLTFLCGSAI 
GFLLCSQLFSILLGEKVDTQPNV 
LKNDPHARHSDDNGQNHLEGQ 
MNFNADSSQHKDENTDJAEKAL 
EEKVRILCWVMTGPQ\NLEKKA 
KHVKATWAQRCNKVLFMSSEE 
NKDFPAVGLKTKEGRDQLYWK 
T1KAFQYVHEHYL*DADWFLK 
ADDDTYV1LDNLRWLLSKYDP 
EEPIYFGRRJKPYVKQGYMSGG 
AGYVLSKEALKRFVDAFKTDK 
CTHSSSIEDLALGRCMEIMNVE 
AGDSRDTIG KGNFFHPF V\PE\H 
HFNLK.GYLPRTFWYWNYNYYP 
PVEGGELRFLFSTVTIRHSKALS 
LG V AQCS WLLKQQ VIS DDKTK 
RPDFPDRSRJMKERVQIVLYES 
GQAPVESSPPLPGYCSALFATCF 
Q VTKGN FSQDPTQ AIL YTQ ADK 
IEGWMRASGERVAEQQSGQTA 
MDGGKKEAEWKRTRKAKYRD 
DVCSKHHPPYPTPVPPSLED 



9007 



39375 



9066 



311 



9008 



39376 



9067 



493 



ITRQHMRKAVPFQVPRKEILKL 

LKGKVVVGHALHNDFQALK\*S 

TLGARPGDTTYVPNFLSEPGLH 

TRARVSLKDLALQLLHKKIQVG 

QHGHSSVEDATTAMELYRLVE 

VQWEQQEARSLWTCPEDREPD 

SSTDM EQ Y MEDQ Y WPDDL A H 

GSRGGAREAQDRRN 



9009 



39377 



9068 



45 



365 



NQAAASRPHCAARTMAGEEQA 
ACVHEDRTQCRGDKAAPQAAH 
LCGPPRGSGSVSTAPRAR*CPV 
CSSCPGPGAPEDTPEEVDVGAA 
S AH RSPRLCCSHLTHRWPKH 



BNSDOCID: <WO O175067A3JA> 



1153 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9010 


39378 


A 


9069 


3 


1687 


1CVPKSVPSFLWAGRGPHCLLP 

CGSSSP*SGGLARA*GVFQGRA 

GVARAPSHLSFHNSPCVWSLST 

CCRAGSQDGPCPHAAGQGPGK 

QTSSGTGASSSPWTSCL*KSLPK 

\VCS*GLETTIGRGRVKPIKVTD 

TAQ*CAASVTAPLLSS*LQDGG 

STAKVTRCT/TAGGRAVYGTAE 

GKAFPEAPELTCRS/A LAALGT 

WPLPPLQVSCGLRNPSPDLPSV 

VGSRASV*TKSGSSPAKVWPLA 

EWFKSGSA\PVTGQEAWLLWA 

SDSSSELSLCPRKHAAPPHSAEH 

RQISQGLASSCWGAGGDKVVS 

ASMVGSAPGQCPMSALMTGSA 

SGQCPGHPCWSGTNADS*GRDP 

HRASRLLALPTASYEQ*PQPHW 

GSWTAHGQNGLGIFFQRVSWF 

V*GQTMVSRPRISGLGQPVCLS 

AASPQAAPLGSHDPTPAGR*GL 

EPGGRQPSSS'IYVWEAPPGLW 

VPPGPFLSH*SWRFG RTKAAPL 

KEPRPGG RCPG DRPSPRAEAG L 

PQTRKPALPAIGR/PKKACSLRR 

PRVILEQSSQHLAAALSSWMQP 

ALLETGGKAVFFTPGGL 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn t 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9011 


39379 


A 


9070 


66 


1956 


PLLAIPAHSTFPARKPEEPPRPD* 

LCPHIHCAAV*GEIRTVP/SKTV 

RGVATRTRPRSASSLGTTTGLR 

VSSVRRVQLSIKPGCSRVNENSS 

NSPCSSSQPGTASVLPCPTVCRE 

AGP/AGP* PPG* A LSLPAAGFTT 

ATEWKQSQLSSGG*THSGEDM 

GRATAAATEKAQEQCMLREKL 

GTRQKAESGSRGAVAGLQHFCS 

APRTAWQPRASRA/RAGVRAW 

PCADPM*PPSHSPSFPKPF1PAA/ 

PGAQTLGAAGVEHVAGSARJPC 

CRTGLE/PHPHSPRRTLERQARI 

SGAGRRSSPNAATGARPRPAAG 

SPVSARRAPRRRPA*SSPCSGPW 

TAVSAPRSPGPRGGGRPPSPGR 

RRPCCSVFSGGASPSSARVSSPS 

GSCSASPPAAPAVPGASGAVVA 

GPVVGSPREHGG*LRPPLPRLG 

VPGLLAARTSGAEVIHEQAAAQ 

GTAADTPG A PG LLL APA A AG A 

V/TRPGPPGASGCPRPAPRPPTP 

ASRSG RPWPGGG RG RRGGRGA 

GGEALQGAVVGGQVGGSGAL 

A/ATARGSPAAGVSRWTAPRCR 

HRRSDASASGTPARFPGAGRKG 

RTLWQ*SWRSAPPPGLSELL*G 

LPRPLPESGRSKAPLPSGSTPLPS 

GRTPLPSGRSPSTRRSPS 


9012 


39380 


A 


9071 


95 


1423 


GLENKR A KGTE AHTRACP*GK 

STEQDTTWTNTGRNEQQGPRP 

KGEQTQRKTERKPGRERQVQV 

LSSPPGRWC*DVGPLGGLPSRA 

KAEAALTAAQKAQGRRGSPGS 

LPKSSPLPSAPGKR/TPPRGHLL 

VPLPSPYYPALLSQHPPQGPPCG 

ASAPPSALLQRAPPPGTRTLAQR 

PPGPRVTCGTTP/MAAKAKSQS 

NAPRGSLLKKSNSFYN1PLKQV 

SCLITISKHSRNEVSVYQTSRPR 

AAATDVPRT\PSLSVGCSWSCT 

RGHWPSSCCPTAPRGQGL*EHS 

QGPGSRSKLPWPTGPCGGLTPS 

CWSLAGSAGERVDLNQAAASR 

PHCAARTMAGKTLSGGCGCVD 

VGAASAHRSPRLRCTTSPTDGP 

NTERGSRKTGWTPGPPGFWPCP 

RPPTSNTTTPLGLMDSARPGKA 

PAPFTDFRTPSGLLLPGWAVRA 

RREEDGCG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9013 


39381 


A 


9072 


42 


380 


LGAPCTPPRSAPRTGRPEYA* A 

RG*PVGDLCRGPEAVVSTQVLL 

PRGLQ*NFAVLLLQMSCATPPP 

NCALKGCV*VPLEQSPFFHQA V 

ACREWKRGKGMVCGGNASPQ 

RTEA 


9014 


39382 


B 


9073 


1 16 


341 




9015 


39383 


B 


9074 


52 j 


190 




9016 


39384 


B 


9075 


70 


310 




9017 


39385 


A 


9076 


1349 


2456 


HCSVPGAEWPRKPPAQICPQLT 

SRPHLSSPRSLSPGCGHSPGPG* 

SPQPPVMSLHEGPPRGPQV/PSP 

VANPQPKPWLLRSVDLPVPWH 

LPTVDRTTSL/APSLQSDV/PAPS 

GAL*PSGRACSGV/PPID*APEA 

ALSAAAPRPSLGSGQNASGLPA 

ASLPPQDSSQPHKTVPSPARSVP 

PLGAQARAAPPRLWCPHALVS 

G*EASPEAVSVAAGPPVPGPTPS 

TSGSTASHSRRGC*SPR*TPAPP 

RRJDHGRSAAFEVLAAAASAQP 

CASQGGPRPTGAGRTPSPLGLP 

FSRGPPA ASARPFCRHPSL* FS W 

♦SSPSGLSLSDTPHSPRRPLGPV 

CGLRAPCPPQIPACRVPAAHSQ 

RWPGSSSRSCRCQCC 


9018 


39386 


A 


9077 


462 


739 


ACEPMVLFCLLALLLQDLFLGS 

YPRVLAAFDIQVFFLGTSDRM* 

NTG\LEYFMLNSWLWLLNRL*S 

WGELCHFIPLHSPVKRGLNFYL 

QEFF1 


9019 


39387 


A 


9078 


1 


678 


GTRVMMI LMKMGFSGIVVHQE 

SVCATYGSGLSSTCIVDVGDQK 

TSVCCVEDGVSHRNTRLCLAY 

GGSDVSRCFYWLMQRAGFPYR 

ECQLTNKMDWLLLQH L/KJtN F 

LSFRSRTSLGFRTMSFRFRHPDS 

PALLYQFRLGDEKLQAPMALF 

YPATFWICWTGK*RPLHTDLRA 

ILK1LTMNITCWPHKAHENSLQ 

KLLLTESLHPNLLDLKG 1 FV ASP 

LIFQKDSIPR 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
m USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9020 


39388 


A 


9079 


227 


1980 


GERLRYGVTENGKEKGGEKEK 

EQRGVKRPIVPALVPESLQEQIQ 

SNFII VIHPGSTTLRIGRATDTLP 

ASIPHVIARRHKQQGQPLYKDR 

WLLREGLNKPESNEQRLNGLIM 

VDQAIWSNKMSNGTRRNPVSP 

EQARSYNKQMRPAILDHCSGN 

KWTNTSHHPEYLVGEEALYVN 

PLDCYNIHWPIRRGQLM1HPGP 

GGSLTAVLADIEVIWSHAIQKY 

LEIPLKDLKYYRWJLVIPDIYNK 

QHVKELVNMILMKMGFSGIVV 

HQESVCATYGSGLSSTCIVDVG 

DQKTSVCCVEDGVSHRNTRJFS 

WRSGHLWWQDHEFQIRHPDSP 

ALLYQFRLEDEKLQAPMALFYP 

ATFGIVGQKMTTLQHR\LRAILR 

TLTMNITCWPHRANKNSLQKLL 

LTESLHPNLFEFERGFLWASPLI 

FQKDSIPRR*IWGLHREMA*WP 

ATI PRRPLTALMSRKTAISLFEG 

KALGLG*SPSSIAIDCCSSDDTK 

rvrvjvi i ojil, v v VJ VJ VJ I LJ vri rv/\ o Iv 

IFCSTEFSTKCPPSLQADYLKM 
WM*SQGLKDMDPRLIAWKGG 
AVLACLDTTQELWIYQREWQR 
FGVRMLRERAAFVW \ 


9021 


39389 


A 


9080 


1 


756 


M RRI VALVETG EQPFG A ATVGS 
RFGC LEDLGTDQRE R H DHEM A 
AAHTYFIGDGDTLTEDEDEDT 
WGMAKGHHAINIEGFKLARVE 
DEMQFQEREPEKVKIRGRTRGY 
TFIMLAALAAAEAEDMQVGEE 
L\C*KVSLKASQLGQMALMLQS 
VTVOIGMVYOI PA CO A OVNI O 

▼ ■ ▼ v^Ji vj ivj v I VJ l_» I / VV^ VJ V IN L»W 

DDKGSMVL/MCASKHGHMEIIK 
LLLAQLGCNVHLQDNDGSTML 
SIALEVGHKGITVLLYAHISFAK 
AQSPGTPRLGMKPQSFI 


9022 


39390 


B 


9081 


5 |5440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno»n, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


9023 


39391 


A 


9082 


1 


4294 


WAVFDGNYYYYLPWAHTKPV 

VTLTSY WEDISHRLDA VNALLA 

MAERLQTNIEALKSGIQGKIPA 

NQLAELWLKLIDEVIEDTRYTL 

PLTEGKANVTVLDTQIRKLRSR 

SLSQIHEAAVRMRSEATDVKST 

LAE1EDWLDKLMQLTEEPQNS 

MPDIIIWMIRGEKRLAYARJPAH 

QVLYSTSGENASGKYCGKTQTI 

FLKYPQEKWJGPKVPVELRVNI 

WLGLSAVEKKFNSFAEGTFTVF 

AEMYENQALMFGKWG 


9024 


39392 


B 


9083 


1 


339 




9025 


39393 


A 


9084 


2 


1767 


KLYRGKSDENEDPSVVGEFKGS 

FRJYPLPDDPSVPAPPRQFRELP 

DSVPQECTVRIYIVRGLELQPQ 

DKNG LCDPY IKITLGKKV1 E\DR 

DHYIPNTLNPVFGRMYELSCYL 

PQEKDLKISVYDYDTFTRDEKV 

GETHDLENRFLSRFGSHCGIPEE 

YCVSGVNTWRDSLR\PTQ\LLQ 

NVARFKGFPQPILSEDGSRIRYG 

GRDYSLDEFEANKILHQHLGAP 

EERLALHILRTQGLVPE\HV\ET 

RTL H STFQ PN 1 S QG KT/LQM WG 

GMFFPKSLG\PPGPPF\NITPRKA 

KKYYLRVIIWNTKDVILDEKSIT 

GEEMSDIYVKG\WIPGNEENKQ 

KTDVHYRSLDGEGNFNWRFVF 

PFDYLPAEQLCTVAKKEHFWSI 

DQTEFRJPPR\LIIQIW\DNDKFS\ 

LDDYLGFPRTLTCRHTIHFLQK 

SPGGNCRV WT* FPGPSrCAIVTNPL 

KAKTASLFEQKSMKGWWPCY 

AEKDGARVMAGKVEMTLEILN 

EKEADERPAGKGRDEPNMNPK 

LDLPN RPETSFL WFTN P\CKTM 

KAFIVWRRFKWVIIGXLLFLLILL 

LFVGRAPLTLLPNYFVQWKIVK 

PNVLTKGKGF1SRVIQQ 


9026 


39394 


A 


9085 


2 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9027 


39395 


A 


9086 


15 


759 


SARPSHDYSHYYGTIEYLCYKI 

LGD1IENSRIVLQINNACLAADD 

F*TKYER£QT/LA/RTDLEMQTE 

GLKEELAYLKKNHEGEINALRG 

QVGGQISVEVDSALGADATNIL 

SDMQSQYENRKDAERWFTSCT 

EELN WE V VG H M EQ LQMNRSQ 

VTDLRCNLOGLFIF! OWOI <sM 

KAALEARFGPQLAQ1QAL1SSIE 

AQLGDVRADSERQNQEYQLLM 

DIKLWLEQELATYLSLLEGQEE 

HYNSLSTSKIL 


9028 


39396 


A 


9087 


3 


2026 


AGPWDRMGAMGSLVGGDLGL 

V WGCAGEG FAG I PFSPC A LTQC 

EGNQGTRAKWVQTSTRILKGQ 

VKQARGAQVTPYSPLWHGKLG 

RAAPTFNAPGRWLLPLLLPPPL 

L*ITTCLLGKRTLQEALSLKLQE 

LRKVCLQEAVRAWP*GYQAGR 

LGGGEELGPLGRPPTARAYPPP 

HPNQAHHSLCPAEV/MQMGVE 

SKRVGRGDRYRGVARR\MALA 

PDLSTEQRRRRRQVQADALRRL 

HELEEQLRDVRARLGLPVLPLP 

QPLPL STG S V ITTQG VC LG M RL 

AQLSQGEHPLVRVGEWTLANG 

RGRAGMGDSYPPNLPPTPTSL* 

PIPFIHPVSGGSPERRTPWKPPPS 

DLYGDLKSRRNSVASPTR*E*A 

PPPLRRSWEWDSKPGLAEGPAS 

DRASLFVARTRRSNSSEALLVD 

RAAGGGAGSPPAPLAPSASGPP 

VCKSSEVLYERPQPTPAFSSRTA 

GPPDPPRAARPSSAAPASRGAP 

RLPP VCG DFLLD YS LDRG LPRS 

GGGTGWGELPPAAEVPGPLSR 

RDGLLTMLPGPPPVYAADSNSP 

L L RTK DPHTRA TRTK PCG L PPE 

AAEGPEVHPNPLLWMPPPTRIP 

SAG ERSG H KN LALEGLRDWYI 

RNSGLAAGPQRRPVLPSVGPPH 

PPFLHARCYEVGQALYGAPSQ 

APLPHSRSFTAPPVSGRYGGCF 


9029 


39397 


A 


9088 


1 


136 




9030 


39398 


A 


9089 


14 


310 


TFLFIYFFFTETESHSWPRI FfN 
G V I S A HCN L H L LG STsTN S A A <s 
*VAVITGACHHA WL1FVFLVEA 
GFCHVG/RRLVSNS*PQVIRLPW 
PPKVLGLQA 


9031 


39399 


A 


9090 


1 


436 




9032 


39400 


C 


9091 


75 


410 
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SEQ ID 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9033 


39401 


A 


9092 


1 


6691 


MVNTYREVKEGPVILEDVLIEV 

FRTLYSQCKAELDLQ TEPPFSK 

DHAQLSSKLRENKKTAELIKTA 

NLLFNSFEPYYMWDYVARWFE 

ECCRRTLHVRLQIGPGDSNDSS 

ELQLTNFCLLVDFLLDIVSLETY 

IEIQTEHLPQLLLRMISALTSHL 

QTLHLSELTDSLRLCSKILSKVQ 

PPLLSASTGGVLQFPSGQNNSV 

1CEWEDKKVSSVSHENPTEVFE 

DGENPPSSRSSESGFTEFIQYQA 

DRTDDIDRELS 


9034 


39402 


A 


9093 


293 


687 


PTAKVYIFSIFLTYHIVCCINTSS 
LFGFLQKNPEEDNSGRTLGXWE 
PGHLL\LTICTVRSMEQLLPFFN 
VLSQVFNSKVTSRCGGHSGSPI 
LYSNAFPN KDMKLENHKPCSS 
ICARQKIEEMVEKDFLEGMIKT 


9035 


39403 


A 


9094 


3 


4173 


IPMVVSDFDLPDQQIEILQSSDS 

GCSQSSAGDNLSYEVDPETVNA 

QEDSQMP1CESSPDDDVQQVVF 

DLICfCVVSGLEVESASVTSQLEI 

EAMPPKCSDIDPDEETIKIEDDSI 

QQSQNALLSNESSQFLSVSAEG 

GHECVANG1SRNSSSPCISGTTH 

TLHDSSVASIETKSRQRSHSSIQ 

FSFKJEKLSEKVSEKETIVKESGK 

QPGAKPKVKLARKICDDDKKKS 

SN EKLKQTS VFFSDG LDLEN W 

YSCGEGDIS 


9036 


39404 


A 


9095 


5 


1055 


FDLERVRNLTYMVTRREK1KRS 

VCKVQEQ1FNLYTKLLEQERVS 

GVPSSCSSSSLENMLLFNSPSVG 

PDAPKIEDLKW/PFCISSENKWV 

LPWVSFG*KRPIKSRILLQN*PW 

K*RQNPAEAARPVW*KGGDGG 

PRELFGFRKDLCRSTSH ISTTEK 

WCGDARPWEKXRQSFSL*SH*R 

RLKGRIF*TESQAS/PGPQMCPR 

GIWTTQELPPPLEWGSQHLGTR 

KEIVPKCNGSLIKVNYNQTAVK 

VPTTPASPVKNWGGFRIPKKGE 

RQQ/PGRGPRWGLPPALRLPIFG 

LRPSSVTKERAKSKLKSDN END 

GYVPDVEMSDSESEASEKKCIH 

TSSTISRRTDIIRRSILAS 
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SEQ ID 

NO: 


SEQ ID NO: 
ol' peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9037 


39405 


A 


9096 


*> 
-> 


1136 


FDIPFPKIGKLfKSNVPELRGHFP 

LSITLVLRLMLLASKGDDPEDA 

KAKVLSVLKHSLLSFKQPRVM 

DMLKLYFLFSLQFLGGKRAI*IQ 

EG * S YG VC WDL VFTFG1 YP WNL 

SNLVFVSFLVNGLFHDLCQPTR 

KGSKHFSQDVMEKLVLVLAHL 

FGRRYFPPKFQDAHFEFYQSKV 

FLDDLPEDFSDALDEYNMKIME 

DFTTFLRJVSKLADMTMQEYQLP 

LSKIKFTGKECEDSQLVSHLMS 

CKEGRVAISPFVCLSGNFDDDL 

LRLETPN H VTLGTIG VNR SO A P 

VLLSOKFDNRGRKMSLNAYAI 

DFYKHGSL1GLVQDNRMNEGD 

AYYLLKDFALTIKSISVSL/HVT 

YC ENEDDN V VLA FEQLSTTF W 


9038 


39406 


A 


9097 


2 


522 




9039 


39407 


A 


9098 


3 


1080 


FLLPFSHQSKKENSDQLMTLFT 

SFNSLHSAMESFFQATGNSTNL 

ADDGKRRTVVTPVILTKIDGVTsI 

VDTHH I P VN VTLRRI AHG A DA V 

AARWDFDLLNGQGGWKSDGC 

H IL YSDEN ITTIQC YSLSN YA VL 

MDLTGSELYTQAASLLHPVVY 

TTAIILVLCLLAVIVSYIYHHSLI 

RISLKSWHMLVNLCFHIFLTCV 

VFVGGITQTRNASICQAVGIILH 

YSTLATVLWVGVTARNIYKQG 

H*KS*KMPRIPDEP/RTFNQDQW 

LRFYPDLVGG YPPSL VLRA* LA 

AANIKELROSAKPHPY/Wl GW 

HGNPPWEAFYGPASFSTFVNC 

M Y FLS I FIQL K RHPERK YE LKEP 

TGQQQRLACQ | 


9040 


39408 


A 


9099 


1 


307 




9041 1 39409 


A j 


9100 


2 


286 
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SKQ ID 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possifolc nucleotide insertion) 


9042 


39410 


A 


9101 


35 


121 1 


EKDLLWEEKFPDRTTVTELPQT 

SHVSFSEPDIPSSKSTELPVDWSI 

KTRLLFTSSQPFTWADHLKAQE 

EAQGLVQHCRATEVTLPKSIQD 

PKLSSELRCTFQQSLI YWLHPAL 

SWLPLFPRiGADRKMAGKTSP 

WSNDATLQHVLMSDWAVSFTS 

LYNLLKVKMFSPYFYVCTYQFT 

VLFRAAGLAGSDLITALfSPTTR 

GLREAMRNEGIEFSLPL1KESGH 

KKETASGTS LG YG E Y VI K ITL/S 

SSTDLWTHE1DLHRNSL*NRDS 

NCSNF/LREQAISDEDEEESFSW 

LEEMGVQDKiKKPDILSIKLRKE 

KHEVQMDHRPESVVLVKGINT 

FTLLNFLINSKSLVATSGPQAGL 

PPTLLSPVAFRGATMQMLKARS 

VN V KTQ A LSG I QRP1 


9043 


3941 1 


C 


9102 


48 


464 




9044 


39412 


A 


9103 


1 


140 


MNRLKKEWMLEH1VENNSGM 

ESQDIKGHFHAADKDLLEMGY 

LQKRGL1GLTVLHGWGGLTIM 

AEG*KRSGCLSTLWKITPAWNL 

KTLKAIFMLLIKTYLKWAIYKR 


9045 


39413 


B 


9104 


1289 


2767 




9046 


39414 


A 


9105 


3 


1278 


ITvTNTNTFRVLPHPSFVYTAKFHP 

AVRELVVTGCYDSMIRIWKVE 

MREDSAILVRQFDVHKSFINSL 

CFDTEGHHMYSGDCTGVIVVW 

NTYVKINDLEHSVHHWTINFCEI 

KETEFKGIPISYLEIHPNGKRLL1 

HTKDSTLRJMDLRILVARKFVG 

AANYPGEDS*YFD/VH/GGTFLF 

AGSEDGIVYVWNPETGEQVAM 

YSDLPFKSP1RDISYHPFENMVA 

FCAFGQNEPILLYIYDFHVAQQ 

EAEMFKRYNGTFPLPGIHQSQD 

ALCTCPKLPHQGSFQIDEFVHT 

ESSSTKMQLVNQRLETVTEVIR 

SCAAKVNKNLSFTWPPAVSSQ 

QSKLKQSNMLTAQEILHQFGFT 

QTGIISIERKPCNHQVDTAPTVV 

ALYDYTANRSDELTIHRGDIIRV 

FFKDNEDWWYGQHRERGQEG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9047 


39415 


A 


9106 


1 


1249 


MAVLIFLGCLLGGf AIGLP1AWA 

LLLCGAALMFWLDMFDVQIMA 

QTLVNGADSFSLLAIPFFVLAGE 

IM1MAGGLSKRIVDLPMKLVGH 

KPGGLGYVGVLAAMIMASLSG 

SAVADTAAVAALLVPMMRSA 

NYPVNRAAGLIASGGIIAPI1PPSI 

PFIIFGVSSGLSISKLFMAGIAPG 

MMMGATLTLGKRARFTEDDTR 

ERDAISVINHQRNAVLIRQRVK 

LQQLFVIRVLAMRIFVYGSLRH 

KQGNSHWMTNAQLLGDFS1DN 

YQLYSLGHYPGAVPGNGTVHG 

EVYRIDNATLAELDALRTRGGE 

YARQLIQTPYGSAWMYVYQRP 

VDGLICLIESGDWRVLRWLRVH 

SIDVPDPIFGLTVTGDRTDRAG 

KTSPAQAGCKLFLTNPLG1GVL 

TTAEKKSLLKPEHQGLATEVM 

CRMNIAGASFANIEGVKAMTD 

VTGFGLLGHLSEMCQGAGVQA 

RVDYEAIPKLPGVEEYIKLGAV 

PGGTERNFASYGHLWLR*LAL 

AP/LEVVEANGSL*CSGERGCL 

YGQTTTIQLNFRPAFCPEHAIAG 

QKVAILRLNMQIDIKRVSSRTH 

GNHFTNFKFTVQHYRSCLT 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9048 


39416 


A 


9107 


162 


2106 


KMSKLK1AVSDSCPDCFTTQRE 

C1YIKESRNIDVAAIVLSLNDVT 

CGKLDEIDATGYGIPVFIATENQ 

ERVPAEYLPRISGVFENCESRRE 

FYGRQLETAASHYETQLRPPFF 

RALVDYVNQGNSAFDCPGHQG 

GEFFRRHPAGNQFVEYFGAVPC 

RLVIPALKKQRKLSDLETAIVV 

VDRFSGEVRAMVGGSEPQFAG 

YNRAMQARRS1GSLAKPATYLT 

ALSQPKIYRLNTWIADAP1ALR 

QPNGQXESVRVMLVDALTRSM 

NVPTVMLGMALGLPAVTETW1 

KLGVPVKDQLHPVPAMLLGALN 

LTP1EVAQAFQTIASGGNRA\PL 

SALR*TIAEHGKELYQSFPQAER 

AVPAQAAYLTLWTMQ\QVVQR 

GTGRKLGAKYPNLHLAGKTGT 

TNNNVDTWFAGIDGSTVTITW 

VGRDNNQPTKLYGASGAMSIY 

QRYLANQTPTPLNLVPPEDIAD 

MGVDYDGNFVCSGGMRJLPV 

WTSDPQSLCQQSEMQQQPSGN 

PFDQSSQPQQQPQQQPAQQEQ 

KDSDGVAGW1TDMFGSNEHLS 

GYELDSYPLSSARRRARFTEDD 

TRERDAISVINHQRNAVLIRQR 

VKLQQLFVSNHIACWIRRPGDA 

NHPGFFANMQMLKIDVVFKLA 

FRQQFNI RTRRDKQI FFQSG VT 


9049 


39417 


A 


9108 


1 


66 




9050 


39418 


C 


9109 


79 


150 




9051 


39419 


A 


91 10 


2 


475 


GRGRWGAPRLRGAL*DP*GHF 

LGQQPRPQLHSPAPDR\PAPTPT 

DAEGL/PPAAAA AA AG ATA R VP 

GSRGG*GQAAEELHEAGEAQA 

CRGGTEDEEHG**HLCHGRAS* 

CPGVSGSTGSPHPSPSMAPDDT 

SGLLEFVGVPLQTLFAWVSPAE 

AAEQQRL 


9052 


39420 


A 


91 1 1 


171 


462 


PTSMGHLYSFPGN*SHAHYHP1 

KT*SPLPHSTPISNPSA\PLKGLK 

PVITRLLQHGLLKPFNSPYHSPIL 

PVLKPDKAYKLVQNLRLINQIV 

LPIHSM 


9053 


39421 


A 


91 12 


1 


573 




9054 


39422 


C 


91 13 


100 


297 




9055 


39423 


A 


91 14 


1 


1401 





1164 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9056 


39424 


A 


91 15 


24 


482 


VGSGDLPWEGNPLSSCSLLHEK 

DPPTTSG PQT/GP/G PRN 1SPILNR 

AAPRQAQLGPNSSSASAPPPYN 

PFITSPPHTWSALQFRFVTSPPPP 

AQQLTLKKVAGAKGTVKEHFC 

HDLPASSMQSNYPVHDSGHLT 

TGPSLFKPTLNIEYSTGHAP 


9057 


39425 


A 


9116 


1 


489 




9058 


39426 


A 


91 17 


1 


642 




9059 


39427 


A 


91 18 


237 


748 


ETNPLSSCSLLRDKDPPTTSSPQ 

THQPKKHXPPISNPAAPHQAELG 

PNPSSASAPPPYNLFITSPPHTW 

SGLPFRSVTSPPPPAQQFTLKKV 

AGAKGTVKTITDIELQVTLTVE 

AR1RPGEINSHVAHTKPVWWS 

LHTDTCDIWCRRPGTGGLLQET 

SPLSSPSLCEEIHL 


9060 


39428 


A 


9119 


63 


255 


WVSGS VQ VK VERG WDEGCKG I 
VKKACLTYTNRI M HC VG RY* A 
*ESIWVWHHGVNRQNNLVDKA 


9061 


39429 


A 


9120 


24 


389 


SDVKANLSTGGPVGCGGDTL/P 
VA EKPSDAVEAPG V* APSAGG 
AG P A\PSPG LEPSGA PPPP/A LPP 
RAVLDSGLAPGRPLPLASSNP/P 
PAGRRLLLCTSPGRRGGAAGSG 
PRCPESKSIPLRCL 


9062 


39430 


A 


9121 


704 


867 


CVKECLDVRHLRPFAYFTTRJI* 
ILQDGKIQSA1F/CVIWNYCRVCI 
GVKRHSRRK 


9063 


3943 i 


A 


9122 


1 


7068 




9064 


39432 


A 


9123 


2 


165 


L LKRELNFDF YK I STTK ERHLQ 
QS*PKDS\VPSLLASQTPNAPFL 
APQRRLCLA 


9065 


39433 


A 


9124 


1 


148 


IRHSVNLLRAG/R1FVFEPPPGLK 
ANTQRTFESGMKHVRIIYMMEF 
HVFM 
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SEO "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X s * Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9066 


39434 


A 


9125 


1 


2340 


QFGI WLDSSSPEQTVPYLWSEE 

TPATPIGQAIHRLLLIQAFRPDR 

LLAMAHMFVSTNLGES\FMSIM 

EQPLDLTHIVGTEVKPNTPVLM 

CSVPGYDASGHVEDLAAEQNT 

QfTSIAIGSAEGFNQADKAINTA 

VKSGRWVMLKNVHLAPGWLM 

QLEKKLHSLQPHACFRLFLTME 

INPK\VPV\NLLRAGRIFVFEP\PP 

GWKANMLRTFSS1PVSR1CKSP 

NERARLYFLLAWFHAIIQERLR 

YAPLGWSKKYEFGESDLRSAC 

DTVDTWLDDTAKASGRQNISP 

DKIPWSALKTLMAQSIYGGRV 

DNEFDQRLLNTFLERLFTTRSF 

DSEFKLACKVDGHKDIQMPDGI 

RREEFVQWVELLPDTQTPSWL 

GLPNNAERVLLTTQGVDM1SK 

MLKMQMLEDEDDLAYAETEK 

KTRTDSTSDGRPA WM RTLHTT 

ASNWLHLIPQTLSHLKRTVENI 

KDPLFRFFEREVKMGAKLLQD 

VRQDLADVVQVCEGKJCKQTN 

YLRTLI\NELVKGILP\RSWSHYT 

VPAG\MTV1QWGVPISARRI\KQ 

LQNI SLAA ASGG AKELKNIH VC 

LGGLFVPEAYITATRQYVAQAN 

SWSLEELCLEVNVTTSQGATLD 

ACSFGVTGLKLQGATCNNNKL 

SLSNAISTALSLTQLRWVKQTN 

TEKKASVVTLPVYLNFTRADLI 

FTVDFEIATKEDPRSFYERGGG 


9067 


39435 


A 


9126 


3 


6375 


HKVAAPDVVVPTLDTVRHEAL 

LYTWLAEHKPLVLCGPPGSGK 

TMTLFSALRALPDMEVVGLNFS 

SATTPELLLKTFDHYCEYRRTP 

NGVVLAPVQLGKWLVLFCDEI 

NLPDMDKYGTQRVISFIRQMVE 

HGGFYRTSDQTWVKLERIQFV 

GACNPPTDPGRKPLSHRFLRHV 

PVVYVDYPGPASLTQ1YGTFNR 

AMLRLIPSLRTYAEPLTAAMVE 

FYTMSQERFTQDTQPHYIYSPR 

EMTRWVRGIFEALRPLE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9068 


39436 


A 


9127 


3 


617 


SWFQPPSGPPWPGAVPPPPPLAR 

VNPGV\PSLTTSLMDVEP*AQV 

ELPSHPRVPSPAPGPAP*VLEPP 

RSLLTSVVGPQGPSWAGGGMA 

VRQALEEAACRDPCIAISSWAG 

GDRPLWWLDGLLLRJIVYPDSC 

PPCPSRJPAIFGASLQGSINP1LQ 

MRKLFPHDMDLL*GQDPFSCR 

RPESWNRDVGWLALGVFCLVP 

FSLVGSLN 


9069 


39437 


A 


9128 


1 


702 




9070 


39438 


A 


9129 


1 


1317 




9071 


39439 


A 


9J30 


1 


2641 


MGLKARRAAGAAGGGGDGGG 

GGGGAANPAGGDAAAAGDEE 

RXVGLAPGDVEQVTLALGAGA 

DKDGTLLLEGGGRDEGQRRTP 

QGIGLLAKTPLSRPVKRNNAKY 

RRJQTLIYDALERPRGWALLYHX 

ALVFL1 VLGVCLI L A VL\TTFKEY 

ETVSGDWLLLLETFAIFIFGAEF 

ALRJWAAGCCCRYKGWRGRLK 

FARKPLCMLDIFVLIASVPVVA 

VGNQGNVLATSLRSLRFLQILR 

M L RDG PG EGGT WKLLG\S A I C A 

HSKELITAWYIGFLTLILSSFLV 

YLVEKDVPEVDAQGEEMKEEF 

ETYADALWWGLITLATIGYGD 

KTPKTWEGRLJAATFSLIGVSFF 

ALPAGILGSGLALKVQEQHRQK 

HFEKRJIKPAAELIQAAWRYYA 

TNPNRJDLVATWRFYESVVSFP 

FFRKEQLEAASSQKLGLLDRVR 

LSNPRGSNTKGKLFTPLNVDAI 

EESPSKEPKPVGLNNKERFRTA 

FRMKA Y A F WQSSED AGTG DP 

MAEDRGYGNDFPIEDM1PTLKA 

AIRAVRJLQFRLYKKKFKETLRP 

YDVKDVIEQYSAGHLDMLSRIK 

YLQTRIDM1FTPG\PPSTPKHKE 

VFRKGQHFTFPSQQSSRGLNHM 

* A RPSTASE I\EDQRH * WG KFVKS 

LKGQV\QGLGRKLDFLVDMHM 

QHMERLQVQVTEYYPTKGTSS 

PAEAEKKEDNRYSDLKTIICNY 


9072 


39440 


A 


9131 


353 


177 < 

1 


QNEILPQISKSNNEl*SRSPH*ITR 
MLNNSNKMAHKMKFAN 


9073 ; 


39441 < 


Z i 


2132 


170 


310 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9074 


39442 


A 


9133 


1 


859 


M SCG RPPPD V DG M1TL K V\DN L 

TYRTSPDSLRRVFEKYGRVGDV 

YIPREPHTKAPRGFAFVRFHDR 

RD AQ D A E A\A MDGAE*EGRAL 

RJ\QVARYGRRDLPRSRQG/PTP 

RGRSRGGGYGRRSRSYGRRSRS 

PRRRVHRNRFFCPSCSRSRRRGR 

YRGSRYSRSPYSRSPYSRSRYSR 

SPYSRSRY RESRYGGSHYSSSG 

YSNSRYSRYHSSRSHSKPGSSTS 

SRSASTSKSSSARRSKSFSVSXRS 

RSR\SRSSSMTRSPP\GVSKRKSK 

SRXSRSKRPPKSPEEEGQMSS 


9075 


39443 


A 


9134 


161 


332 


SCLNQLN/YLEMWKLFRKAQE 

DHTLGRDISYVAEVRPGEAGGR 

AHTGDSLLTMNPSFL 


9076 


39444 


A 


9135 


1 123 


1489 


LQT1LQGHSNQNSMVLVPKQR 

YRSMEQNRALRNNVTYLQLSD 

L*QA*EKQAMGKGFPIS*MVLG 

KLASHM*KAESGSLPYTLYKN* 

FKMD*RLKH*T*NHKNPRRKPR 

HYHSGHRHGQGLHV 


9077 


39445 


A 


9136 


277 


367 




9078 


39446 


B 


9137 


I 


1136 




9079 


39447 


A 


9138 


3 


1168 




9080 


39448 


A 


9139 




1460 


ERGLETNSCSEEELSSPGRGGG 

GGGRLLLQPPGPELPPVPFPLQD 

LVPLGRLSRGEQQQQQQQQPPP 

PPPPPGPLRPLAGPSRKGSFKIRL 

SRLFRTKSCNGGSGGGDGTGK 

RPSGELAASAASLTDMGGSAG 

RELDAGRKPKLTRTQSAFSPVS 

FSPLFTGETVSLVDVD1SQRGLT 

SPHPPTPPPPPRRSLSLLDDISGT 

LPTSVLVAPMGSSLQSFPLPPPP 

PPHAPDAFPRIAP1RAAESLHSQ 

PPQHLQCPLYRPDSSSFAASLRE 

LEKCGWYWGPMMWEDAEMK 

LKGKPDGSFLVRDSSDPRYILSL 

SFRSQGITHHTRMEHYRGTFSL 

WCHPKFEDRCQSVVEFIKRA1M 

HSKNGKFLYFLRSRVPELPPNS 

CQ\LIYPMSRFS1YESFQHLAKF 

RIRQLVRIDHIPDLPLXPKPLISYI 

RKFYYYDPQEEVYLSLKEA\QS 

VSKQKQEVEPST*RGAPCWSPP 

RAFGCQAPALKNQIKLP 
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SEQ M) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9081 


39449 


A 


9140 


2 


418 


KSPSKYLCYTFIISTAALVLLIM 

LPHESMPVYLGMACTLGFGAIV 

FTQRAVVFFAPIGEAKlAENKTG 

AAMALGSF1GYAPAMFCFSLYG 

Y1LDLNPGIIGYKIVFGIMACFA 

FSGAVVSVMLVKRISQRKKEM 

LAAEA 


9082 


39450 


A 


9141 


26 


180 


KPAHQCQVFFCPVVSAHQGEV 
LPYKSGVTSIESFVTIICKVJRR* 
LLSFLA 


9083 


3945! 


A 


9142 


299 


921 


FGTAALVL*IVLPPEISPSH*GM 

ACTLGLGAIVLTQRAV/FFAPIG 

EAKIAENKTGAAMALGSFIGYA 

PAMFCFSLYGYILDLNPGIIGYK 

IVFGIMACFAFSGAVVSVMLVK 

R1SQRR1RRLRRIRQFHIRRNTSS 

RYGSGFARGGRKATRGISSQEL 

GQGLSGEEQDGASGGVTAGDI 

ATGDYFLLTPHLQICTGAKGGL 

GCVVEGR 


9084 


39452 


A 


9143 


1 


752 


MSELPFAIASKRKEYVGIQLPR 

YTIQKLEENLNVVLFDRSGHRT 

KFTNVGRMLLERGRVLLQAAD 

KLTTDA E A L ARG WETHLTI VTE 

ALVPTPAFFPLIDKLAAKANTQ 

LAI1T*VLAGAWERLEQGRADI 

VIAPDMHFRSSSEINSRKLYTL 

MNVYVAAPDHPIHQEPEPLSEV 

TRVKYRGIAVADTARERPVLTV 

QLLDKQPRLTVSTIEDKRQALL 

AGLGVATMPYPMVEKDIAEGR 

LRVVSPESTS 


9085 


39453 


A 


9144 


389 


760 


SWRIDVHPV*YTTRLFPFVLPY 

MQKGTSIRTSSRQLLDKQPRLT 

V/STIEDKRQALLAGLGVA/TMP 

YPMVEKDIAEGRLR/VVSPESTS 

EIDI I M A WRVTKRTPKN * WTM 

MPENIGEYTKTTHILG 
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SKQ N> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknowit, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9086 


39454 


A 


9145 


1 


941 


MTAMERSRILRRAVDILRERND 

ELAKLETLD I GKLAYSETSTVDI 

VTGADVLEYYAGLIPALEGSQI 

PLRETSFVYTRREPLGVVAGIG 

AWNYP1QIALWKSAPALAAGN 

AMIFKPSEVTPLTALKLAE1YSE 

AGLPDGVFNVLPGVGAETGQY 

LTEHPG1AKVSFTGGVASGKKV 

MANSAASSLKEVTMELGGKSP 

LIVFDDADLDLAADIAMMANF 

FSSGQAKR/NGARVLCGGDGVR 

ARDRPNLRRENLRGKYHS*QR 

HRRPDAC*YRPRL*RCGGRYAD 

D*VQAGAGSDGL*ATGHGGRR 

EC*PYVTGEAG 


9087 


39455 


A 


9146 


3 


504 


DQQQNRQRVLIDCFPHAQWAKE 

VDVSDKEARCGVRCATRDHLP 

MVCNVPDYEATLVEYASSAEH 

KDDAVSAPVFDDLFIL\GSRGLC 

SGPLCAE1 LAT* ISNDEPMPM DA 

SMLVAALIPNRLWVRKLLKGKA 

VKAGAVHFRRS11YFHPQQANA 

LDFPSTHIIKYCTMLL 


9088 


39456 


A 


9147 


197 


353 


YGFRWPD*AHPAIN*ASAAS1SF 
LR WL1RLTS1TETTA PLN AKQAI 
MPNT1L 


9089 


39457 


C 


9148 


1 


1263 




9090 


39458 


A 


9149 


-» 
_> 


726 


GAKNAREAIYHIEGDPDHPXEN 

RLRYPEYRAPGSDKWQRISWEE 

AFSRIAKLMKADRDANFIEKNE 

QGVTVNRWLSTVNKKKJSLRT 

VGAALVLQVVIGGIMLWLPPG 

RWVAEKVAFGVHKVMAYSDA 

GSAFIFGSLVGPKMDTLFDGAG 

FIFGFRVLPAIIFVTALVSILYYI 

GVMGILIR1LGGIFQKALNISKIE 

SFVAVTTIFLGQNE1PAIVKPFID 

RLNRNELFTAICSGMASIDG 


9091 


39459 


B 


9150 


1 


1662 




9092 


39460 


B 


9151 


1 


2658 




9093 


39461 


C 


9152 


1 


2526 




9094 


39462 


A 


9153 


422 


585 


PYRLKQNIAGA*PIKLPNAIAAP 
VLFSA1FASTIGAKILLAVLRLSR 
PHPSVHA 


9095 


39463 


A 


9154 


1275 


1485 




9096 


39464 


A 


9155 


1 


439 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II>NO: 
in USSN 
09/540,217 


Nucleotide . 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9097 


39465 


A 


9156 


1049 


2195 


NMPKASSCRFSTATTYLRJDRSC 

K*PWAGS*KKNSWR*CRRRTTS 

SHRTRLNATWGVSVKRRTKAR 

CSMVCASRGS/SNARGLELVKE 

GRAQACVSAGNTGALMGLAK 

LLLKPLEGQNHRMLLRWEAKL 

AALVRJLQENTAQPVPFAPNNA 

RPLTLEDDRLSCTVRGYNFAITF 

SKMSGKPTSWQLVASALATKI 

AHEVNPQNQVGCMLAGGNFYP 

YSCKPEDVWAALEKDRENLFFI 

DVQARGTYPAYSARVFREKGV 

T[NKAPGDDE1LKNTVDFVSFSY 

YASRCASAEMNANNSSAANVV 

KSLRNPYLQVSDWGWGIDPLG 

LRITIVTNMMYDRYQKPLFLVEN 

G LG A KDEFAANG EINDD YRJS Y 

LRE H I RCNG RSDC RQ AFR 


9098 


39466 


B 


9157 


482 


542 




9099 


39467 


A 


9158 


115 


1662 


TPYPDAITTHDIVDTYPVQGGA 

VRVLVFSAWSLRVVSSVLFSLV 

WGFVSFCRRFVPCRVCVLLCCL 

FWCFVFGVWLPRRHMSNHAAI 

GVGEQQCQRGNINGAPETFAS 

MANTGT*QW/QRISWEEAFSRI 

AKLMKADRDANFIEKNEQGVT 

VNRWLSTASLAPTFGRGAMTN 

HWVDIKNANVVMVMGGNAAE 

AHPVGFRWAMEAKNNNDATLI 

VVDPRFTRTASVADIYAPIRSGT 

DITFLSGVLRYLIENNKINAEYV 

KHYTNASLLVRDDFAFEDGLFS 

GYDAEKRQYDKSSWNYQLDE 

NGYAKRDETLTHPRCVWNLLK 

EHVSRYTPDVVVENICGTPKADF 

LK\A PDRT\TTFLY A LG WTQHT 

VGAQNIRTMAM1QLLLGNMGM 

AGGGVNALRGHSNIQGLTDLG 

LLSTSLPGYLTLPSEKQVDLQS 

YLEANTPKATLADQVNYWSNY 

PKFFVSLMKSFYGDAAQKENN 

WGYDWLPKWDQTYDVIKYFN 

M MDEG KVTG Y FCQG FNP V ASF 

PDKNKVVSCLSKLKYMVVIDP 

LVTETSTFWQNHEAAVSGGKR 

PGRKRLNLLPMARLTTTIASAT 

YANISAQWAKRLQTAFR 


9100 


39468 


\ ! 


9\59 


i ; 


2235 




9101 


39469 


<\ 1 


?\60 


1 


1821 
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SEQ li> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9102 


39470 


A 


9161 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 
EKFREKRVIRNEQSLQEIWDYV 
KRLNLHLIGVPESDWENGTKLE 
NTLQDIIQENFPNLARQANIQIQ 

e1qrm pqryssrrttprh 1 1 ln a 

hkrk*erykidtltsqlkelek 

qeqtyskasrrreitkiraelke 

ietqktlqkinesrscfekinkid 

rllarlikkkreknqtdviknd 

kgdittdpteiqttireyykhly 

tnklenleemdkfldtytlprl 

nqeeveslnrpitgseiea1insl 

ptkkstgpdrftaefyqrykee 

lvpfllklfqsiekegillnsfye 

ASTIL1PKAGRDTTKKENFRPISL 

MNIDAKILNK1LANRIQQHIKKL 

IHYNQVSFIPGIQGWFNICKSIN 

VIQHINRTKDKNHT1JSIDAEKA 

FDKIQQPFMLKTLNKLGIDGTY 

LKIMTAI YDKPTASTI LNGQFCLE 

AFPLKTGTRQGCPLSPLLFN1VL 

E VL ARA 1 RQEKE I KG IQLG KEEV 

ICLSLFADDMIVYLENPIVSAQT 

LLKLISNFSKISGYKFNVQKSQV 

FPYTNNRQTESQ1MSELLFTIAS 

KR1KYVGIQLTRDVKDLFKEN 


9103 


39471 


B 


9162 


1 


2025 




9104 


39472 


B 


9163 


67 


3156 
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irk 

NO: 


ShQ M) INO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( \-Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


9105 


39473 


A 


9164 


1 


2019 


MDT1KNDKGDITTDPTE1QTT1R 

EYYKHLYANiCLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SE1EAIINSLPT/KKSPGPDEFTAE 

FYQRKVAFDKIQQAFTLKTLNK 

LVIDGTYRKIIRAICDKPTANI1L 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKL1SNFSKVSGYKIN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKEN YKPLLNE1 KEDTN K WEN 

IPCSWVGRJN1MKMAILPKVIYR 

FNAIPIKLPVAFFTELEKTTLKF1 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTKFNSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAKIDNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISRIYKELKQIYKKKT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPVRMV1IKKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


9106 


39474 


A 


9165 


1 


3477 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown T 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9107 


39475 


A 


9166 


1 


2460 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADL1D1YRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTEIITNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAEIKMFFEI 

N EDKDTTYQN R WDTFKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TE I RA E L K E I ETQKTLQKiVTN ES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQJDA1KNHKGDITTNPTEIQ 

TTIREYDKHLYANKLENLEETD 

KFLDTYILPRJLNQEQVESLNRPI 

TGAEIEAIINSLRTKKSPG\PGGF 

TAEFYQRYKEE/HVLEVLARAI 

RQEKEIKG1QLGKEEVKLSLFA 

DDMTV Y L ENPTVS AQN LLKLIS 

NFSKVSGYKINVQNPQAFLYTN 

NRQTESQIMSELPFT1ASICR1KY 

LGIQLTRDMKELFKENYKPLLS 

EIKEDrNKWKNIPCSWVGRJMIV 

KMAILPKVIYRFNAIPIKLPMTF 

FTELEKTTFKFIWNQKRARIAK 

S1LSQKNKAGG1TLADFKLYYK 

ATVTKTAWYWYQDRH1DQWN 

RTESSEIMPHIYNYLIFDKPDKN 

KICWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDT 

GMGKDFMSETP1CAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 


9108 


39476 


A 


9167 


1 


1389 





1174 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



&C*\J 1 11 

NO: 


SbQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


9109 


39477 


A 


9168 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRSLH 

AKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEI1TNYLSDHS 

A1KLELRIKNLTQNRSTTWKLN 

NLLLNDYWIHDEMKAEIKMFF 

ETNENKDTTYQNLWDAFKATA 

SKTNKEKEKNQ1DTIKNDKGDI 

TTDPTEIQTT1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEELHI 

NRAKDKNHMIISIDAEKAFDKI 

QQPFMLKTLNKLGIDGTYFKHR 

A1YDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKG1QLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFT1ASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

KE1KEDTNKWKN1PCSWVGRIN 

IMKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKF1 WNQK\R A R [ 

AKAILSQKNEAGGITLP 


9110 


39478 


B 


9169 


1 


1716 




9111 


39479 


B 


9170 


1 | 


3171 




9112 


39480 


A 


9171 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 

GTSNKPQTLEQISTSIIAQKEAT 

VMVPGSNQE1PSGAYAIRALGF 

KH KTG RL FEQT LN Y LQE F L FTP 

QWHLECQQERTVHSPGKAAEA 

REPS VIDRHLIQESSNWHL VGA 

A LGQS FQ RKEQ A A 1 FA VLQ PL L 

VIPRQTGSGVDLQKTPTDLQQR 

GLIVRRKTNKQKGIVHNSTTRE 

QNWTENEFDKLTEGGFKRWVI 

FNSSELKEHVLTQCKEDKNLEK 

SAIKLELR1KNLIQN 


9113 


39481 


B 


9172 


i : 


2406 




9114 


39482 


A. < 


9173 


i : 


>307 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


91 15 


39483 


A 


9174 


3 


2776 


QRDLDSHTL1MGDFNTPLS1LDR 

STRQKVNKD TQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSK1DH1LGSKALLSKCKRTEII 

TNCLSDHSAIKLELRIKTLTQSH 

STTWICLNN LLLNDY WVHNEM 

KAEIKMFFETNENKDTTYQNL 

WDAFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQE1TKIRAELKEIETQ 

KTLQKINESRSWFFERINKIDRP 

LARLIKKKREK 


9116 


39484 


B 


9175 


133 


3213 




91 17 


39485 


A 


9176 


284 


1689 


QNFGNFKDLL* RSL W* REKS W! 

CML*ARNTASRQQRNKAGQR 

MTLMS*EKKASDDQTSPS*R/Q 

EVRTHRKEAKNLVKRLDKWLN 

RITSVEKSLNDLMELKTM/RTR 

TTT**MHKLQ*PI*SFGRKEIQTT 

IREXKHLYANKLENLEEMDKFL 

ETYTLPRLNQEEVESLNRPITGS 

EIEA1FNSLPTKNSPGPDRFTAKF 

YQMYKEELVPFFLKLFQSIEQE 

GILPNSFYEASIILIPK.PGRDPTK 

KENFRPISLMN1DAKIFNK1LAN 

QIQQHIKKLIHHDQMGFIPGMQ 

DWFNIRKSINVIQHINRTKDKN 

HTIIS1DAEKAFDKIQQCFMLKT 

LNKLG 1 DGTYV KIIRAIY DKPTA 

NIILDGQKLEAFPLKTSTIQGCP 

LSPLLFNIVLEVLARAVRQEKE1 

KGIQSGKEEVKLSLFADDMTV 

YLENPIISAQNLLKLKSNFSKVS 

GYK1NVQKSQAFLYTNNREPN 


9118 


39486 


A 


9177 


1 


1515 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


91 19 


39487 


A 


9178 


3 


1601 


ESRS*FFEKINKI/D/RLLARLIKK 

KREKNQIDAIKNDKGDITTDPT 

E1QTTIREYYKHLYTNKLENLEE 

MDKFLNTYTLPRLNQEEVESLN 

RLITGSEIEAIINSLPTKKSPGLD 

TFTAEFYQRYKEELVPFLLKLF 

QS1EKEG1LPNSFYEAIHLIQKPG 

RDTTKKENFRPI SLMSIN AKILN 

KILANRIQQHIKKLIHHDQVGSI 

PGMKGWFNICKS1NVMQHINRT 

KYKNHMIISIDEEKAFQKIQKRF 

MLKTLNKLSIDGTYLKIIRAIYD 

KPTANIILNGQKLEAFPLKYNGT 

RQGCPLSPVLFNIVLEVLARAI/ 

RLISCFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKR 

1KYLGIQLTRDVKDLFKENYKP 

LFNE1KEDTNKWKSIPCSRVGRI 

NIVKTAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRACIV 

KTILSKKNKAGGITLPDFKRYY 

KATVTKTA/WSFHELGKTQLAT 

RTTVSTFQQIPGPVQLRFDFSR 

DITLLSLLCR 


9120 


39488 


B 


9179 


1 


2034 




9121 


39489 


B 


9180 


1 


2088 




9122 


39490 


A 


9181 


1 


1870 


M KA E I KM FFETN EN KDTT YQN 

LWDTFKAVCRGKFIALNAHKR 

KQERSKJDTLTSPLKELEKQEQT 

HSKASRRQEITKIRAELKEIETQ 

KTLQKINESRSWIFES1NKIDRPL 

ARLIKKKREKNQIDAIKNDKGD 

1ITDPTEIQTTI RE Y YKHL Y ANK 

LENLEEMDKFLDTYTLPRLNKE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKJEELVP 

FLLKLFQSIEKDGILPNSFYEASI 

ILIPKP 


9123 


39491 


A 


9182 


1 


1410 




9124 


39492 


A 


9183 


1 


3996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9125 


39493 


A 


9184 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEI WDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKJEGI 

LPNSFYEASI1 


9126 


39494 


A 


9185 


1 


2250 




9127 


39495 


A 


9186 


248 


2385 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIILI 

PKRGRDTTKKENFRPISLMN1D 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNICKSINVI 

QHINRTKDKNHM1ISIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KilRAI YDKPTANI ILNGQKLEAF 

PLKTGTRQGCPLSPLLFN1VLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMI VYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQIMSVFPFT1ASK 

RJKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

RJNIVTCMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

H Y K I T VTKT A WY W YQN RD1 DQ 

WNRTEPSE1TPHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

aicrklklldpfltpytk1hprwi 

kdlnvrpktiktleenlgntiq 

digmgkdfmsktpkamaaka 

k1dkwdliqlksfctakettirv 

nrqptkwekifatyssdkglis 

riykelkqiykkk\tnnpik:kw 

akdmnrhfskediyaankhm 

kkcspsl a i remqikttm r y h l 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino aci<J 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9128 


39496 


A 


9187 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDI1QENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHI1VR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMN1DAKILNKIL 

ANRIQQHfKKLIHHDQVGFIPG 

MQGWFNIRKSFNV1QHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLGIDGTYFK1IRAIYDKP 

TAN I ! LNGQKLE A FPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRIKYLGIQ 

LIRDVKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGR1NIVKM 

AILPKMGKTTLKFIWNKKSRIAK 

SILSQKN/KAGGITLLTQLYYKA 

TVTKTAWYWYQNRDIDQWNR 


9129 


39497 


A 


9188 


1 


2667 




9130 


39498 


A 


9189 


1 


3033 

1 
< 

1 

j 


MADMLTWESCLEESLQEESPL 

VTHCGPSCCISGQSPPSSARPSS 

VSSAISVLMLPQNRKLPPAWTS 

PGIFPTDLVVYSMSLPH ALARY 

NCDVCKSMLPPRLYAPEEKAR 

rSPLCGTWYSPSLPLCGAWCKK 

NfEKKRERERERKRQREDlLSGA 

SSYKDTIHIQLRPPPYDVLQQIQ 

rTIREYFKHLYANKLENLEEMD 

<LLDTYTLPRLNQEEVESLNRLI 

rGSEIVAIINSLPTKKSPRPDGFT 

\EFYQRYKEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9131 


39499 


A ! 


9190 


1 


950 


MQAICTGQARALICMGGNFAL 

AMPDREASAVPLTQLDLAVHV 

ATKLNRSHLLTARHSYILPVLG 

RSEIDMQKNGAQAVTVEDSMS 

MIHASRGVLKPAGVMLKSECA 

VVAGIAQAALPQSVVAWEYLV 

EDYDRI RND1EAVLPEFADYNQ 

RIRHPGGFHL1NAAAERRWMTP 

SEIQTTIREYWKHLYTNKUENL 

EEMDKFLDTYSLPRLNQEEVES 

LIRPITGSEIEAVVNSPPTKNSPG 

PDRFTAKFYQRY/K/EELVPFFL 

KLFLAAVPAPSSHGPFCCSRKA 

LRGSKTGSAYPSSSALRRVTVS 

EVVCLFAEAQLF 


9132 


39500 


A 


9191 


1 


3470 


MASVSSATFSGHGARSLLQFLR 

LVGQLKRVPRTGWVYRNVQRP 

ESVSDHMYRMAVMAMV1KDD 

RLNKDRCVRLALVHDMAECIV 

GDIAPADNIPKEEKHRREEGNK 

CHKQKAMGKHLKEPHVLGQET 

KGLESTDVLLPLPAAGQDLGRE 

KKIREEAMKQITQLLPEDLRKE 

LYELWEDLEFESPSCLDSLSLCC 

SLKPQSESSPVLPEGCETLIQRL 

CAVGTGVTAALATRJLCRASGL 

PAPHQWASELQRSRKKE 


9133 


39501 


A 


9192 


1 


3907 


MAAWNLLLKSYAY WGGLRKE 

DFHCLDRKTLRTVSFLAALLSY 

ES1GGKGKLTTRXDI YTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQSWMENDFEELREEGFRRS 

NYSELRED1QTKGKEVENFEKN 

LEECITRJTNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMMEMKREGKFRDK 

RJJCRNEQSLQEIWDYVKRPNLR 

LIGVPESDVENGTKLENT 


9134 


39502 


A 


9193 


3 


3197 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon lor last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9135 


39503 


A 


9194 


1 


3158 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQLLSDLQRDLDSHTL1M 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KALLSKCKRTEI1TNYLSDHSA1 

KLELRIKNLTQSRSTTWKLNNL 

LLNDYWRKOERSKTDTLTSOI 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETOKTLOKrNESRSWFF 

ERINKIDRPLARJLIKKKEKNQ1D 

TIKNDKGD 


9136 


39504 


A 


9195 


1 


3285 




9137 


39505 


B 


9196 


1 


1366 




9138 


39506 


A 


9197 


735 


3541 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPG 1NSHKTLDPN RVH K VRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL*KKREKNQIDTIKND 

KGDITTDATEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYfLPRL 

NQEEVESLNRP1TGSEIEAIINSL 

PTKRSPGPDGFTAEFYQTYKEE 

LVPFPLKLFQSTEKEGILPNSFY 

EASIILIPKPGRDTTKKENFRPIS 


9139 


39507 


A 


9198 


1 


5356 | 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELRED1QTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

QEGKIKRDKEGHYIMVKGSIQQ 

EELTILN I YA PNTG APRFIKQVL 

SDLQRDLDSHTL1MGDFNTSLL 

TLDRSMRQKVNKDTQELNSSL 

HQADL1DIYRTLHPKSIEYTFFS 

APHHTYSKIDHIVGS 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9140 


39508 


A 


9199 


1 


2491 


MGDFNTPLSTLDRSTRQEVNK 

DTQELNSALHQVDL1DIYRTLH 

PKSTEYTFFSAPHYTYSKIDHIV 

GSKALLSKCKRTE11TNCLSDHS 

AIKLELRIKKLTQNHSTTWKLN 

NLLLNDYWVNNEVKAEIKMFF 

ETN EN K DTTYQN L WDTFKA IN 

KIDRPLARLIKKKREKNQ1DAIK 

NDK\WDITTDPTE1QTTIREYYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRP1TGSEIEAI 

TNSLTATKKSPGPDGFTAKFYQR 

YKEELVP\FLLKLFQLIEKEGILP 

NSFYEASHLIPKPG RDTTAKQKK 

NFRPISLMNIDAK1LNK1LANRI 

QQ\HIKKLIHHDQVGFIPG\MQG 

LFN1CKSINV1HHINRTKDKNYM 

I1S/1*DAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKI1RAIYDKPTAD 

1ILNGQKLEAFSLKTGTRQGCPL 

SPLLFNIVLEVLARAVRQEKE1K 

GIRLGKEEVKLSLLADDMIVYL 

ENP1VSAPNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQ1 

MSELPFTIASKRIKYLGIQLTRD 

MKDLFKENYKPLLNE1KEDTNK 

WKNIPCSWVGRINIMKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQICRARIAKSILSQKNK 

AGGITLPDFKLYYICATVTKTA 

WYWYQNRDIDQWNRTEPSE1T 

PH 1 YN Y LI FDKPEKMSII DTGG W 


9141 


39509 


A 


9200 


1 


3083 


MGKKQNRKTGNSKTQSASPPP 

KLERSSSPATEQSWMENDFDELR 

EEGFRJISNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREK R1KRN EQSLQE1 WD Y V 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANKL 
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SEQ ID 

NO: 


SKQ 11) NO 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=poss»ble nucleotide insertion) 


9142 


39510 


A 


9201 


1 


4201 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEfETKGQEV 

ENLEKNLDKC1TRITNIEKCLKE 

LMELKAICARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLPPIDVPESDRENGTKLE 

NTLQDVIQENFPNLARQAN1QI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


9143 


39511 


A 


9202 


715 


6193 


GQHHPDTKAWQRHNKKKENF 

RPISLMNIDAKILNKMLANQ1Q 

QHIKKLIYHDQVGF1PGMQGWF 

NICKSINVIHHINRTKDKNHM1I 

SIDAAKAFDKIQQPFMLKTLNK 

LGIDGTYLKIIRA1YDKPTASJ1L 

NGQKLEAFTLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIISAQNLLKLIGNFSKVSGYTIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFT1ASKR 


9144 


39512 


A 


9203 


I 


3682 


KEGHYIMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLE 

SHTLIMGDFNTPLSTLDRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHPKSTE YTFFS A PXHHTYSK 

IDHILGSKALLSKCKRTEI ITNCL 

SDHSAIKLELRJRKL\TQN\RSAT 

WK VNN LPPGMTY WVXHNGNE 

GQKLKMFFETQWE/HKDTAYQ 

NLWXDTFKAGCRGiCFIALNAHK 

RKAGKDPKLTPLTSQLKKXLEK 

QEQTAHSKAS 


9145 


39513 


A 


9204 


1187 


1680 


DSPCTIASTRSYSFICNRPLSVDl 

QLRCSCRNVRRLSTYC/LYLRQ 

LRJEGGNFVFTTKADNGPQQI1T 

♦TNSFPVGNNAQTVKVRHH1LT 

FFINLFGKEIGGPDHFKNGFTQP 

LPSGGTQPQHLSCVTIDGGNVT 

VIR1 H RNQPF IN RTKQRLL LTDH 

^CDLLWLH 


9146 


39514 


\ < 


?205 : 


3 : 


>93 | 

< 

I 
I 
1 


ERSWSQLLFSTEQFWQQLPGTG 
SG RA RON 1 SRKTPRE H A GGYRR 

3NGNNWAVPH1QCNLVPR**K 

U>PVRAHRAPETLCASKALQEQ 

IYWVFELLR 


9147 : 


59515 t 


\ S 


)206 1 


A 


1509 




9148 : 


59516 i 


\ S 


>207 1 1 




>07 
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SEQ IO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

UV/7»4U,^. 1 / 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


9149 


39517 


B 


9208 


1 


3448 




9150 


39518 


A 


9209 


1 


2652 




9151 


39519 


A 


9210 


75 


784 




9152 


39520 


B 


921 1 


1 


1968 




9153 


39521 


A 


9212 


1 


298 


LQGHLVGDYVSLSCLPFGIMGH 
GNWPLWVLTACLVLLLC*/WSL 
RRQ*IQQ*APSDQKRDFLVPHG 
A/VFDR*ISATCWSSINWPANCS 
RPSIAGWPKQAS j 


9154 


39522 


B 


9213 


167 


362 




9155 


39523 


A 


9214 


959 


1267 


YHWHQLLSMVRQLMVLSWKK 
ISSWFMGPPIIRKSILAENSI*KN 
LV*VULKLTEGISTLK*MAPQN 
TQY*MTVIKLFKWVARQTRLR 
SIMVCYSSTTTLLT 


9156 


39524 


A 


9215 


370 


555 




9157 


39525 


A 


9216 


1 


1016 


MSHQLTFADSEFSSKRRQTRKE 

1FLSRMEQILPWQNMVEV1EPFY 

PKAGNGRRPYPLETMLRJHCM 

QHWYNLSDGAMEDALYEIASM 

RLFARLSLDSALPDRTTINfNFR 

HLLEQHQLARQLFKTFNRWLAE 

AGVMMTQGTLVDATIIEAPSST 

KNKEQQRDPEMHQTKKGNQW 

HFGMKAHIGVDAKSGLTHSLV 

TTAANEHDLNQLVQNELETAE 

RFRRQEDTQSKCLLSS1MLYIKN 

LSGPDVSELISPLSEGFNLCSSV 

VVAVIAAVLRRAPIHMPSGWW 

RSWNAESGAYNVTRSGDSYI/H 

G*LLYRSRKLPDPADEGALQK 

WWSVLPFFKRRLWF 


9158 


39526 


A 


9217 


408 


643 


PGCGSGHSWHRHQCGPSCQSA 
TDCLSWSDASPDRVAALCSWS 
SWVPQ*WWHR/HKVP*VIMTP 
ASASQRLMVLNNWRAS 


9159 


39527 


A 


9218 


626 


760 




9160 


39528 


A 


9219 


1 


2469 




9161 


39529 


A 


9220 


1 


756 




9162 


39530 


A 


9221 


1738 


1913 


PTAWSPPRPTSMTSISWVICFME 
RSNLSQPMPATKERHSARSWPR 
WMWTG*SPSVPAR 


9163 


39531 


A 


9222 


2403 


2760 


FRGDGILVSCPLVFSSAFSWRA 

ADGGKNRNVHPSV/VR*AGAL 

RPRTQSRIQ/SQRLNKVEKGGV 

KQFEHNQSCRQQVGVTHKVVK 

QLADILPHGHFQFYAEVIGKLF 

RQRSARDAIRGSS 


9164 


39532 


B 


9223 


1 


3663 
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SEQ II) 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9165 


39533 


A 


9224 


1 


1584 


MELIEKHVSFGGWQNMYRHYS 

QSLKCEMNVGVYLPPKAANEK 

LPVLYWLSGLTCNEQNFITKSG 

MQRYAAEHNIIVVAPDTSPRGS 

HVADADRYDLGQGAGFYLNA 

TQAPWTMEHYKMYDYIRNELPD 

LVMHHFPATAKKSISGHSMGG 

LGALVLALRNPDEYVSVSAFSP 

IVSPSQVPWGQQAFAAYLAEN 

KDAWLDYDPVSLISQGQRVAEI 

MVDQGLSDDFYAEQLRTPNLE 

KICQEMNIKTLIRYQRGAICSAD 

AATRGAKRESCRSGCGLLIAER 

PAKVEPGTASRQDNTAFNIEYM 

KASIRARVEHPFRIIKRQFGFVK 

ARYKGLLKMETNWRCYSRWP/ 

HLFRADQMIRNPHDLYAPEVV 

HQKAKVTTSGYRFLPCCGFAN 

TF WGKTTA DGTL I EH FG RRCQG 

WFEDDDGHREQCDFRFRFKNC 

POCNAENDIAARRCRECDTVI V 

DPDDMLKAALRLKDAI VI RfS 

GMSLOHGHDEKGFWI KTTYYn 

E DG A D V SERFRLQTP A QRTA FE 

QLF1RPHTRTPGI 


9166 


39534 


C 


9225 


1 


2127 




9167 


39535 


B 


9226 


1 


1917 




9168 


39536 


A 


9227 


1671 


2198 


RAGAWASDPRQRGVVRNAALL 

PPDDRSDGRDAKTQSHRDG/VI 

SY/RAFDET1LASGIVPRTPPIDGI 

DHPKNEADDMLRMGFIEDVETI 

/IGADPGRSSDRSVLCNHAGSn^ 

SHYPPLYERAAGSAHSVORHYP 

k-ra till « ± *-dvn/^VJ kj/Vl lkj V \_/A\J_y I I 

SGHOPELLDCLGYARTRSTDTG 
TPERWSSGHPDCDRRCSPWPGR 


9169 


39537 


A 


9228 


642 


746 




9170 


39538 


A 


9229 


1 


2031 




9171 


39539 


A 


9230 


909 


1058 




9172 


39540 


A 


9231 


2 


268 


WRCLLRQLKFIIKTVTSW1CTG 
KLMLSTTSPLMMQMMVILLMP 
VLASKVKPKSTIN*LVSVSGNM 
NSKATALNLfCVPPKIKPVLPSL 


9173 


39541 


A 


9232 


63 


463 

] 
1 

1 
1 


FPATCWSSINWPANCSRPSIAG 
WPK/PGVMMTQGTLVDATIIEA 
PSSTKNKEQQRDPEMHQTKKG 
MQWHFGMKAHIGVDAKS\A*P 
rAWSPPRPTSMTSISWVICCME 
LSQPM PATKG RH S A RS WP 
WMWTG 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9174 


39542 


A 


9233 


74 


247 


RNVMIKRRVLSSTSAS*LPPASA 
FC R L FSTPA RWRSTAC FTSG N R 
YRFLTVRLSGYW 


9175 


39543 


A 


9234 


3 


271 


ASYW r NRSFSPWGTYNRHPR*N 
RQCASRJHCRGLHKQYQWPRJR 

S/WLNCTPAPHARDVLLWRPSS 
LPAGN ADGPI RWRPCCVFTACS 
IGTT 


9176 


39544 


A 


9235 


1 


1048 


MCSFRSQTFCSSSRFTFARVSVI 

HSANHRVLNDRSTIMRTRGQD 

PTLPEMRRVRLLEMADAMDMF 

CQG L R Y G PLP A P V RQQ A A 1 1 1 PC 

HRVVRGDGTLSGYRWGVSRKA 

QLVRREAENEERPINRGWPKQP 

SDDPKHFVMPTIIEAPSSTKNKE 

QQRDPEMHQTKKGNQWHFGM 

KAHIGVDAKSGLTHSLVTTAA 

NEHDLNQLGNLLHGEKQFVSA 

DAGYQGAPQREELAEVDVDW 

LIAERPGKVKTLKQNPRKNKTA 

INIEYMKASIRARVEHPFRIIKR 

QFGFVKARYKGLLKNXETNWR 

CYSPWPTCFGWTK*YPSIPTCLL 

TTRTASLLKPPGVRTSVCWQQL 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


9177 


39545 


A 


9236 


1 


2493 


MTQIFTGTLVEADPFHAVTLVA 

NHDTQPLQALEAPVEPWFKPL 

AYALILLRENGVPSVFYPDLYG 

AHYEDVGGAGQTYPIDMPIIEQ 

LDELILARQRFAHGVQTLFFDH 

PNCIAFSRSGTDEFPGCVVVMS 

NGDDGEKTIHLGENYGNKTWR 

DFLGNRQERVVTDENGEATFFC 

NGGSVSVWVIEEAANNRQYDY 

GAGHKIPVFNYTDVHLRIERSCR 

FRADPRQQHELQLSSKLAVHD 

VLTNIYNRRYFFNSVESLLSRPV 

VKDFCVMLVDFNQFKRJNAQW 

GHRVGDKVLVSIVDIIQQSIRPD 

DILARLEGEVFGLLFTELNSAQ 

AKIIAERMRKNVELLTGFSNRY 

DVPEQMTISIGTVFSTGDTRNIS 

LVMTEADKALREAKSEGGNKH 

WYNLSDGAMEDALYEIASMRL 

FARLSLDSALPDRTTIMNFRHL 

LEQHQLARQLFKT1NRWLAEA 

GVMMTQGTLVDATIIEAPSSTK 

NKEQQRDPEMHQTKKGNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEEQF 

VSADAGYQGAPQREELAEVDV 

DWLIAERPGKVRTLKQHPRKN 

KTAINIEYMKASIRARVEHPFRI1 

KRQFGFVKARYKGLLKNXETN 

WRCYSRWP/HLFRADQMILCPV 

FVHHIPRFFGTFFGATDTQTFTL 

TESVIHQPLVLTNFIAIDG1MDFA 


9178 


39546 


B 


9237 


1 


3148 




9179 


39547 


B 


9238 


1 


1680 




9180 


39548 


A 


9239 


191 


470 





0175067A3_)A> 



1187 



WO 01/075067 



PCT/USO 1/08631 



SEQ H> 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9181 


39549 


A 


9240 


I 


1675 


MFARVSTTPVTRYEMYRKTRS 

TRLEDNNALSQSCKPLPFSEVT 

GSKGKADKEKVGDYVFCLKAQ 

GRYMGEPLTGTGKIGGMLALR 

GEGTPFPVQADFRSGNTRVAFD 

GVVNDPMKMGGVDLRLKFSG 

DSLGDLYELTGVLLPDTPPFET 

DGRLVAKIDTEKSSVFDYRGFN 

GRJGDSDIHGSLVYTTGKPRPK 

LEGDVESRQLRLADLGPLIGVD 

SGKGAEKSKRSEQKKGEKSVQ 

PAGKVLPYDRPETDKWDVMD 

ADVRFKGRR1EHGSSLPISDLST 

HIILKNADLRLQPLKFGMAGGS 

1AANIHLEGDKKJ>MQGRAD1QA 

RRLKLKELMPDVELMQKTLGE 

MNGDAELRGSGNSVAALLGNS 

NGNLKLLMNDGLVSRNLMEIV 

GLNVGNYIVGAIFGDDEVRVN 

CAAANLN1ANGVARPQIFAFDT 

ENALINVTGTASFASEQLDLT1D 

PESKGIRIITLRSPLYVRGTFKNP 

QSG*WS/GTLLLSTKAKTIVAISI 

TTLKVTVMASVSLLPMNTKDS 

VSVQLMRNLIVPTLKLMQGKFF 

LKYLLPVKMQKFGPQV 


9182 


39550 


A 


9241 


72 


506 


GHVAHLQPRAGGRQPARLHHP 
QGTDRVLHGQRGQQPGP/LLPS 
LS A WRPSTSTLKP A SCG LRG PT 
SKRMSM\QDGGLPHHRAGAQP 
PVHPGQEAVG*C/EYWSASSRP 
VTQPGALMWRLWSVAGRPRPY 
LLSHSQHDPHSGQGGGEHP 


9183 


39551 


A 


9242 


1 


447 




9184 


39552 


A 


9243 


70 


490 


CGCDAETIILRINALAFI WKCGT 

EW1CCFCRLALRELQQAVHAG 

LPQQAKILFDGGSEIGK1H*LRC 

AHCPLSS\GKPVVPAALMNRPT 

RGERRFAYWAPG WFFFSPVRR 

ATADCPSPPGPERVAASGPRWF 

A PAG EN PV 
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SEQ H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9185 


39553 


A 


9244 


1097 


1841 


ANDGDLRSCVTLSCHMSHASE 

AADPPATTAFTDEHMSVKLRR 

TVGVACSVCPGWVTSGHPVNP 

AAS/GAKVLPGDTDIALPGPLPF 

ILSR\QLRDNTLILSDNGG\RILY 

FELLFPGEDGYRRCESLWLVRG 

GVAKLDQGHRLAALWQALSEE 

LRLTPHRYLATNSPQGPWWLL 

GWCERVPEADEVLPAPLPPYRV 

LTGLVDRJWRSEDVSAASGLHH 

DNRNAPSLSDQTRTDPPIRAHA 

SRYQRQKPDG 


9186 


39554 


A 


9245 


456 


928 


EAATEPKHLHQLRHAALAQHR 

QAPRPQGRPLARPHQGQDQPD 

RLHHLRGGGRHGARGHLHQA 

GAGESAPAPKG/VTCPASPLGD 

VTGKPTSAWNTEKGRWAQHR 

GYPSPGPAAPLVLRSWPIPLFRP 

PPLLPLSSPAWILPSPLCHSLKA 

QSLVQATI 


9187 


39555 


A 


9246 


1 


1572 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


9188 


39556 


A 


9247 


1 


2505 


MAWRNSVNWQCKQEPGFLHR 

RHGRRKLTNGTTRRSLQNKLEE 

DFYTSQPGFPALALGCCLRVNL 

LLGHRG1SAGSSYRPITSTPCHL 

CKLGQEVFAKPLNLQDQCQQM 

LVMQVLKLVLNCLNFDFIGSSA 

DESADDLCTVQ1PTTWRTMGL 

VGCDGVCCRTRWCQCLATAV 

VSGVGGGPWLLPACSSGPSMIS 

KRKKFVHKWAKDLVEPRHGLE 

NVWDLPRAMAGSYLMYKQRK 

WK1MEFGKWALQHKMTVKD1E 

RLQLYNKVKEQPVQVEGSGRA 

STIFWVLKTFKGGKSPCGAPGE 

CVAWTQCRILGWVQIHFKEHP 

ADRVVGLIKMPGLDFYFAADV 

C Y A EK V AQEKGFL YRLTSRYR 

HYAAFERATFEQGKSTKLMML 

TDKQIADFQKHYQTEPERFQILP 

PGIYPDRKYSEQIPNSREIYRQK 

NGIKEQQNLLLQVGSDFGRKG 

VDRSIEALASLPESLRHNTLLFV 

VGQDKPRKFEALAEKLGSERAS 

MEFKRYEYTslAAGDLTAVlTPD 

GNRSETQYDAWXGKAVSTTQG 

GLTRSMEYDAAGRVISLTNENG 

SHSVFSYDALDRL\EDEGLVIL 

WXYYDESDRITHRTVNGEPAEQ 

CQYDGHGWLTDISHLSEGHRV 

AVHDGYDDKGRLTGECQTVEN 

PETG ELL WQH ETKH A YNEQGL 

ANRVTPDSLPPVEWLTYGSGYL 


9189 


39557 


A 


9248 


481 


857 


PLAYLYRDPHVRRCVTASGPAP 

VYGIFQPGFSAPTG/IRKSVHGD 

HSYCKYAHSCSRQYRAPEPRLS 

RTSQCLFSHRSARCPLLDLMGR 

RYRRPECRLSPLLPAAPVPGLPP 

WTIYPRRLYRNSPR 


9190 


39558 


A 


9249 


777 


1229 


GAGYSSARCGKHHARTGGAGR 

NILWRQLRRRGCRSTVDRSHH 

NQPGTWHRHQPGPRGPAKPAR 

PWRAGTHLPTGTASVRHPCLG 

QPLRAEPRPAVPDAPRNQNLPF 

PAPQTDSALPGAVRG*RAR*YH 

*SRTTTPPPDEHDHSWARACSP 


919! 


39559 


B 


9250 


1 


2681 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9192 


39560 


A 


9251 


933 


1828 


VSRIHVLVWQPRMPAPPAVDW 

LTY/GSGIL/SGNKLVGTPLVEY 

TRDSLH/RETLRSFASMAGSNA 

AY/*LTSTDTPAGQLQSQH/LNS 

LVYDRDYGWSDNGD/LVRISGP 

RQTREYGYSA/TGRLESVRTLA 

PDLD1/RIPYATDPAGNRLPDPE/ 

LHPDMRADGGATGQKVEPEYT 

PARKAHLYHWTTGDCRWRLSA 

KTAIRVERG1**MGQPAY*GEPH 

HVYQPR*TWHWRWRQKGRKS 

ASGRRYLRPINPNNVGRENQRP 

TSPDGTHMAPISLMAWQPIQLR 

YRGHVRQRLSAVGERJYRYLPP 


9193 


39561 


A 


9252 


1 


1409 


MECDASALLRYDSRQF1PLAID 

GLAKDVLGRRFALEGHPRLEAI 

ARAGDVVRFPADSELPDPYDG 

LIPGQESLKVHACVGLPLFAGQ 

NLIGALTLDGMQPDQFDVFSDE 

ELRLIAAXLAAGALSNALLIEQL 

ESQNMLPGDATPFEAVKQTQM 

IGLSPGMTQLKKEIEIVAASDLN 

VLISGETGTGKELVAKAIHEASP 

RAVNPLVYLNCAALPESVRKSE 

LFGHVKGAFTGAISNRSGKFEM 

ADNGTLFLDEIGELSLVLQAKL 

LRVGQYGDIQRVGDDRCLRVD 

VRVLAATNRDLREEVLAGRFR 

ADLFHRLSVFPLSVPPLRERGD 

DVILLAGYFCEQCRLRQGLSRV 

VLSAGARNLLQHYSFPGNVREL 

EHAIHRAVVLARATRSG DEVIL 

EAQHFAFPEVTLPTPEVAAVPV 

VKQSLREAT*AFQRETIRQALA 

QNRRKWTACARMLETSVANV 

HRLGKJRLVLKK 


9194 


39562 


A 


9253 


389 


799 

i 


PQFLIPSVTPCMF1 HPLDAK/AR 

DLRRGDKVKVVSRRGEVISIVE 

TRGRNRPPQGLVYMPFFDAAQ 

LVNKLTLDATDPLSKETDFKKC 

AVKLEKACPYDTLKLATLASG 

LSAGTPYFVARDIPCEMCED1PC 

\KVCPS 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


9195 


39563 


A \ 


9254 


588 


1500 


RHPPIPAKIGLHAVAQDRAVNN 

MQAGPNINEERMPG WRDPRNF 

IIVSDPYPTVSALAADL/TPEVSK 

FPGSELAEDQLNDESRELGFYL 

QKGLFEEYAWFGRGHGHDLAP 

FDDYHICARGLRWPVVNGKET 

QWRYSEGNDPYVKAGEGYKF 

YGKPDGKAVIFALPFEPAAEAP 

DEEYDLWLSTGRVLEHWHTGS 

MTLRVP*LHRAFPDAGLFI\YPL 

DAKARDLRRGDKVKVVSRRGE 

VIS1VETRGRNRPPQGLVYMPFF 

DAAQLVN KLTLDATDPLSKET 

DWPHFSSTYNGPLLQGANKGIL 

VQQH 


9196 


39564 


A 


9255 


1 


1698 


MEREQDSIIMDAATRRNLE1TQ 

N L AGG A ENTL A S V L DCTVTPM 

GSRMLKRWLHMPVRDTRVLLE 

RQQTIGALQDFTAGLQPVLRQV 

GDLERJLARLALRTARPRDLAR 

MRHAFQQLPELRAQLETVDSA 

PVQALREKMGEFAELRDLLER 

AIIDTPPVLSWMSGARWLTARP 

IICNYEVDRT1RHTKMNVGDVQ 

RLSVAVVXTNYKTLPDGKPLPLS 

NEQMKQIEDLTREAMGFSEKR 

GDSLNVVNSPFNSSDESG 


9197 


39565 


A 


9256 


590 


910 


SCSIQLSPWILPRTVMCVPGFTC 
ELLST* WLAKEPLKTVSWITIRS 
FT A ETSTFG PTMTA SMTFL PTY 
CSIIASLLSSFKLAAAILNSLPQI 
GRY1TIGSGVRRNA 


9198 


39566 


A 


9257 


1 


854 


MANRMILNETAWFGRGAVGA 

LTDEVKRRGYQKALIVTDKTL 

VQCGVVAKVTDKMDAAGLAF 

AIYDGVVANQHYCRQDSSEDF 

AEMSLIEGRRGLRRRPLWEFE1 

DTARQQLNLQFGTRDLVGFGV 

ENAPRGLCAAGCLLQYAKDTQ 

RTTLPHIRSITM EREQDSI 1 MDA 

ATRRNLE1TQNLAGGAENTLAS 

VLDCTVTPMGSRMLKRWLHM 

PVRD/DPRVA*APANYWRJ AGF 

H RRATAGTA SG RR PGT Y SG TSG 

FTNCSPTRSGPYAPRFPATAGA 

ACAVRNCR 


9199 


39567 


B 


9258 


122 


868 
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BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9200 


39568 


A 


9259 


2610 


2897 


PNLYLRFFFFFFLROESHSVTOA 

GVQWCMLSSLQPLPPGFKQFSH 

LTGVLPKCWDYRSKRPRPANQT 

S1LDVKEDPY*LHWPRSNRD!K 

LNLVANP 


9201 


39569 


A 


9260 


2166 


2426 


VOPGGCGL*ROHGSYRPFSRTA 
GGRHRG* RRLRRAFIDGGANSS 
GTGICRDAFNR1SHWTGRTGRP 
DVDSGEHRKTAEQRRDGAVR 


9202 


39570 


A 


9261 


846 


1022 




9203 


39571 


A 


9262 


1 


1339 


MNALSKARQYVEEFDGN1ASFI 

FSGKPGTGKNHLAAAICNELLL 

RERNLGESEIHTTSDHMVTATL 

PGETQTWPEDFRDVEQRQQVVI 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKJCES 

DIEPLIVVTVVQQFH1GNGYVV1 

TI TPSEGER YQG V VG L EG RI RRT 

RRIRHKQSARCYNLRFKPTCA1T 

QTTPTEVSPVLKKQLVLVPNPH 

YPGNKPNFKRVSVKIIGESASRR 

LQLSRGDID1ADALSDRFVSEAI 

TAKVEAA1KN*LSQYGILPEEW 

GGESQFVHVSAKAGTGIDELU 

DAILLQAEVLELKAVRKGMAS 

GAVIEFPSLDKGXRGPWVTVLV 

REGTLHKGDIVLCGFEYGRVRA 

MRNELGQEVLEAGPSIPVEILGL 

SGVPAAGDEVTVVRDEKKARE 

VALYRQGKFREVKLARQQKSK 

LENMFANMTEGEVHEVNIVLK 

ADVQGSVEAISDSLLKLSTDEV 

KVKIIGSGVGGITETDATLAAAS 

NAILEGLFTLTSQDEFVIAPGFS 

TDPLEEQHSVVSGLLHKYHNR 

ALLLVKGGCAVNCRYCFRRHF 

PYAENQGNKRNWQTALEYVA 

AHPELDEMIFSGGDPLMAKDH 

ELDWLLTQVVHQHDVGRRVQ 

RLPFIHDALFHQQFFNQHQTTF 

GQVHLARFFVHREVDSILFRRIS 

VLKKMMSPHRVKDRCYCAQFI 



BNSDOCID: <WO _0175067A3_IA> 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSiN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


9204 


39572 


A 


9263 


922 


2357 


GKGNDEKKLVSDQ*MGTA*RQ 

RIHPIPSIIPLLW/YPEGPSVSRPE 

AGGYNSLLMVTHGKVINGGRG 

!L1ESD\EPGDAR*SSGSCARHGL 

VFWLCSCRRCMPQT1EAIQHPN 

A/VAVNKIDRPEADPDRVKYVL 

SQYGILPEEWVGESQFVHGSAK 

AGTG1DELLDAILLQAEVLELK 

AVRKGMASGAVIESFLDKGRG 

PVATVLVREGTLHKGDIVLCGF 

EYGRVRAMRNELGQEVLEAGP 

SIPVEILGLSGVPAAGDEVTVVR 

DEKKAREVALYRQGKFREVKL 

ARQQKSKLENMFANMTEGEVH 

EVNI VLKADVQGSVEA1SDSLL 

KLSTDEVKVKIIGSGVGVIEAES 

LDLRYYSVIYNLIDEVKAAMSG 

MLSPELKQQIIGLAEVRDVFKSP 

KFGAIAGCMVTEGVVKRHNPIR 

VLRDNVV1YEGELESLRRFKDD 

VNEVRNGMECGIGV1CNYNDVR 

TGDVIEVFEIIE1QRTIA 


9205 


39573 


A 


9264 


I 


748 




9206 


39574 


A 


9265 


923 


1387 


PPNLARCSPSAMARQSPIRSPRR 

PLAPSPALRAPSPAPPHAARLA 

VPRQA*GLLLLALIAVSTHIEMI 

SNTLAMGWNSPLTTVLALLAC 

GFACFiEMGKIPFDVAASWIIMI 

WSQSSTCTAPTLKPLRSVTLMR 

LTPVSARDLVGYFATAVRLP 


9207 


39575 


A 


9266 


352 


478 


CDPTQRKPLYWLQALRRGLPI ; 
WRNQRFRKAVR*MAMAPMFS 


9208 


39576 


A 


9267 


54 


811 


HTTGGNPLYGI/SRQIAR*QSRV/ 

GPGFCQDYRD1HKLFKRQEVAP 

TSSGLMFRLMPWVLISSMLVLA 

MALPLFITVSPFAGGGDLITLIY 

LLALFRFFFALSGLDTGSPFAGV 

GASRELTLGILVEPMLILSLLVL 

AL1AGSTHIEMISNTLAMGWNS 

PL7TVLALLACGFACFIEMGKIP 

FDVAEAEQELQEGPLTEYSGAG 

LALAKWGLGLKQVVMASLFV 

DLFLPFGRAQELSLVACLLTSLV 

VTLLKRLL 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( \=linkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9209 


39577 


A 


9268 


2 


627 


CGSIIAL/VAIFKSFFGHYLGTLE 

GLNGLVLKFGYKGDKTKVSLG 

KLNTISMIFIMGSTWVVAYANP 

NILDLIEAMGAPIIASLLCLLPM 

YAIRKAPSLAKYRGRLDNVPH 

AITRVDLKEDGKGI KIVRO<sJ P 

YGTASGTHGLYFCAYCARLHNI 
EQQLLSMFGDTDAIKAYQSFLA 
RSAFAVSQC1PVNTVYRAYSVI 
QNWIAITIRHV 


92J0 


39578 


A 


9269 


2648 


3072 


LSRTGTKTTFA IT/LEY A ASIIAL 
VAIFKSFFGHYLGTLEGLNGLV 
LKFGYTCGDKTKVSLGK1 MTK 

MIF1MGSTWVVAYANPN1LDLI 
EAMGAPIIASLLCLLPMYAIRK 
APSLAKYRGRLDNVFVTVICil 1 
TILN1VYKLF 


921 1 


39579 


A 


9270 


467 


614 


VPLAVPYGRLWRTIFSPLPSSFR 
STR\E*YESMLGRFFERTACLQQ 
KQF 


9212 


39580 


A 


9271 


1 


846 


MSYLVWPF1ASLVLISLSLIPYW 
NSAVIDQVDLGSLALTGHDGILl 
TVWGGMSTKWFPLNFPPNVFSF 
G\VSK\RKK* KKDFG RDFTERKC 
SQIISRASMLMVAVVMFFAFSC 
LFTLSPANMAEAKAQNIPVLSH 
LANHFASMTGTKTTFSITLEYA 
ASIIAL VAIFKSFFGHYLGTLEG 
LNGLVLKFGYKGOKTICV^I d\c 

LNTISM IFIMGSTWVVA YANPN 
ILDLIEAMGAPI1ASLLCLLPMY 
AIRKAPSLAKYRGRLDNVFSTV 
IGLLT1LNIVYQLF 


9213 


39581 


A 


9272 


95 


456 


RAISMSFRMERPCCLSLPSSLCIS 

STRVTASSPLSGCSSCTI 1 WISW 

GRMVRNCSNT/MQLQDLLLRA 

HLRPKPPMAKLLEPAEGFPGTS 

CLLEAEPSTIRDVVLIASQPASQ 

PASQQGSQI 


9214 


39582 


A 


9273 


1 


1241 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863I 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9215 


39583 


A 


9274 


3 


1608 


SRGFPRREFSGPSIKKKVDAPTQ 

AQWPVHAVITNSTYDGLLYNT 

DWIKQTLDVPS1HLDSAWVPYT 

HFHPIYQGKSGMSGERGAGKV! 

FEPQ*AHRMLAALSQGSLILIKG 

EYDQEAFSEAFMRHSPSSPSYPl 

GGXSVETAAAMLRGNPGKRLIN 

RSVERALHFRKEVQRLREESDG 

WFFDI WQPPQ VDEA EC WPV A P 

G EQ WHG FN DA DA DH M FLDPV 

KVTILTPGMDEQGNMSEEGIPA 

ALVAKFLDERGIVVEKTGPYNL 

LFLFSIGIDKTKAMGLLRGLTEF 

KRSYDLNLRIKNMLPDLYAEDP 

DFYRNMR1QDLAQGIHSRRVTA 

SVSSGSQANQQVNFIGDQSTAA 

LTLSVPSGDITVTNTAPQYMTA 

TLQDKNGNPLKDKEITFSVPND 

VASKFSISNGGKGMTDSNGVA1 

ASLTGTLAGTHM1MARLANSN 

VSDAQPMTFVADKDRAVVVLQ 

TSKAEIIGNGVDETTLTATVKD 

PSNHPVAGITVNFTMPQEGVYA 

MSLEYIILTFIALNGSRMWINSA 

REKRTQRND 


9216 


39584 


A 


9275 


106 


709 


LRSAEDNDTREKNKQTNRSDS 

KLRJLVETSGSPPTSSSQTPDPAF 

RYPKK Y\CVEDCS\ YRPE* PRITP 

DNRLLYGGGVVYGARDPDVVE 

RLVVPJCLLKTFPQLKGVKIDYR 

WTGN FLLTLSRM PQ YG RLDTN I 

YYMQGYSGHGVTCNHLAGRLI 

AELLRGDAERFDAFANLPHYPF 

PGGRTLRVPFTTKSAAYY\SLR 

DRLGV 


9217 


39585 


A 


9276 


140 


558 


RKPHRQRGEKAGRNRSVDGCC 

EKAMSVIIVGGGMAGATLALAI 

SRLSHGALPVHLIEATAPESHA 

HPGFDGRAIALAAGTCQQLARI 

GVWQSLADCATAITTVHVSDR 

GHAGFGTLSRKITTWGL*QRSW 

ARWIWYPFAKNYHLGALTTVV 

ELQMGGKRLF 


9218 


39586 


A 


9277 


3799 


4086 




9219 


39587 


A 


9278 


3017 


3184 




9220 


39588 


B 


9279 


1 


1050 




9221 


39589 


B 


9280 


1 


1455 




9222 


39590 


A 


9281 


374 


506 


RCIALIA WLTLPVLRVTLK*RW 
RVARR*RAACW*S* WHHSALA 
P 


9223 


39591 


C 


9282 


47 


406 
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BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

PrtHitn in r t\f* r\ i i s 1 

sequence 


Nucleotide locution of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-$top codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9224 


39592 


A 


9283 


1 


4749 




9225 


39593 


B 


9284 


507 


3568 




9226 


39594 


A 


9285 


101 


638 


RQKYSDWSSALVPTAGEPTRH 

TQTTRAG 1 A H A\E A DF A AD1 L FL 

LCGKDISTAGGFSFV'LADNKQ 

HLMPVCFANHLTVKM/PHQSPV 

PDH/QALISHRJRSSRGSCSRYSA 

DNSVSRTPLSPTPGRSTMVIKCS 

PICRRKRXG SRVQ A ATSLTG DT 

SPANRALQRLLFPAPVLPMMPI 

TGS 


9227 


39595 


A 


9286 


271 


532 




9228 


39596 


A 


9287 


643 


768 




9229 


39597 


A 


9288 


1 


1948 


MCSHAAGCT1PDVEHWTRJNR 

KVPRLVSVLPNGPDYHPTVRAF 

LAGGVPEYMLHLRDLGLLHLD 

AMTVTGQTVGENLEWRPEPGA 

FRQCLREQDGVEPDDVILPPEK 

AKAKGLTSTVCFPTGNIAPEGS 

VIKATA1DPSVVGEDGVYHHTG 

RVRVFVSEAQAIKAIKRVVIVA 

CGFSPTRTAHAASDID1TNTVDL 

RNRRSQLRRGEIVQF/1PANKYR 

TSA*GS*LAHPTGSLCD*VGRL 

DIPLAANFVQR*SPPGISPTPV 


9230 


39598 


A 


9289 | 


2166 


2426 


VQPGGCGL* RQHG S Y R PES RTA 
GGRHRG*RRLRRAFIDGGANSS 
GTG ICRD A FNRI SH WTG RTG RP 
DVDSGEHRKTAEQRRDGAVR 


9231 


39599 


A 


9290 I 


846 


1022 





BNSDOCID: <WO 0175067A3JA> 



1197 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


9232 


39600 


A 


9291 


1 


1336 


MNALSKARQYVEEFDGNIASFI 

FSGKPGTGKNHLAAAICNELLL 

RERNLGESEIHTTSDHMVTATL 

PGETQTWPEDFRDVEQRQQVV1 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKKES 

DIEPL1VVTVVQQFHIGNGYVVI 

TITPSEG ERYQG VVG LEG Rl RRT 

RR1RJH KQS ARCYNLRFKPTC A IT 

QTTPTEVSPVLKKQLVLVPNPH 

YPGNKPNFKRVSVKIIGESASRR 

LQLSRGDIDIADALSDRFVSEA1 

TAKVEAA1KN*LSQYGILPEEW 

GGESQFVHVSAKAGTGIDELLX 

DAILLQAEVLELKAVRKGMAS 

GAVIESFLDKGRGPVATVLVRE 

GTLHKGDIVLCGFEYGRVRAM 

R2MELGQEVLEAGPSIPVEILGLS 

GVPAAGDEVTVVRDEKKAREV 

ALYRQGKFREVKLARQQKSKL 

ENMFANMTEGEVHEVNIVLKA 

DVQGSVEAISDSLLKLSTDEVK 

VK1IGSGVGGITETDATLAAASN 

AILEGLFTLTSQDEFV1APGFST 

DPLEEQHSVVSGLLHKYHNRA 

LLLVKGGCAVNCRYCFRRHFP 

YAENQGNKRNWQTALEYVAA 

HPELDEMIFSGGDPLMAKDHEL 

DWLLTQVVHQHDVGRRVQRL 

PFIHDALFHQQFFNQHQTTFGQ 

VHLARFFVHREVDSILFRRJSVL 

KKMMSPHRVKDRCYCAQFICP 


9233 


39601 


B 


9292 


1 


2890 




9234 


39602 


A 


9293 


1 


822 


ITQYCDSFTICLSKGLGTPVGSL 

LVGNRDY1KRAIRWRKMTGGG 

MRQSGILAAAGIYALKKNVAR 

LQEDHDNAAWMAEQ\LRETG\ 

A\DVMRQDTNML\FVRVGEEN 

AAALGEIT*KP\RNVLI\NASPIV 

RLERDVPQRILVLGASGYIGQH 

LVRTLSQQGHQILAAARHVDR 

L A KLQL AN V SC HKV DLSWPDN 

LPALLQDIDTVYFLVHSMGEAA 

IYRSSAGVASVSSVFRYCLRPSY 

DPRVFPCFLCCRALLVLPCRLIY 

SPLSFALVLSLAPIK 


9235 


39603 


A 


9294 


1565 


1825 


SRMCVAIRSRNQRSCEITIAQPG 
NSSRAFSSARRVS1SRSLVGSSSS 
SMLPPTCSSFARCRRPRSPPESS 
PTRLP* STPL1CLKRPT 



1198 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IfSSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9236 


39604 


A 


9295 


236 


742 


VATRCSRSPSPSLSPSLSLRVM1P 

TTSAYSFM1TAKSSPAVLKLSN 

ASERVNVSGTISVLRICTPLFSA 

RJLWLASTRFSRSLEST*PMMWS 

ISSLQTRNLECGCSATLFFRLCS 

SSWRSN/TNDVFTAVTLITERDG 

IPAQRRFQSARVPVYVTRPPAH 

RLPLPRRCHQK 


9237 


39605 


B 


9296 


1 


951 




9238 


39606 


B 


9297 


1 


666 




9239 


39607 


A 


9298 


761 


1162 


IILGSMAIFTILILP1HEQGMFFHL 

FVTSFILLSSGL*FSLKRSFTSLV 

SCIPRYFILFVAIVNGSSLVIWLS 

VFLLFVYRNACDFCTLILYPETL 

LKLL1SLRRFWAETLGFSKYTIM 

SSANRDNLTSSFPN 


9240 


39608 


A 


9299 


82 


160 




9241 


39609 


B 


9300 


64 


477 




9242 


39610 


A 


9301 


408 


507 


LLPLFQNLLLVYSGI*LLPGLVW 
KGCMHPGIYP 


9243 


39611 


A 


9302 


1 


3141 


MLLGLHSLAAFLQRESFSGKQS 

WGCQLAALLQRR1TKMTEAMK 

I TL STQ PA DA R WG E K AT Y S INN 

DGITLHLNGADDLGLIQRAARK 

1DGLGIKHVQLSGEGWDADRC 

WAFWQGYKAPKGTRKVVWPD 

LDDAQRQELDNRLMI1DWVRD 

TINA P A E E LG PSQLAQRA V DL I S 

NVAGDRVTYRJTKGEDLREQG 

YMGLHTVGRGSERSPVLLALD 

YNPTGDKEAPVYACLLGD11TY 

RNGKKVEVMNTDAEGRLVL 


9244 


39612 


A 


9303 


1 


983 


M V RA SG YLQTLDDFN H I V LKA 

SENGVPVYLRDVAKVQIGPEM 

RRGIAELNGEGEVAGGVVILRS 

GKNAREVIAAVKDKLETLKSSL 

PEGVEIVTTYDRSQLIDRAIDNL 

SGKLLEEFIVVAVVCALFLWHV 

RSALVAIISLPLGLCIAFIVMHFQ 

GLNANIMSLGGIAIAVGAMVD 

AAIVMIENA/R*TAGRVAAPAS* 

RHAG**NALAGQEGRLFGPLAL 

HQNVCDGGCGAAGDRSDPDPD 

GLLDPWQNSAGKQ*PAQSLFDS 

CLSSAVAESTALAENHAAGGG 

AFGADGSLAAO*SSPGEFLPOKN 

EGDLLYMPCDAAQGIPQQRRR 


9245 


39613 


A 


9304 


362 


436 




9246 


39614 


A 


9305 


ioi : 


208 




9247 


39615 


C 


9306 


i 


382 




9248 


39616 


B 


9307 


i j 


322 





1199 



BNSDOCID: <WO 0175067A3JA> 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9249 


39617 


A 


9308 


668 


826 


V1MSHSQLLQRE*NT*ESNLQGM 
* RTSSRRTTN HCSRK* KRIQTNG 
RTFHAHG 


9250 


39618 


A 


9309 


497 


1042 


LPRJPTVLTSGVRRDGWYRRFG 

RRPSG*PGNWSSSPVEKSATRT 

LRITGTSA1PSEAITGSSAVVRR 

VPAGKTTAPTEIKSTPVSANSRS 

VLSVTLPDTSSSALPLVRLTASR 

ICSVSKLSSMMISAPAFRASSSS 

SRFSTSTSTGASGCSQDAFSTA 

WRTEPEA1IWFSLIRKASESPRR 


9251 


39619 


C 


9310 


1 


3447 




9252 


39620 


A 


9311 


570 


647 




9253 


39621 


A 


9312 


1071 


1323 


RPPPHRLSGCYHPSHRRPVHGF 
H HA* RQRQFRR*T VDTLPAD AP 
LPSPHPAHFRPL/TSIFCPVSTMA 
DNASM*RNSCCRLSARG 


9254 


39622 


B 


9313 


1 


2585 




9255 


39623 


A 


9314 


133 


357 


SSFFQFCEE1HW*LDGDGIES1N 
YLRQ*GHFHKIDPSYP*AWNVL 
PFVCVLFHFIEQWFVVLLEEVL 
H1PCKLYS 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9256 


39624 


A 


9315 


1 


2680 


MLVLPLFQPFMRILDHDDSSID 

HRPDGNRNATQRHNIGJQSLEV 

H DN KSNTQPQRQRNNRHQRRA 

HMPEKQRTDYRRDPLESPKAA 

AACLFPAIADPNTPPVFTPPASL 

PTTG M/FDSPPFRN D A * M V M RS 

LIRSMTVARAVIGVAICNKGLP 

ATMMALAAQHNIATVLVPGGA 

TLPAKDGEVNGKVQTJGARFA 

NGELSLQDARRAGCKACASSV 

RRSCQFLGTAGTSQVVAEGLGL 

AIPHSALAPSGEPVWREIARAS 

ARAALNLSQKGITTREILTDKAI 

ENAMTVHAAFGGSTNPLLHIPA 

IAHQAGCHIPTVDDWIRINKRV 

PRLVSVLPNGPVYHPTVNAFM 

AGGVPEVMLHLRSLGLLHEDV 

MTVTGSTLKENLDWWEHSERR 

QRFKQLLLDQEQINADEVIMSP 

QQAKARGLTSTITFPWQYAWIL 

HPDLDPETLLKLLISLRRFWAET 

PVGKNRITQMTNARHRTGFQG 

VT1HHTGVQFMGFITRKDSANS 

G V KQ WTLFQQTH RFRHH IQ RT 

F A R FQ H FLPG FNNG RQRLD V A S 

VFMEFTTGLMSLDTALNEMLS 

RVTPLTAQETLPLVQCFGRJLAS 

DVVSPLDVPGFDNSAMDGYAV 

RLADIASGQPLPVAGKSFAGQP 

YHGEWPAGTCFRIMTGAPVPEG 

CEAVVMQEQTEQMDNGVRFT 

AEVRSGQNIRRRGEDISAGAVV 


9257 


39625 


B 


9316 


1 


2577 




9258 


39626 


A 


9317 


2 


772 


AFGASLAQDKPNTGTG*KSPSH 

P\LLRVLDIGKICHLARKVGAVS 

VVDNPFfRPALQNPLALRADLV 

LHSCTKYLNGHSDVVAGVVIA 

KDPDVVTELAWWANNIGVTG 

GAFDSYLLLRGLRTLVPRMELA 

QRNAQAIVKYLQTQPLVKKLY 

HPS L PENQG H E I A A RQQKG FG A 

MLSFELDGDEQTLRRFLGGLSL 

FTLAESLGGVEKLISHAATMTH 

AGMAPKARAAAGISETLLRJST 

GIENGENLIADLENGFPA 


9259 


39627 


B 


9318 


58 


1895 




9260 


39628 


A 


9319 


1 t 


336 




9261 


39629 


^ 


9320 


1 * 


)42 





1201 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in UJSSN 
0i>/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9262 


39630 


A 


9321 


479 


969 


MPSTSQ*I/ISEDFVELTslA ARYR 

DEEIQRTPQRYSSRRPTQRH11V 

RFTKVEIKEKMLRAAREKGGV 

AHKRKPIRLTADLSAETLQARR 

EWGPTFNILKEKNFQPRISYPTK 

LSFISEGETKSFTDKQMLRDFGT 

TRPPLKELLKEALNMERNNRY 

QPQQKHTKL 


9263 


39631 


A 


9322 


1 


652 


MGKKQSRKTGNSKNQSASPPP 

KERSSSRAM EQS WTEN DFDEL 

REEGFRRSNYSELKEEVQTHGK 

EDKNLEKKLDEWLARI1NAEKS 

LKDLMELKTKARELCDECTSLS 

SRFDQLEDGVSVMEDEMNEMK 

SEG K FREKRI ICRNEQS LQE1 WD 

YVKKPNLCLIGVPESDRKNGTK 

LENTLQDIIQENFPNLSGQANIH 

IQEI\QRTPQRYSLRRATP\RHLI 

VRPTKVEMKEKAMLRAAREKG 

RWTHKG KPI RLTT ADLSAETLQ 

AR/RTEWGPIFNILKEKNFXQPR1 

SYPAKLSF1SEGEIKYFIDKQML 

RDFCHHQGLPLKELLERKALX 

HGKGNNQ*PPPKERSSSRAMEQ 

SWTENDFDELREEGFRRSNYSE 

LKEEVQTHG1CEDKNLEKKLDE 

WLAR1INAEKSLKDLMELKTKA 

RELCDECTSLSSRFDQLEDGVS 

VMEDEMNEMKSEGKFREKRJK 

RNEQSLQE1WDYVICKPNLCLIG 

V PESDRKNGTKLENTLQDI I QE 

NFPNLSGQANIHIQE1PENATKIL 


9264 


39632 


A 


9323 


403 


410 


VFLiRWGGKPLKRKLYFLHCSI 
TQALV*ACQGKYLG*IVGAKNI 
KYIDFFITASRYLRMLAQVFE*I 
LLLREVTRYS 


9265 


39633 


A 


9324 


174 


1252 





1202 
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SKQ ID 

NO: 



SKQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknovvn, 
=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



9266 



39634 



9326 



1049 



MHRSDMSCPDKVDILDTTAFRI 

AINEVKHSKLTSVTVTKVLDMF 

ISRSSLFPIDDGLLDDGHSDQVG 

VLNSPTCYSAHQNGERIERFSR 

KVFVGGLPPDIDEDEITASFRRF 

GPLVVDWPHKAESKSYFPPKG 

YAFLLFQEESSVQALIDACIEED 

gk\lylcvs*pllskdkpssk:yv 
pwnlsdsdfvmdgsqpldprk 

TIFVGGVPRPLRAVELAM1MDR 

LYGGVCYAGIDTDPELKYPVKA 

PGRVAFSNQQSYIAAISARFVQ 

LQHGDIDKRVEVKPYVLDDQM 

CDECQGARCGGKFAPFFCANV 

TCLQYYCEFCWANIHSRAGRE 

VH I PL VTESA VAAPRIHIPWT 



9267 



39635 



9327 



126 



9268 



39636 



9328 



9269 



39637 



9329 



1327 



339 



IAS1MSWNASSSPGEAREDGPEG 

LDKGLDNDAEGVWSPD1EQSF 

QEALA1YPPCGRRKJ1LSDEGKM 

YGRNELIARYIKLRTGKTRTRK 

QVSSHIQVLARKKVREYQVGIK 

AMNLDQVSKDKALQSMASMS 

SAQIVSASVLQNKFSPPSPLPQA 

VFSTSSRFWSSPPLLGQQPGPSQ 

DIKPFAQPAYPIQPPLPPTLSSYE 

PLAPLPSAAASVPVWQDRT1AS 

SRLRLLEYSAFMEVQRDP*TRT 

SKHLFVH1RHTDRNPRRFFRTPP 

LGP\VDVR\Q1YDPNFPEKKGGL 

KELYEKGPPNAFVFLVKFWADL 

NSTIQEGPGAFYGVSSQYSSAD 

SMTISVSTKVCSFGKQVVEKVE 

TEYARLENGRFVYRIHRSPMCE 

YM1NFIHKLKHLPEKYMMNSV 

LENFTILQVVTSRDSQETLLVIA 

FVFEVSTSEHGAQHHVYKLVK 



9270 



39638 



9330 



1505 



1876 



TYGCASPSRKPRVMPLVTAQVP 

ITALRVNSSSIPAQSAVETTSNR 

PPTTGVPAFRPVRAAV*AVISPQ 

ISADPTTGGRA*LISAIPSQSVRH 

GSYSPRLML*RLDSEILLSSQPL 

TPVKHQRR 



9271 



39639 



9331 



9272 39640 



9332 



710 
191 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


9273 


39641 


A 


9333 


838 


1365 


STETLSPLPATPGEVTLRHLDV 

VSAEQQMFSGLVEKIQVTGSEC, 

ELGIYPGHAPLLTAIKPGMIK1V 

KQHGHEEFIYLSGG1LEVQPGN 

VT V LADTA 1 RGQDLDE A RA M E 

AKRKAEEHISSSHGDVDYAQAS 

AELAKAIAQLRVIELTKKAM*H 

RLEKHKSQSGNRLAFFCACDPS 


9274 


39642 


A 


9334 


3 


601 


MLSAVGYQP/TLAEEMGVLQE 

RIPSTKTGSITSVQAVYVPADDL 

TDPSPATTFAHLDATVVLSRQI 

ASLGIYPAVDPLDSTSRQLDPL 

VVGQEHYDTARGGQFILARYQ 

ELESLLVAiLGMNDLSEEDKLVV 

ARARKIQRFLSQPFFVAEVFTGS 

PGKYVSLKDT1RGFKGIMEGEY 

DHLPEQAFYMVGSIEEAVEKA 


9275 


39643 


B 


9335 


681 


1071 




9276 


39644 


A 


9336 


203 


2189 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARLIQTVKKGGTPS 

RDHA\1EPSGY\SVSAGVGE\RTR 

KGSVFAHEMPDCNVIDKVSLV 

YGQMTEPPGNCMRVALSGLTM 

AEKFRDEGRDVLLFVDNIYRYA 

LAG * ERF AT VG R* ASN/A VG 1 QP 

TL A EKMG V LQERJTSTKTG S I TS 

VQAVYVPANDLTDPSPATTFA 

HLDATVVLSRQIASLGIYPVAVD 

PLDSTSRQLDPLVVGQEHYDTA 

RGG*SI\LQRF\QELKDFMALP/G 

LSDELSEEDKLVVARARKIQRF 

LSQPFFV AE VFTGSPG K YVSLK 

DT1RGFKG1MEGEYDHLPEQAF 

YMGDMAMTYHLDVVSAEQQ 

MFSGLVEKIQVTGSEGELGIYS 

GHAPLLTA1KPGMIR1VKQHGH 

EEFIYLSGGILEVQPGNVTVLAD 

TAIRGQDLDEARAMEAKRASG 

KVKPSIMQSLTPEKIAAILPLQF 

FPQPA DFTG P Y V M LTSRRNM RA 

LSRCDDQTLM PG LAI RG 1 RH RH 

QQAGVRILLNNAIEHVVDGEK 

VELTLQSGDTLQADVV1YG1G1S 

ADEPLAREANLDTANGIVIDEA 

CRTCDPAIFAGGDVP1TSSLINV 

VDEIIHDILLTQPVA TRYCIVKVI 

FEAVM1LRDSGGAPFCSNGMAT 



1204 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 



SEQ II) NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 



9277 



9278 39646 



39645 



9337 



9338 



905 



98 



2319 



596 



SRQAQWKGVPSTFSVINYHSLQ 

KRTTNLTHRQLLNLLSTVLYCS 

CPSIQKLLLMLQTGQPSGVGLV 

DLPLKAMSRPALPNATAALPTG 

TRTQPPSTPLLTRLPSSHRLLLH 

SGF*AAALLGVSEMTIRRDLNN 

HSAPVVLLGGYIVLEPRSASHY 

LLSDQKSRLVEEKRRAAKLAA 

TLVEPDQTLFFDCGTTTPWIIEA 

1 DNEIPFTA VCYSLNTFLALKEK 

PHCRAFPCGATPFSNPSIFSKRV 

NNFCRDIAFYYSAGVHVSKGV 

TCFNLKRWPVKQWAMSMAQK 

HVLVVDHSKFGEVGPVCMGDL 

KRFDIVVRECCPEDEYVKYAQT 

QRIKPDKVSRHPVIIRLREPGLE 

PVMEFHHPVLPQRTTESAVVHI 

AHTRKSWRPEHSAPVLIQTSPV 

ERGPQYIQCYQLSLTSEENNQP 

DTQTTTKPAQYSSILFLSKYPKV 

IVDAPDRSTQRGWSSGLATQSN 

EQACTTKCNSCTANWHQNTTT 

FNSTANPSTFKPPTSAALRVLSL 

WTGNHCDWCF J RY WRLTPN W 

QRFRRVGRTERATTHNRLQAF 

GGHTQGLSPGPRRWLHEQRFPT 

TSDTGGHTADDFRKLDPCIQGP 

YGSHRHSVKSEVNFKEKRYAF 

A P A ASFRYTVLI RFC APPNTG RF 

LLTGTPLPMLSYRHSFHAGNHA 

DVLKHTVQSL1IESLKEKDKPFL 

YLDTHAGAGRYQLGSEHAERT 



YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTI C RLNG V ECESP V V I CN 
EQPRFIVAHQMRQLNELSENIIL 
EPAGRTTAPTIAPAALAANRHS 
PESAPLMLVLATDHVIANEDAV 
RAPVKVN A I PYPKKGKL VTFG IG 
LDGRVPRYNM 



9279 



39647 



9339 



437 



9280 



39648 



9340 



52 



34 



LECPGRSTANCSPRARATSLLL 

LTHVHGESRDRAQEMVDLLAQ 

YEQHGLQLNSRELPDHLPLYLE 

YLAQLPQSEAVEGLKDIAPILAL 

LSARLQQRESRYAVLFDLLLKL 

ANTAIDSDKVAEKIA/VRSAR*Y 

AAGAGCCLGRRAG 



HLSPQYGSIPRVISRMGGKLlfM 
DHFHYGRDSILLSME*TLALDA 
NLQFLYVVLLPNYYL 



9281 



39649 



B 



9341 



401 



1205 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
locution of first 

rnrlnn fnr nrntntr 

sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


9282 


39650 


A 


9342 


86 


2063 




9283 


39651 


B 


9343 


1 


885 




9284 


39652 


A 


9344 


1 


101 


MDDNH Y TTFICNPLNLSPQRR 

MLIITGPNMGGKSTYMRQTALI 

ALMAYIGSYVPAQKVEIGPIDRI 

FTRVGAADDLASGRSTFM VEM 

TETANILHNATEYSLVLMDEIG 

RGTSTYDGLSLAWACAENLAN 

K1KALTLFATHYFELTQLPEKM 

EGVANVHLDALEHGDTMAFM 

HSVQDGAASKSYGLAVAALAG 

VPKEVIICRA RQKLRELESISPNA 

AATQVDGTQMSLLSVPEETSPA 

VEALENLDPDSLTPRQALEWIY 

RLKSLGKTMPSTRYQKINAHH 

YRHlWVVGDfHGEYQLLQSRL 

HQLSFFPKIDLLISVGDNIDRGP 

ESLDVLRLLNQPWFTSVKGNH 

EAMALEAFETGDGNMWLASG 

GDWFFDLNDSEHQEAIDLLLKF 

HHLPHIIEITNDNIIYA1TTCVGN 

ARRAHAVHFCGDVARLLTCQI 

NIYRGQFRKLPRTFHRRLLTKL 

RDLILRLSAGNLQCCPDRAWRD 

NIHPNTFLRDLFCQATAVVQNR 

RLRSRIGDRFLGAVERRFGNDL 

PSSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

AAKNLAEAFEHYNEWHPHRAN 

PITYQAVCANHYRTLNNGTMT 

NTG*QYNVYHIYLQPAESVAA 

APHVDHHRSEHGR 


9285 


39653 


A 


9345 


1062 


1179 


PRFVPILAPYAPVRSVCLR*V*T 
DLPEYGHILFQPADR 


9286 


39654 


B 


9346 


1 


2439 




9287 


39655 


A 


9347 


136 


629 


RSVTPVTDIVKLLEFTRLRJLPGY 

TKSIE*TN1TFQCAIAAA*KNSVS 

TPRGGGTGTNGQALNQG11VD 

MSRHMNRIIE1NPEEGWVRVEA 

GVIKDQLNQYLKPFGYFFAPEL 

STSNRATLGGMINTDASGQGS/ 

LGVRAVLLGGDILDTQPLPVEL 

AETLGKSAE 


9288 


39656 


B 


9348 


1 


4653 




9289 


39657 


C 


9349 


584 


819 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9290 


39658 


A 


9350 


1 


765 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASELQELT 

IGYRAQKNRVSSWCYCHFRQM 

AKAQHIKGFLNRLRKTAKK*GF 

QLVLLPFSANGKVAQHIKGFLN 

RLRKTAKKTRDFLTRMPKLGM 

TMVGVDPALVLCYRDEYKLAL 

GEERGEFNVLLANEWLASALES 

QPVATVSGESWYFFGHCTEVT 

ALPGAPAQWAAIFARFGAKLE 

NVSVGCCGMAGTYGHEAKNH 

ENSLGIYELSWHQAMQRLPRN 

RCLATGYSCRSQVKRVEGTGV 

RHPVQALLEIIK 


9291 


39659 


A 


9351 


1 


1710 




9292 


39660 


A 


9352 


1377 


1712 


IFRASLNQLLFCGLLAGRNHRQ 
RS V R AL SQR K MVPTDRK * RCA 
RRAAR*PSARVL*SGE*TDRQH 
AD*PTIR*RRSWYLRPAVYASV 
RQSDRLYSDEYHW*PVRLQRY 
VRR 


9293 


39661 


A 


9353 


203 


1293 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARLIQTVKKGGTPS 

RDHA\IEPSGY\SVSAGVGE\RTR 

EGNDFYHEMTDSNVIDKVSLV 

YGQMNEPPGN RLRV A LTG LTM 

AEKFRDEGRDVLLFVDNIYRYT 

LAG*ERFATVGR*ASN/AVGYQ 

PTLAEEMGVLQERITSTKTGSIT 

SVQAVYVPADDLTDPSPATTFA 

HLDATVVLSRQIASLGIYPAVD 

PLDSTTRQLDPLVVGQEHYHTA 

RGG*SI\LQRF\QELKDFMALP/G 

LSDELSEEDKLVVARARKIQRF 

LSQPFFVAEVFTGSPGKYVSLK 

DTIRGFKGIMEGEYDHLPEQAF 

YMVGSIEEAVEKAKXL 


9294 


39662 


B 


9354 


1 


505 




9295 


39663 


A 


9355 


604 


789 


TMVASGSRRMTST*SRGSVNG 
CRTILRWKRHSSPLKIKRKQKS 
L*TMPSF*RLPAENSLFEI 



BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


9296 


39664 


A 


9356 




1514 


svavlre*apk1r1qlatmpela 

dassdqqdngaemnlvydrd 

tmarjlgidvlaansllnnafg 

qrqistiyqpmnqykvvmevd 

prytqdisalekjv1fvinnegka 

iplsyfakwqpanaplsvnhqg 

l wral\t1 wftlptg kslc\dps 

aaidramtqlgvpstvrgsfag 

ta\qvfqetmnsqviliiaaiat 

vyivlgilyesyvhpltilstlps 

agvgallalelfnapfslial1g 

imllig1vkkna1mmvdfalea 

qrxhgnltpqeaifqacllrfrp 

immttlaalfgalplvlsggdg 

selrqp\lgit1vgglvmsqllt 

lyttpvvylffdrlri.rfsrk:p 

kqtvtdtrwqlwivafgffmq 

sldttivntalpsmaqslgespl 

hmhmvivsyvltvavmlpasg 

wladkvgvrnifftaivlftlg 

slfcalsstiri1lrfvsllhmr 

wqfrdltfwqmrfrtntp1tsg 

gsddslmnqshqrsvsssi 


9297 


39665 


A 


9357 


3218 


3337 




9298 


39666 


A 


9358 


252 


771 


RRCQILLSGSLHSSWRTLPGH V 

*QLASAHRPRF\R*LPGLEPGEL 

FVHRNVANLVIHTDLNCLSVV 

QYAVDVLEVEHIMCGHYGCGG 

VQAAVENPELGLiNN WLLHIKD 

HHGWAYGIHDGLLRDLDVTAT 

NRETLEQRYRHGISNLKRDVHF 

TTGRFIQQRTNRQRLRFAQA 


9299 


39667 


B 


9359 


604 


831 




9300 


39668 


B 


9360 


1 


1104 




9301 


39669 


A 


9361 


242 


337 


LTVIHGVSAKTVILSSAVPIQ*FC 
TVRRVSRR 



BNSDOCID: <WO 0175067A3_IA> 
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SEO H> 

NO: 


SEO l» NO: 
ol peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9302 


39670 


A 


9362 


2208 


341 1 


LAADHRRRNAVQRPCNGGQSV 

QSTDEAAGRLSHADTHPGRPA 

RALPGDCRPETLLRTAGVAE*T 

KALYTLRSEKTRERPMDKQQA 

SDEKLHRRFHDKESDFLA/FVNL 

WNY/LGEQQKALSSNAFRRLCR 

TDYLNYLRVREWQDIYTQLRQ 

V VKELG IPVNSEPAEYREI H I AL 

LTGLLSHIGMKDADKQEYTGA 

RNARFSIFPGSGLFKKPPKWVM 

VAELVETSRJLWGRIAARIDPEW 

VEPVAQHL1KRTYSEPHWERAQ 

GAVMATEKVTVYGLPIVAARK 

VNYSQIDPALLHDTIELGTSPAF 

LITRWG FGRN LSRTSGG PRQEP 

RRKEIAMELVLKDAQSALTVSE 

TTFGRDFNEALVHQVVVAYAA 

G ARQGTRA PKTRA A VTGG M PT 

LYAVGRLSRIPMDT 


9303 


39671 


A 


9363 


79 


559 


TLSPGSINPFEKPNS*DSVPMTL/ 
RRFIEVRVFQQIHHMRQRPAHL 
W 


9304 


39672 


A 


9364 


1 


655 


THWER/A/QGAVMATEKVTVY 

GFRIVAARKVNYSQIDPALCRE 

LFIRHALVEGDWQTRHAFFREN 

LKLRAEVEELEHKSRRRDILVD 

DETLFEFYDQRJSHDVISARHFD 

SWWKKVSRETPDLLNFEKSMLI 

KEGAEKISKLDYPNFWHQGNL 

KLRLSYQFEPG A DADGVTVH I P 

LPLLNQVEESGFEWQIPGL/RRE 

LVMPD*SCQTVTEFVPANSHSY 



BNSDOCID: <WO O175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


9305 


39673 


A 


9365 


1 


2082 


MDIQEFPDLKG ITSLE1LTL TRA 

GIRLLPSGMCQQLPRLRVLELS 

HNQIEELPSLHRCQKLEEIGLQH 

NR1WEIGADTFSQLSSLQALDLS 

WMA1RSIHPEAFSTLHSLVKLDL 

TXTSQLTTLPL AG LGG LM H LKL 

KGNLALSQAFSKDSFPKLRILE 

VPYAYQCCPYGMCASFFKASG 

QWEAEDLHLDDEESSKRPLGLL 

ARQAENHYDQDLDELQLEMED 

SKP\TPSVQ\CSPTPCPFKPCEYL 

FESWG1RLAVWAIVLLSVLCNG 

LVLLTVFAGGPAPLPPVKFVVG 

A1AGANTLTGISCGLLASVDAL 

TFGQFSEY/GLARWETGLGCRA 

TGFLAVLGSEASVLLLTLAAVQ 

CSVSVSCVRAYGKSPSLGSVRA 

GVLGCLALAGLAAALPLASVG 

EYGASPLCLPYAPPEGQPAALG 

FTVAXLVMMKLLLFSWFVGPLP 

YHQNWYCDLPRGDFEAVWXDC 

AHGEATWAWPHLRKTGLLYCP 

VAFLSFASMLGLFPVTPEAVKS 

VLLVVLPLPACLNPLLYLLFNP 

HFRDDLRRLRTPRRRTQG PP* PL 

CCGREDAGERASC\DSYPQALV 

APSLMWISFCEAS*SWAGPLEL 

ETYGFPSVTLISCQQPGAPRLEG 

THCVEPEGNHFGNPQPSLDGEL 

LLRAEGSTPASGGLSGGWRLSA 

LWLGLWLHTCKYPSPFFSSPLF 

PFLSPPSVNDGCF 


9306 


39674 


B 


9366 


1 


510 




9307 


39675 


A 


9367 


88 


246 


TPMRPMKSPMPTPVSRSGSSSK 
MG*SSASL*RSIPGLDAGKTPW 
PAGRSGTWA 


9308 


39676 


A 


9368 


693 


1041 


AEGYSQCPNAREGHVDEENED 

SAPAAQK1P*I*ED*SPHVSQPVP 

EGEEECVKKQ/GRFSWNTSTS* 

RQT/TARKKLLADQAEARRSKT 

KEAHKSYEEHLQAKKEEIIKTL 

SKEEETKK 


9309 


39677 


A 


9369 


1 


191 1 ! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence { X=Unknowit, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9310 


39678 


A 


9370 


1 


921 


MWRSIFLDSRYLLSSRRKILILLI 

HVTFSG1RALAVPFRLPVEKMS 

FIFMGDV1HRMLTATQYVAPL 

MANFNPGYSDNSTVVYFDNGQ 

QIRKLIKDGLIIRKPVTVHSRAR 

CRKNTLARRKGRHMG I EFACFC 

CVFLTPAL1CMVCAVRLLTRDP 

YLASGDQPLERATGEHASMHE 

Y\PGELG\QPPGLYPSSHPPGRA 

GTLRALSRQDTFDADTPGSRNS 

AYTEL*DSCVDMETDPSEGPGL 

GDPCE\GTPPARQGSWEDEEED 

YEEELTDNRNRGRNKARYCAE 

GWGPVLGRNKNELEGWGRGV 


9311 


39679 


A 


9371 


3 


740 


ELFPFAAAAAAMSMLRLQKRL 

ASSVLRMWQRTNGLG*TPMRP 

M*SPMPTPRQQIPEAHQRWAD 

HP/LSLVTGPFPGSMPEKTPLA\ 

AGEGAGQHGALGKAGRGTSQ 

MPGMPGEGQHGLRRJEDFGAG 

LLQKDTGEI*RRSDRPHVFTAC 

YLEGEGGMLFQKQGGFFMGTL 

PQG*RQDKGPQRSFLADQA*RP 

QGLRTKESTESASEERLPGQRK 

EEINQRLYSKEGRRPRNKNLPL 

GSVHTWPLV1T 


9312 


39680 


A 


9372 


1 


2229 




9313 


39681 


A 


9373 


3 


1560 

1 

1 
1 

( 


SGPNSLKFYDWGETVPQPWPIF 

GLSPAFGFPLCFPRGLGETIFSSR 

PHIR/RNYPELQKRLNGWLSAA 

LKTARILTVCVAVMLLLSAWG 

LFDFWNWLQNGAGQKNP*NIP 

D/LRIRNSrLFL/LSAVGWTVLA\ 

SLIENRLASD1\HGRPLP\SARTR 

TLLTLFRNALAVIIST1TIMIVLS 

EIGVNIAPLLAGAGALGLA1SFG 

SQTLVKD1ITGVFIQFENGMNTG 

DLVT1GPLTGTVERMSIRSVGV 

RQDTG A Y H 1 1 P WSS 1 TTF AN\F V 

RG IG S VG AN YD VDRH EDADKA 

NQALRDAVEDDETRFTSESSPIL 

RCCQREGLGLKAVVQILLSHGR 

NGLPGEPASSQGLSAASSTPVF 

HLALQIDSAPDNIDWVEMLFNK 

NMVTERJ.QNVMVLEQCFSDSS 

SLYRFLTYSYLLAFNVWLLLAP 

VTLCYDWQVGSIPLVETIWDM 

RNLATIFLAVVMALLSLHCLAA 

^KSRVTASIPGCIKAHAVENVL 

ITKSKTRIYPEVVVQSCLQKQK 

3KGSVMF1EAAGL 
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SLQ ID 

NO: 


SEQ ID NO: 
of peptide* 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9314 


39682 


A 


9374 ; 


-» 
-> 


276 I 


VRQYR/LGN/MHQQRMAEMID 
ARQQQAFGEEGACWGGCPKHR 
VMLDASGKPGLNDLCAGYQRD 
V R H L PR Y LKA M A DL L A H G RP A 
SDIMHAHLLV 


9315 


39683 


A 


9375 


102 


916 


RSLLAIFNHW*\KRDL\GKFLVW 

NIKW/AFAKFCRSAGQTSGRSVI 

VEHMGEIYACDHYVYPQYRLG 

NMHRQRMAEMIDSRQQQAFGE 

DKFKQLPAQCRSCNVLKLACWG 

GCPKHRFMLDASGKPGLNYLC 

AGYQRYFRHLPPYLKAMADLL 

AHGRPASDIMHAHKKVFKRGT 

ACSGFQKGGPLFRSRTGYCPTL 

RKKAPCPKTGLLGKKWTPQRR 

NSSGKSC AKRRG DPPLLEN RFN 

GSRVQRKPQWNSCTGHPENNF 

FPNYGGTPYPQRMWPL 


9316 


39684 


A 


9376 


338 


1 155 


SIFISIGNLAANDLSPSRJARLQK 

ILHSYVPEE1RDGNQVRVTSWD 

GRKWGELEGDTYDRVLVDVPC 

TTDRHSLHEEEKNIFKRSRKKE 

RQ1 LPVLQVQLL A AG LLATKPG 

GHVVYSTCSLSHLQNEYVVQG 

AIELLAPINTASRYRWKI* LTSEG 

FSWTHFVSSQSCPGWGAGNTK 

TSLAMLALCTSAKCVGWT* YPP 

QSLKQEYQRVYSVGCTRNWKL 

GPVAEMHSRSCLHPVRVFLQFS 

A1RSRRFAVLLSNCGASAWFPT 

SL1NPYP1S 


9317 


39685 


c 


9377 


157 


453 




9318 


39686 


A 


9378 


486 


1 195 


ARPQQYEQVPGKAEASEWERG 

SSAPTGPGGHAAAAAGGVGGG 

EGSPPALHGRG ARAG/G AG ICM 

GLRQQLNR*AMDLTGAGGPAR 

AGAAGAVARGGGRHQGPGAG 

GRGRGLGFAAGTAEPRGAPHR 

PLQRALPPIRREPGERHRAPRAG 

AAPQCGSARPRQPRAPQSLRAG 

ALPEAHAQGQGPARTHPAEPGP 

A A RRAQQS LCRH WD* G RG RPG 

PPDALRGGAASDFRLSARTP1CR 


9319 


39687 


A 


9379 


10 


1278 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X^linknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9320 


39688 


A 


9380 


1 


1305 


MECVCVKEKEREEKEGKEEEE 

EDEAVAERGGKGERRGERRGE 

RKREKETYTEKNRYRDTKRDR 

DRERKEPYEIPSSLIGHGDPKDE 

LDRNLALKQVKTYWVIQFSKS1 

EV1EKRMAVLNEQVKEAEGSS 

AEYKKEIEELKELLPEITEKTED 

AKESQTTGNVAELALKATLNGG 

GSSVS/SIASRKPTDGASSSNCV 

TDISHFVRKKRJCPEEQSPWKDD 

AKKVKQELEVNGGSGDAVPSG 

NEVLENMEEEAENRVESRAAV 

EGTVEAGATAESTAYMYDIPA 

MYQENTAVSKTDEVSDLIHKL 

AQTDLLAQERAGKJIASPQDGG 

SAEGOAOSDROEATKORHKOF 

AGDRHYDKQMLEYQGAHELY 

SSREKRKEKKKKPPHGRLPPTP 

VALHGAKRRLLTKRLFNASPN 

K PKG H STQFS VM SQ A EQQP VL 


9321 


39689 


A 


9381 


67 


458 


WDMANSGCKDVTGPDEESFLY 

FA YGSNLLTERIHLRNPS A A FFP 

VARLQ\QEGVKSGMYVVIEVK 

VATQEGKEITCRSYLMTNYESA 

PPSPQYKKIICMGAKENGLPLE 

YQEKLKAIEPNDYTGKGSEENE 


9322 


39690 


A 


9382 


139 


710 


WDMANSGCKDVTGPDEESFLY 

FA YGSNLLTERIHLRNPS A AFFC 

VARLQDFKLDFGNSQG\KTSQT 

WHGGIATIFQSPGDEVWGVVW 

KMNKSNLNSLDEQEGVKSGMY 

VViEVKVATQEGKEITCRSYLM 

TNYESAPPSPQYKJCIICMGAKE 

NGLPLEYQEKLKAIEPNDYTGK 

VSEEIEDIIKKGETQTL 


9323 


39691 


A 


9383 


1 


731 


MANSGCKDVTGPDEESFLYFA 

YGSNLLTERIHLRNPSAAFFCV 

ARLQLLIESPRMSRLAKFWPRT 

HAVILSKTERTSFWPLKPQKWE 

SGSDTPYSQTRKDFKLDFGNSQ 

G KTSQTWHGGIAT1 FQSPGDE V 

WGVVWKJVTNKSNLNSLDEQEG 

VKSGMYVVIEVKVATQEGKEIT 

CRSYLMTNYESAPPSPQYKKIIC 

MGAKENG\LRLKYQEKLKAIEP 

NDYTGKVSEEIEDIIKKGGTTKL 


9324 


39692 ; 


A ! 


?384 


41 


333 

< 
< 


MFCNTDLGT/LLCTD V V A RG LD 

IPQVNWIVHYDHPDDPKEYIHR 

VVPAFVDLNVNGNEGKQKKRG 

GGGGFDYQKIKKVEKSKIFKHI 

SKKSSDSRQLSH 
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SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9325 


39693 


A 


9385 


3 


1852 


SKQKPMNVGLSETQNGGMSQE 

AVGNIKVTKSPQKS TVLTNGEA 

AMQSSNSESKKJCKKKKRICMV 

NDAEPDTKKAKTENKGKSEEE 

SAETTKETENNVEKPDNDEDES 

EVPSLPLGLTGAFEDTSFASLCN 

LVNENTLKAIKEMGFTNMTEIQ 

HKSIRPLLEGRDLLAAAKTGSG 

KTLAFLIPAVELI VKLRFMPRNG 

TGVLILSPTRELAMQTFGVLKE 

LMTHHVHTYGLIMGGSNRSAE 

AQKLGNGINUVATPGRLLDHM 

QNTPGFM YKN LQCL VI DE ADRI 

LDVGFEEELKQIIKLLPTRRQTM 

LFSATQTRKVEDLARISLKKEPL 

YVGVDDDKANATVDGLEQGY 

VVCPSEKRFLLLFTFLKKNRKK 

KLMVFFSSCMSVKYHYELLNYl 

DL P V L A I HG KQKQN KRTTTFFQ 

FCNADSGTLLCTDVAARGLDIP 

EVDWIVQYDPPDDPKEYIHRVG 

RT A RGXLNG RG H ALL1 LRPEELG 

FLRYLKQSKVPLSEFDFSWSKIS 

DIQ\SQLEKLIEK\NYFLHKSA\Q 

EAYKSYIRAYDSHSLKQIFNVN 

NLNLPQVALSFGFKVPPFVDLN 

VNSN EGKQKKRGGGGGFGYQ 

KTKKVEKSKIFKHISKKSSDSRQ 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


9326 


39694 


A 


9386 


I 


2703 


MAQQATLCSMKGCMRALVAQ 

LKSESEDLQQTVQAKREVPKSK 

VPAAEKRESGPKQAAVNAAVQ 

RVQVLPDVDTLLHFATESTPDG 

FSCSSSLSALSLDEPFIQKDVEL 

RJMPPVQENDNGNETESEQPEE 

SNENQDKEVEKPDSEKDLLDDS 

DDDDIEILEECIISAMPTKSSRK 

AKKLAQTASKLPPPVARKPSQL 

PVYKLLPAQNRLQAQKHVSFTP 

GDDVPRVYCVEGTPINFSTATS 

LSDLTIESPPNELATGD/GVRA/S 

IQSGKSHKPFRVKK/IMDQVQQ 

ASSTSSGANKNQVDTKKKKPTS 

PVKPMPQNTEYRTRLPNNEDR 

VRGSFALDSPHHYTPIEGTPYCF 

SRNDSLSSLDFDDDDVDLSREK 

AELRKGKESKDSEAKVTCRPEP 

NSSQQAASKSQASIKHPANRAQ 

SKPVLQKQPTFPQSSKDGPDRG 

A ATDEKLQN FA 1 ENTPVC FS RN 

SSLSSLSD1DQENNNNKESEPIK 

E A E P AN SQG E PS RQ LSQQN LTK 

QASLSKNASSIPRSESASKGLNQ 

MSNGNGSNKKVELSRMSSTKS 

SGSESDRSERPALVRQSTFIKEA 

PSPTLRRKLEESASFESLSPSSRP 

DSPTRSQAQTPVLSPSLPDMSLS 

THPSVQAESSEKAKSEDERHVS 

SMPAPRQMKENQVPTKGTWK 

KIKESDISPTGMASQSASSGAAS 

GAESKPLIYQMAPPVSKTEDV 


9327 


39695 


A 


9387 


2 


193 


QSSE*NIQGPC1MVWSSR*RWER 
SKGRRHLSSASRPLSALSTLRFT 
SVSQHAAKRVVVIRPQGQ 


9328 


39696 


A 


9388 


395 


761 


SMQKKPRPIAHRQRCRAAMAA/ 

GOOPOIPITTGTGVVYPGAITM 

ATTTPSPQMTSDCSSTXSASPEPS 

LPVIQSTYGMKTDGGSLAGNQ 

MINGEDEMAMYDDYEDDPKS 

DYSSENEAPEAVSAN 


9329 


39697 


B < 


2389 


1 


477 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9330 


39698 


A 


9390 


167 


890 


LSGARSSQGRLPWGRGDAVSTS 

TSRRNPRTGASDERNNHEPGKN 

SPYLQAQWRIGGKGTA RRKKK 

VVHRTATA\DDKKLLQF\SLKKL 

GVNH\ISGIE\E\ANM\FTNQGTSG 

STFNNP*KVQAISWAANTFHPL 

PGPCWRPKPADKKWLPQPSLN 

PSLGAG*S*LRFKGRLARSFLPP 

NNP\VDGKATHLPTG\KDDDD\ 

KVPRSLWRILMRLPKNEGKLEL 

RSTS*R*NLEEVT\GSRYFKIMT 

AF 


9331 


39699 


A 


9391 


2 


315 


GAASLLRAGPGSSGSDPXPLSSR 
FVERRGALYRSPVTNQENPPPYP 
GPGPTAPYPQYGWQGGPQEPP 
KTT V Y V V EDQRR DELG PSTC LT 
ACWTALCCCCLWDMLT | 


9332 


39700 


A 


9392 


263 


680 


LLLPALVTSAPLPPAGLATCPCP 

RLAQLGIGRAAPQKRSPRRRNP 

EASRGRPPDGVWRAPLR/VPPT 

PRETEPQRRGDPGLRNPCLSQA 

SPGAPQFSGP/PPGSPGTRPVRA* 

SPPGPSWVGPGPLHLTSPLPNRL 

DNGRV 


9333 


39701 


A 


9393 


2 


537 


SGARLLLTCSETGAASLLRAGP 

GSSGSDP\PLSSRFVESRGALYR 

S PM1MQ EN PPP Y PG PG PT A P Y P P 

YPPQPMGPGPIGGPYPPPQGYP 

YPRJPTVRLAGWTSGSLLKTTV 

LLWVGRPKEEMKLGTIHLPSQP 

AGTGLCLLLSLGTWFTLTRTRP 

RPFLFLASSAANLLTGVPCPHLF 


9334 


39702 


A 


9394 


3 


470 


PKAKKEAPAPPKAEAKAICALK 

AKKAVLKGVHNHTAQKKKIHTP 

LTFQRPKSLRLRRQPKYPRKSA 

PRRNKLDHYAIIKFPLTTESAM 

KLKIEDNNTLVFIVDVKANKHQI 

KQAVQKLYDIDVAKVNTLIRPD 

GEKKAYVRLAPDYDALDVAN 

KIGII 
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oty ID 

NO: 


bbQ ID NO: 
of peptide 
sequence 


Met 
hoci 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9335 


39703 


A 


9395 


1 


1 144 


MLYQVLMVDTCGTRGEGAFLK 

YRKPAC PTA LG FMFPRSHGLTA 

DTVLVSSLSRWFLWRRLLLLLL 

LLLLNLPLQKAVHRJCATPESAI 

ADCSGPRDCAPWVKFAMLELH 

SFKCPAGEYWSKDVCCKNCSA 

GTFVKAPCEIPHTQGQCEKCHP 

GTFTEKDTMYLDACILCSTCDKG 

DF YG KKTAVH E A LCDN I DTRT 

VMEEMRALVSQCNLYMAARK 

AERRRPNRALLENIAMYLTHM 

LKIFGAIEEESPLGFPVGGPGTN 

LN PIENGGM DKFLTT VS VLRKT 

HRVSNGQNSVCRSVSYWKPKC 

TFCSLTHITYIRYLELRLTLESTV 

MPYLQVLSEFREGVRKIARJEKK 

VLEVLQLSDALRWTSCLSLGSG 

LKTMKEPCLLF 


9336 


39704 


A 


9396 


1 


639 


MDGDEKTSF1CAVHNGIFREWK 

QTGTCSP1KKGQLLLRVECHGK 

IKAQGGQMYIKAALFTRAKTW 

NQPKCPSXM I DWIKKM WVHIY/ 

TCEYYTAIKKKIMSSVETWMEL 

EA 1 1 LSKLTQEQKSKFRTFSLYSS 

RVFQRTQDVPYHNKLNEEADK 

PTTNKKGLILNLRLVNTPIGRK 

NTGKLSAIKEKLLKRPKRKHLS 

KIYTLKNDSDLIKDKNI 


9337 


39705 


B 


9397 


1 


825 




9338 


39706 


A 


9398 


2 


285 


HEENRPFVCEH/AGCGKT/FAN 
K PSLTSD A V VH/DPGKK K M KL 
KVKKSREKRSLASHLSGYIPPK 
RKQGQGLSLCQNGESPNCVED 
KMLSAVPVLTLG 


9339 


39707 


A 


9399 


2003 


2344 


PFVGVFWFLFFFFSVFVFTFVPP 

EYYVLPAPPPHRSVFLVFGKRV 

VFFFPLPC/CDFRSRLTPPFVCAP 

PXPPPLPFVSVPCVPSLSCGDVC 

AADKKNKKKFLNTTRWKKKT 


9340 


39708 


B 


9400 


3 


113 




9341 


39709 


C 


9401 


48 


182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


9342 


39710 


A 


9402 


2 


752 


VWWNSRRRPVKRRRLLASPYS 

ACSGRSAGFLDNCAMCAARLA 

AAAAAQSVYAFSARPLAGGEP 

VSLGSLRGKVLUENVASL*GTT 

VRDYTQMNELQRRLGPRGLVV 

LGFPVCNQFGHQENAKNEEILNS 

LKYVRPGGGIEPNF\MLFHKSE 

VN\GAGAHPLFAFLREALPAP\S 

DDATA LMTDPKLITWSPV/CRK 

DPGKIKFFLGPPGNFFEKFLGGP 

CTVLPLRRYSRRF\QTIDIEPDIE 

ALLSQGPSCA 


9343 


39711 


A 


9403 


1 


1128 




9344 


39712 


A 


9404 


7 


378 


ARCDHPTAFVVCYRFYPWPAG 

HVDAAVH* YVCARATDSFIAV 

WRTLLKGTIIILHESSIHDNFNLT 

SQKLWAFVPNKAPRTSGIICWP 

EIQSAFQGGGNLYFTIP1VDRNS 

TNYVLRQVRLLGN 


9345 


39713 


A 


9405 


318 


616 


DPAGFPGCWKPLFYDLHYRSQ 

LHQLCLQAGRTPGQFGHQHRF 

WWQFCT*ELPSALQPLPEGNLV 

SCNEQSFGAPATGTNPGEPVHP 

AALGTWLYLLPPC 


9346 


39714 


A 


9406 


1 


145 


MEYYAVLKKDEFMSFAGTWM 

KLETIILSKLTQEVQKPTPLMFSL 

ISGS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


9347 


39715 


A 


9407 


1 


2052 


MVLVVVAVVVVVLVVAVIVV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

1NNNMTAKNPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTKKK 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQG ELQTTA QQN KGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQIPEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERIQPILGYPHPKTLKQLTAFL 

GITGFCQIWIPRYSKIARPLNTRI 

KETQKANTHLVRWTPEAEVAF 

QALKICALTHAPVLSLPVGQNFS 

LYVTEKATGIALGVLT/PGTSAQ 

L A ELI A LTRA PE LG EG KRVN I Y 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQKPKEVAVLHCW 

GHQKGKEREIEENRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

TRC WLPSLRIRQG VCC I PDPAR 

AITLTA WPK 1 PF LG 1 RICA KNPRS 

EKTRLATILEAACCHFGSGPPPS 

WELWEQGPPVTVQTHILRSHL 


9348 


39716 


A ! 


9408 


2 


350 


YKVSICPKAQLCSQQVKYLWLK 

LSKGTRALSEERIQPILAYPHPK 

TLKQLRGILGITGFCRIWIP\R*S 

SPTGQE/FSLYVTEETGIALGILT 

QVQGTSLQPMEYLNICE1DELDQ 

GRTH 


9349 


39717 


A 


9409 


1 


749 

4 

( 

1 


MNQSDQEMTGAFVHMKSYTG~ 

LISGVAVKMERHIYQDRRIAIEK 

EFNSCRTGCMGDWSFTITQ1RL 

LENTGIRVFKDNLVEEAEWFTV 

LDLMDAFFCIPVHPDSQFLFAFE 

DPSNPASQLTWTVLPQRFKNSP 

HLFGQALAQDLSQFSYLDTLVL 

RYMDDLLLAAYSETLCHQATE 

^LLNFLATCGYKVSKPKAQLCS 

3QVKYLGLKLSKGTRDLTTFLP 

VNEEKI E/P* LSTSNCS KLRCSRG 

rSRGSLG 


9350 


39718 


\ < 


2410 


118 


174 




9351 


39719 


\ < 


)411 


577 ; 


3018 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon Tor peptide 
sequence 


Nucleotide location of last 
eodoit for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9352 


39720 


A 


9412 


310 


1964 


TFRLTEPTQMRRNQK1TMPHTMM 

TKQGSSIPPQKNHTSSPAMDPN 

QEEIPDLP\EKNSGVNK1PRNPT 

Y EG C EG P FQG E LQTT A Q Q N KG 

GHKQTEDHSMLMDRKNQYCE 

NGHTAQAVPNPYTLLSQ1PEDA 

EWFTVLDPKHAVFCIPVHPDSQ 

FLFAFEDPSNPMSQLIWTVLPQ 

GFRNSPHLFGQALAQDLSQFSY 

LDTLVLRYMDDLLLATHSETLC 

HQ ATQ A L LN FLATCGYKVS KP 

KAQLCSQQVKYLGLFCLSKGTR 

TLSEERIQPILGYPHPKTLKQLT 

AFLGITGFCQ1WIPSILTAKGDL 

WLSDNHLLKYQVLLLEGPVLQ 

LRTCATLNPATFLPDNEEKIEH 

NCQQVIAQTYATRGDLLEVPLT 

DPDLNLYTDGSSFVQKGLQKA 

GYAVVSDNGILESNPFTPGTST 

QLAELVALTWALEFGEGKRVN 

INTGSKYAYLVLHAHASIWRER 

EFLTSEGTPIKHQEAIRRLLLVV 

QKPEEVAVLHCWGHPKGKERE 

IEGNCQADIEAKRASRQDPPLE 

MLIERHLVWGNPLWETNPQYS 


9353 


39721 


A 


9413 


3 


370 


RCCPCPRVHHMHISARAEIRPPP 

RPPPFLLLLVFLFQTGPCSHPGC 

SPPPAHPSCSSWPQWPG/CSSPV 

SVLLAKPAACLIAAAVSANPRL 

LFKPCCRTASN WA H RQVTLCQ 

WSELSSCFWPE 


9354 


39722 


A 


9414 


191 


1375 


EWPEGGGRYSSVPSAVHHART 

CLAAELSGTSRPQEPRALPPETG 

VATAEAEKSNQPAAISKAPNGQ 

GAPLQR/RSPRLSPSPGAAQVPA 

LPMQDMSEGSSSPSPPGGHIWL 

ASLTPCSLALWNSCCQSPGSQP 

RGRDEGDCLVRATEPSATGPDP 

RRTRLCSISASLVVRNTPDPG1S 

DRRPGISDRRPGTSDRRPGTSDR 

RPGISDRRPGTSDRRPGTSDRRP 

GTSDRRPGTSDRRPGISDRRPGT 

SDRRPGISDRRPGTSDRRPGISD 

RRPGTSDRRPGTSDRRPGISRLP 

RDWIPAAAASRENSNSADARN 

RCSSPSRKCQTPTSHRMRGSAG 

SVGSSAGHTAGGTGLPTPSRCS 

QALQVFPAVLGKRGFLSWERS 

LKQRDIRGPDFSSTALI 


9355 


39723 


A 


9415 


3 


523 
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SKQ ID 

NO: 


SfcQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9356 


39724 


A 


9416 


1 


846 


MLCDFQDGSTSRHVNEPSNNPS 

PQPWSEDQGQASATVPCAKSV 

MHRLKKFTIEYLVMKFLKAVS 

HAIQMEMLAPKGPSPIPEDASV 

KEENICRAFSDALLYKIEDIDNK 

DWNNPQLCSDY/VKDNAYTSF 

QIQEMETAILKELICFEVGGPLPL 

HFLRQASKAGKADVEQHTLAK 

YLMELTLIDYDMMHYHPSKAA 

TAASCLSQKVLGQGKWNLKQQ 

CYTGYTQNEVLEVMQHVAKN 

VLKVNENLTKFIAIKNKYASNK 

FLKISMIPQLNSKAIKDLAFPLM 

GGS 


9357 


39725 


A 


9417 


72 


1340 


CPPFSVRVPPWAGLALLPSPSL 

MALLRRPTVSSDLENIDTGVNS 

KVKSHVTIRRTVLEE1GNRVTT 

RAAQVAKKAQNTKVPVQPTKT 

TNVNKQLKPTASVKPVQMEKL 

APKGPSPTPEDVSMKEENLCQA 

FSDALLCKIEDIDNEDWENPQL 

CSDYVKDIYQYLRQLEVLQSIN 

PHFLDGRDINGRMRAILVDWL 

VQVHSKFRLLQETLYMCVGIM 

DRFLQVQPVSRKKLQLVGITAL 

LLAPKYEKMFSPNIEDFWYITD 

NAYPS\SQIREMETLILKELKFEL 

GRPLPLHFLRRASKAGEVDVEQ 

HTLAKYXLMELTL1DYDMVHY 

HP\SKVAAAASCLSQKVLGQGK 

WNLKQQYYHKDTQENEVLEV 

MQHMAKNVVKVNENLTKFIAI 

KNKYASSKLLKISMIPQLNSKA 

VKDLASPLIGRS 
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SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /—possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


9358 


39726 


A 


9418 


1 


1875 


EPEKQQLYD1PASPKKAGLHPP 

DSQASGQGVPLISVTTLRRGGY 

STLPN PQKSEW1 YDTPVSPGKA 

SVRNTPLTSFAEESRPHALPSSS 

STFYNPPSGRSRSLTPQLNNNVP 

MQKKLSLPE1PSYGFLVPRGTFP 

LDEDVSYKVPSSFLIPRVEQQN 

TKPNIYDIPKATSSVSQAGKELE 

KAKEVSENSAG\QIPHGSPDGQ/ 

RSPSPEPDRLSGSSSDSRASIVSS 

CSTTSTDDSSSSSSEESAKELSL 

DLDVAKETVMALQHKVVSSVA 

GLMLFVSRKWRFRDYLEAN1D 

AIHRSTDHIEESVREFLDFARGV 

HGTACN LTDSN LQN R I RDQMQ 

T1SNSYRILLETKESLDNRNWPL 

EVLVTDSVQNSPDDLERFVMV 

ARMLPEDIKRFASI VIANG RLLF 

KRNCEKEETVQLTPNAEFKCEK 

YIQPPQRETESHQKSTPSTKQRE 

DEHSSELLKKNRAN1CGQTLPN 

LEEKDKPILEQRLDENKDLGTM 

NPGPLIPQPSSQQTPERKPRLSE 

HCRLYFGALFKAISAFHGSLSSS 

QPAEIITQSKLVIMVGQKLVDT 

LCMETQERDVRNEILRGSSHLC 

SLLKDVALATKNAVLTYPSPAA 

LGHLQAEAEKLEQHTRQFRGT 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Uuknown, 
*~Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9359 


39727 


A 


9419 


1 


2013 


MGLKSWGGMGLGTAFGKGLR 

GEKAWCVSGRYHWRYSQWSG 

TLTQGPWVWRVHSLSDRVYDV 

PTQHRGPVVLKEPEKQQLYDIP 

ASPKKAGLHPPDSQASGQGVPL 

ISVTTLRRGGYSTLPNPQKLSEWI 

YDTPVSPGKASVRNTPLTSFAE 

ESRPHALPSSSSTFYNPPSGRSR 

SLTPQLNNNVPMQKKLSLPEIPS 

YGFLVPRGTFPLDEDVSYKVPS 

SFLIPRVEQQNTKPNIYD1PKAT 

SSVSQAGKELEKAKEVSENSAG 

VQIPHGSPDGQ/RSPSPEPDRLSG 

SSSDSRASIVSSCSTTSTDDSSSS 

SSEESAKELSLDLDVAKETVMA 

LQHKVVSSVAGLMLFVSRKWR 

FRDYLEANIDAIHRSTDHIEESV 

REFLDFARGVHGTACNLTDSNL 

QNRIRDQMQTISNSYRILLETKE 

SLDNRNWPLEVLVTDSVQNSP 

DDLERFVMVARMLPED1KRFAS 

IVIANGRLLFKRNCEKEETVQL 

TPNAEFKCEKYIQPPQRETESH 

QKSTPSTKQREDEHSSELLKKN 

RAN1CGQNPGPLIPQPSSQQTPE 

RKPRLSEHCRLYFGAI FKANA F 

HGSLSSSQPAEIITQSKLVIMVG 
QKLVDTLCMETQERDVRNEILR 
GSSHLCSLLKDVALATKNAVLT 
YPSPAALGHLQAEAEKLEQHTR 


9360 


39728 


A 


9420 


3 


645 


DFHTN/K/RVCEE IPIILSKX LHIsI 

RRAGCVTHLTNQIQRGPVRGISI 

KLQEEEKERRDNYVPKVSALD 

QEIIEVDPDTKEMLKLLDFGSLS 

NLQQQKATRVYAVVQ1SAPMF 

LLWALPLSVAPLITDFKMFVTT 

SYLISLFLinslSSANPIlYFFVGSL 

RKKRLKESLRV1LQRALADKPE 

VGRNKKAAGIDPMEQPHSTQH 

VENLLPREHRVDVET 


9361 


39729 


A 


9421 


312 < 


594 

J 

< 
1 
< 


LTPAPRKNVTEKYYMCLGNDF 

f-JTN/K/RVCEEIPIILSKKLrfNRR 

\GCVTHLTNQIQRGPVRGISIKL 

3EEEKERRDNYVPKVSALDQEI 

EVDPDTKEMLKLLDFGSLSNL 

5 VTRPTVGMN FKM PRG A V 


9362 


39730 j 


\ < 


>422 : 


> 383 
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SEQ 10 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9363 


39731 


A 


9423 


304 


1862 


RMLEATSKMRKGVPSSIQ/SSQ 

GNSYTLIPSAKSDNLSDSSHSEI 

SSRSSIVSNCSVDSMSAALQDE 

RCSSQALAVPESTGALEKTEHA 

SGIGDHSQHGPGWTLLKPSLIK 

CLAVSSSVSNEEISQEHIIIEAAD 

SGSWEVGTSCSSSSHDNFQSLP 

NPKSWDFLNSYRHTHLDDPIAE 

VEPTDSEPYSCSKSCSRTCGQC 

KGSLERKSWTSSSSLSDTYEPN 

YGTVKRRVLESTPAESSEGLDP 

KDATDPVYKTVTSSTEKGLIVY 

CVTSPKKDDRYREPPPTPPGYL 

GISLADLKEGPHTHLKPPDYSV 

AVQRSKMMHNSLSRLPPASLSS 

NLVACVPSKIVTQPQRHNLQPF 

HPKLGDVTDADSEADATLGNK 

CKLLYMSDVRNPVPAVKDVLV 

QKYTSFNFFHPQEALDRRREEL 

ALPEGASGEACLSTRSLKRSGV 

QALAQQTHSRNFLPEKQPFSAQ 

AAGILHGSINHNTRGPCLLEGT 

KMMTGVLYRAYLLCIAYSRDLI 

VDEQIMNGLRKAI 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9364 


39732 


A 


9424 


1 


1335 


MTFKNPKYPFVSNLAKQKGMS 

V1KVNGKLQQSNPNRTTNGPDP 

SGMKVWVSPQGKNPQPTEVLA 

EGKGNTEWVVEEDTRNFGFGI 

QKHTDIGIKYDSSTGIYDLDFN 

VVLDRRASEEGITLTAALAADR 

ETPSENCLPSPVNPTAQGEEGIH 

PDPIIVLEQEDPTTAPHPQRLCQ 

QQQCQRPLCRLQPVWPHIVDLT 

PLTEIGSEEPVGELNFKHIRFEV 

SEDN MTFDASDQG PFFENYWQ 

LVLSATPGDVTWNGALGLHTP 

KSSSPDTCSAQQASQCWELSPG 

GRRJGTLLLPQESGASWLPPGV 

TSSLAAVRVIMNCGDKATPRN 

GGVRTLKKLSSLPLSKAGGKVL 

YGEINPEQEVQASLSFAALLES 

YGIFMETEFLVACL1SQGGQLR 

NQDFSSSIYSLAPGPLDPSSVRA 

GAQRTAPPWGISPRSC/PVIKVN 

GKLQQSNPNRTTNGPDPSGMK 

V W V SPQG KNPQPTE V LA EG KG 

NTEWVVEEDTRNFGFGIQKHT 

D1GIKYDSSTGIYDLDFNVVLDR 

RA S EEG ITLTA ALAA DRETPSE 

NCLPSPVNPTAQGEEGIHPDPII 

VLEQEDPTTAPHPQRLCQQQQC 

QRPLCRLQPVWPHIVDLTPLTEI 

GSEEPVGELNFKHIRFEVSEDN 

MTFDASDQGPFFENYWQLVLS 

ATPG DVT WNG ALGLHTPKSSSP 

DTCSAQQASQCWELSPGGRRJG 


9365 


39733 


A 


9425 


56 


235 




9366 


39734 


A 


9426 


1 


515 




9367 


39735 


A 


9427 


138 


830 


AWAQLPSALGSTRVSPPPSARS 

QPPWRRRHK/CLLETEPLQGTD 

EDAVASADFSSMLSEEEKEELK 

AELVQLEDEITTLRQVLSAVKER 

HLVE1KQKLGMNLMNELK\QNF 

SKSWH\D\MQTTTAYKRTHDTL 

SHAGQKATAAFSNVGTAISKXF 

GDMSYSIRHS1SMPAMRNSPTF 

KSFEERVETTVTSLKTKVGGTN 

PNGGSFEEVLSSTAHASAQSLA 

GGSRRTKEEELQC 


9368 


39736 


A 


9428 


3 


381 

1 
1 
1 


LLETEPLQGTDEDALASADFSS 

VILYEEEKEEVKAELVQLEDEIT 

rLRQVLSAKERHLVEIKQKLG 

VTNLMNELKQ\NFSKSWHDMQT 

TTAYKKTHETLSHAGQKATAVA 

-SNVXGTAISKXFGDMRRK 
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SEQ 1!> 

NO- 


SEQ ID NO: 

t\{ rv/. .-J | i 1 1 (I 

sequence 


Mel 
hod 


SEQ 11) NO: 

in USSN I 
09/540,217 


Nucleotide 
locution ot first 
cod on for peptide 
sequence 


Nucleotide location of hist 
endon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop cod on, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9369 


39737 


B 


9429 


79 


426 




9370 


39738 


A 


9430 


1 


570 




9371 


39739 


A 


9431 


I 

* 


1677 


MLESVN VRLEDLITGPCWEAG 

WNAGYAFLVVAVEDFT1GKLF 

DKLEGTKLCLKNALPRVITQTE 

SHRQRLLQEAAANWHSWLIKV 

QKMKAVYHILNMCNIDVTQQC 

VIAEIWFPVADATRIKLRALEQG 

MELSGSSMAPIMTTVQSKTAPP 

TFN RTNK FTAG FQN 1 VD A YG V 

GSYREINPAPYTIITFPFLFAVMF 

GDCGHGTVMLLAALWMILNER 

RLLSQKTDNE1WNTFFHGRYL1 

LLMG1FSIYTGLI YNDCFSKSLNI 

FGSSWSVQPMFRNGTWKTGTH 

DPHLAVLFKMGHVEGRDCVLR 

IVLAK1GYRNGFLRKI WNLASN 

KLTFLNSYKMKMSVILGIVQM 

VFGVILSLFNHIYFRRTLNIILQF 

IPEMIFILCLFGYLVFMIIFKWCC 

FDVHVSQHAPSILIHF1NMFLFN 

YSDSSNAPLYKHQFNFGDVFV 

HQAIHTIEYCLGCISNTASYLRL 

WALSLAHAQLSEVLWTMVMN 

SGLQTRGWGGIVGVFIIFAVFA 

VLTVAILLIMEGLSAFLHALRL 

HWVEFQNKF\YVGDGYKFSPFS 

FKHILDGTAEE 


9372 


39740 


A 


9432 


3 


933 


GTWPVSSAASIYAGTGGLGXSQI 

SMSCSTSFWGGLGSGGLATEM 

AGGLAEMGGIQNEKETMQSLN 

DHLDYLDRVRNLETENWRLES 

KIQEYLEKRPHVRDWGHYFKT1 

KELRAQIFANTVDNVHIILQIDN 

AQSSMRQELAMRQSVESNIHG 

LCKVIDDTNVTLLQLETEMGAL 

KEELLLMKKNHEEEVKGLQVQ 

IANSGLAVEVDAPKSQVLAKM 

EQLNR1LLYLESKLAQNWAEG 

QRKVQEYKDLLNIRVKXEAEIA 

TYRRLLEDSEGLNLGDALDSSN 

SMQTIQKTTTRQ1VDS1CVVSE1S 

DTKVLRH 


9373 


39741 


A 


9433 


3 


698 
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CCA 1 I \ 

NO: 


ID NO: 
of peptide 
sequence 


Met 
hod 


bCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9374 


39742 


A 


9434 


2 


479 


PRVRESTTVVTTQSAEVGAAET 

TLTELRRTVQSLEIDLDSMRNL 

KASLENSLREVEARYALQMEQ 

LNGILLHLESELAQTRAEGQRQ 

AQEYEALLNIKVKLEAEIA/TTY 

RRLLEDGEDFNLGDALDSSNS 

MQTIQKTTTRR1VDGKVVSETN 

DTKVLRH 


'9375 


39743 


A 


9435 


1 


618 


AEHLLKPLPADKQI ETGPFLE A 

VSHLPPFFDCLGSPVFTPIKADIS 

GNITKIKAGYDTNXQPRFRTLKT 

ILEGEKEMYGAKGPKVGATLA 

LMWLKRGLRFIQVFLQS1CDGE 

RDENHPNLIR VN ATKA Y EM A L 

KKYHGWIVQKIFQAALYAAPY 

KSDFLKALSKGQNVTEEECLEK 

IRLFLVNYTATIDVIYEMYTQM 

NAELNYKV 


9376 


39744 


A 


9436 


1 


1569 




9377 


39745 


A 


9437 


21 1 


368 


ERNSLSQLQWDNPTPPATRRPS 
HSSLRGEHAQ*GLLSFFERLSCT 
LSRFMPI 


9378 J 


39746 


A 


9438 


1435 


1703 




9379 


39747 


A 


9439 


1 


913 


MKNYNCWRRVFLFVVTP1PMG 

HIKHRQGPNKQQRGQKRDEQR 

MRKENRGHRKGCTWCGGGTE 

GTGWGKYEKSEVERGLVRYER 

KRRAYSGIQQYAAAALPTVYN 

QNLLTQQSIGAAGSQKEACAY 

AVMSLASRAPVYRSFDSEKAG 

DREVQRTMLELLNQLDGFQPN 

TQVKVIAATNRVDILDPALLRS 

GRIDRKIEFPMPNEEARVARIMQ 

IHSRKMNVS/TDTTLVALQMAL 

NVYNGKQAPYASCHIFELYQE 

DNGFLLEHTGFVSYDNPVSAQ 

AAIQSMMGFQIGMKRLKVQLK 

RSKNDSKPY 


9380 


39748 


A 


9440 


3 


438 




9381 




A 




1 


247 

< 

] 


AIAAIDSDSSDGSRQSEWKFWK 
3FT1LDAIKNIYDSWEEVKMST 
LTEVWKKLIPTLMDSFEDFIVEE 
^TVDVWECTVLQTQI 



BNSDOCID: <WO 0175067A3_IA> 



1227 



WO 01/075067 



PCT/U SO 1/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino ucid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9382 . 


39750 


A 


9442 


93 


726 


TSLGLSLCPRQCKRCPHLSLQQ 

EEPDPANLEVDHDFFQDKVWP 

HLALRVPVAFETLKVQSAWAGY 

\YDYNTFDQNGVVGPHP\LVVN 

MYFATAFSGHGLQQAPVGIGRA 

VAEMVLKGRFQTIDLSPFLFVTR 

FYLG\EKIQ\ENNIILRHVCSGIG 

LPLACNPWLCLKSLVCWLPIFP 

KVLCPGLLSPSPVSSSSQAGHW 

HPIWAGQGTGSEAEGQ 


9383 


39751 


a ; 


9443 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG1YIINLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/!CKNKGAHS\DPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADLSEGVQV 

PSVPIQQFPTDDWSTQPATENW 

SAAPTAQATEWKMQQQST1LE 

AESSPHQTPNLPAPWSRTSQPPE 


9384 


39752 


A 


9444 


1 


1575 




9385 


39753 


A 


9445 


1 


2325 




9386 


39754 


A 


9446 


1 


1 149 




9387 


39755 


A 


9447 


85 


1041 


REIVTMSGALDVLQMKEEDVL 

KFLAAXGTHLGGTNLDFQMEQ 

Y1YKRKSDGIYIFNLKRTWE\KL 

LLAAXRAIVAIENPADVSV1SSQE 

ILGQKGCAESFAAATGXATP1CW 

ARFTPWNLSLTQIQGSPSGEPR 

AFLLVTDPQGLNHQPSHGGNL 

NV*PTLPLALVNPD/SPLRRYVD 

I\AIPCNNQGSSLQWGLMWW\M 

LASGSFCAMRG7\ISREHP\WEV\ 

MP\DLYFYRDPEEIEKEEPGCCL 

RSQVTICEEFQGEWTAPAPEFTA 

VTQPEVADWSEGVQWPSWPIQ 

QFP/TTEDWSAQPATEDWSAAP 

TAQATEWVGATTDWS 
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SEQ ID 

NO: 


SEQ II) NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last ;imino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9388 


39756 


A 


9448 


1 


762 


MGKVKVGVNGFGCIGRLVIRT 

ACNSGKVDI1AINDPFIDLSYMV 

YMFQYDPTHGKFHGTVKAENG 

KLVINGNPITIFQEPDPSKIKWG 

DAGTEYVMESTGIFTTMENAG 

AH LQ WG A KRPQG\LQN1 1 PATT/ 

GAAKAVRKVIPELNGKLTGMA 

LRVPTANVSVVDLTYHLEKPA 

KYDDIKKVVKQASEGPLKGILG 

YTGHQVVSSDFNSDTHSSTFNA 

GAGTALNDHFVKLISWYDNEF 

GYNNRVVDLMAHMASKE 


9389 


39757 


A 


9449 


93 


660 


DTMGKVKVGVNGFGRIGRLVT 

RAVAFNSGKVDIVAINDPFIDLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNPIT1FQE\RDPSK 

IKWGDAG\AE\YVVESTG\VFTT 

MEK/ALGAHLQGGSQKGHSSL 

APSCLMPPMFVMGVMHEKDD 

NSLKAII SN\A SCTTNCL APL AK\ 

VIHDTLVSGEGLKDHRALP 


9390 


39758 


C 


9450 


554 


715 




9391 


39759 


A 


9451 


193 


472 


RRVGVWRRPQFQQSRCSHGPN 
QGSAPWLNPTGAFGKETDLLL\ 
DDSLVSIFGKRRL\KRFSMVG/D 
RMASKNALNAQPDGPGLTCSL 
APNI1SQL 


9392 


39760 


A 


9452 


1 


864 


G TRMG L AG VC A L RRS AG YI L V 

GGAG/WSVLAPRAAAARRCSE 

GEWASGGVRSFSRAAAAMAP1 

KVGDAIPAVEVXFEGEPGNKVK 

PGKSLFKGKKGVLFGVPGGPPP 

LGCS\KTHLAKGLWEQG*RLCK 

AKGKSRVVALF*VVNDALCDW 

AQ WGQ A PQGG KA RFG LL A ESP 

LGPFGKAETDLLALDESLVSHLL 

GIRRLK\RFS\MVVQDGIV\KAL\ 

NVEPDGTGLHLAAWAPNIIFTA 

LEALGPDLLPLPPPYSSPCPALC 

LGPLQFGNVGQISAINTLWVLR 

PKQKKKKKS 


7J7J 


J7 /O 1 


a ; 


;J4>.> 


i : 


>39 ( 

I 

\ 


5CCSGGTHGNPA1GDR\MQKQI 
JPWAPAQMKIRFMAPPERKYS 
^WIAAPILASLSTSSRMWISKQE 
VDESGPSIVHRKCF 
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seq ir> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l Jnkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9394 


39762 


A 


9454 


2 


801 


ASAPRAQSLAFADPPPVHTRRQ 

LTMDDDIAALVVDNGSGMCKA 

GFAGDDAPRAVFPSI VGRPRHQ 

GVMVGMGQKDSYVGDEAQSK 

RG1LTLKYP1EHGIVTN WDDME 

KIWHHTFYNELRVAPEEHPVLL 

TEAPLNPKANREKMTQ1MFETF 

NTPAMYVAIQAVLSLYASGRTT 

GIVMDSGDGVTHTVPIYEGYAL 

PHAILRLDLAGRDLTDYLMK1L 

TERGYSFTTTAERE1 VRD1K/EE 

AVLRRPGLRARDGHGVASSSSL 

EKSYELPDGQVI TIGNERFRCPE 

ALFQPSFLG\M ESCGI H ETTFNS1 

MKCDVDIRKDLYANTVLSGGT 

HQFPLPCRPGC*KKITALEP\AT 

MKIXRII AXPPEAQSTPL WNRGA P 

ILVASLVHLPAKMWDQKSREYD 

ESG PLPFVH RKACFQLLPGEELR 


9395 


39763 


A 


9455 


3 


108 




9396 


39764 


A 


9456 


1 


1430 


MKFLIFAFFGGVHLLSLCSGKAI 

CKNGISKRTFEEIKEEIASCGDV 

AKAUNLAVYGKAQNRSYERLA 

LLVDTVGPRLSGSKNLEKAIQI 

MYQNLQQDGLEKVHLEPVRIP 

HWERGEESAVMLEPRIHKIAIL 

GLGSSIGTPPEGITAEVLVVTSF 

DELQRRASEARGK1VVYNQPYI 

NYSRTVQYRTQGAVEAAKVGA 

LASLIRSVASFSIYSPHTGIQEYQ 

DGVPKIPTACITVEDAEMMSRM 

ASHGIKIVIQLKMGAKTYPDTD 

SFNTVAE1TGSKYPEQVVLVSG 

HLDSWDVGQGAMDDGGGAFIS 

WEALSLIKDLGLRPKRTLRLVL 

WTAEEQGGVGAFQYYQLHKV 

NISNYSLVMESDAGTFLPTGLQ 

FTGSEKARAIMEEVMSLLXQPL 

NITQVLSHGEGTDINFWIQAGW 

PGA\SLLDDLYKYFFF\HHSHGD 

TMTVHGIQTQMECLLLLFWAV 

VSYV\VADME\EMLPRS 


9397 


39765 


A 


9457 


2 


631 




9398 


39766 


A 


9458 


I 


406 


PTVCERELCVFAFQTLGVN4NE 

AADEIATGAQVVDLLVSMCRS 

ALESPRKVV1FEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/H LHGAMYGSGIYLSPMSSIS 

FGYSA 


9399 


39767 


A 


9459 


7 


257 
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SEQ I!> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 1 
deletion, V=possibte nucleotide insertion) 


9400 


39768 


A 


9460 


2 


649 




9401 


39769 


B 


9461 


50 


607 




9402 


39770 


A 


9462 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLN KSASF VDK VLFLEQQN KM 

LETNWSLLQQQKPAQSNMDN 

MFESYINNLLGQLEILGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KX YEDE IN KPTEM ENEF V L I KK 

DVDDAYMNKVELEFRLEGLTD 

EINFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDSnAFIKY 

EELQTLAGKHWDDRRLTKTKIS 

EMN RNISRLQA EI EG LPQRPEQ 

RASLESVIADAEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 


9403 


39771 


A 


9463 


2237 


2656 


LSCSLFSGFAGTRFFGTSILRLPL 

MYCPVNDSGTAIIASSGPSATTS 

PP*TPAPGPMSITWSAARIASSS 

C STTITV LPRSRR W 1 S V PN RRSL 

SRWCRPIDGSSSTYITPTRPAPI 

WLARRIRCASPPESVSAERESV 


9404 


39772 


A 


9464 ! 


3 


2790 


EFVLIKKDWDEAYINKVELESR 
LEGLTDErNFLRQLYEEEIRELQ 
SW1SDTSVVLSMDNSRSLDMNS 
VIAEVKAQYEEIANRSQAEAES 
M YQI KDEELQS LAG KHGDNLR 
CTKTKISEMNRNISRLQAENEG 
LKGQRA FLEA A I A DAEQCG EL A 
I KD ANA KL/SELEA A LQRAKQD 
MAWQLRNLMNVRLALDIEIATY 
KKLLEGEESRLESGMQNMSIHT 
KTTSG Y ASGLSSACGG LTS PG L 
SYGLGASSFSRT 
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SEQ ID 

NO: 


si;q ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of ImsI 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9405 


39773 


A 


9465 


2 


1516 


S A I PTSTP A STM S I RVTQKSYKV 

STSGPRAFSSRSYTSGPGSR1SSS 

SFSRVGSSNFRGGLGGGYGGAS 

GMGGITAVTVNQSLLSPLVVLE 

VDPNIQAVRTQEKEQIKTLNNK 

FASFIDKVRFLEQQNKMLETK 

WSLLQQQKTARSNMDNMFESY 

INNLRRQLET\LGQEKLKLET\E 

LNGNMQGLVEDFKNKYEDErNK 

RTEMENEFVLIKKDVDVDEAY 

MNKVELESRLEG\LTDEIMF\LR 

QLYEEEIRELQSQISDTSVVLSM 

DNSRSLDMDSIlAEVKAQYEDi 

ANRSRAEAESMYQIKYEELQSL 

AGKHGDDLRRTKT*DLLR*TRN 

ISRLQAEIEGLKGQRASLAEAAI 

A DA EQRG\EL A I\KD A N A KL\S E 

LEAALQRAKQDMARHLR*VTR 

ELD*TFKLGPGTFE1\ATYRKLL 

EGEESRL\ES\GMQNMSIHTKTT 

GGYAGGLSSAYGGLTSPGLSYS 

LGSSVFGSGAGSSSFSRTSSSRAV 

VVKKIETRDGKLVSESSDVLPK 


9406 


39774 


A 


9466 


1410 


3244 


PPCRRSHPRPPLRGEQKPRPSQP 

PFAVPAAPAPQV*\PQMIDLCNV 

GFQFYRSLEHFGGKPVKQEPIK 

PSAVWPQPTPTPFLPTPYPYYPK 

VHPGLMFPFFVPSSSPFPFSRHT 

FLPKQPPEPLLPRKAEPQESEET 

KQKVERVDVNVQIDDSYYVDV 

GGSQKRWQCPTCEKSYTSKYN 

LVTHILGHSGIKPHACTHCGKL 

FKQLSHLHTHMLTHQGTRPHK 

CQVCHKAFTQTSH LKRHMMQ 

HSEVKPH1MCRVCGRGFAYPSEL 

KAHEAKHASGRENICVECGLDF 

PTLAQLKRHLTTHRGPIQYNCS 

ECDKTFQYPSQLQNHMMKHK 

DIRPYICSECGMEFVQPHHLKQ 

HSLTHKVLRGLWWGGRGLGK 

RSGALSRALGSRTPVPLCTLPR 

GGLQGEIQAQESEFSPVCNHSP 

GVIQAELKQGPSGVPEILPQLNS 

CPTKGTCRYYPEGSRJLPSAGTI 

NKGPRLGFSRKGDHSLTSGAPL 

YVGKESKVHFRAYEDPGVKEH 

KCG ICG REFTLL AN M KR H V L I H 

TNIRAYQCHLCYKSFVQKQTLK 

AHMIVHSDVKPFKCKLCGKEF 

NRMHNLMGHMRLA\RNGKPLK 

RLYCPSKFTLKGNLTRHMKVK 



1232 
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SEO ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino ack 
of peptide sequence 


t Amino acid sequence ( X~(Jtiknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9407 


39775 


A 


9467 


1 


1309 


MRJQQLCGHLWQQKKISLELM 

SSFHK1LKNKMGCGVTPDSKEL 

LKYLSYCNSYPLTGSPQEAPVS 

DVPLPVSKCSHCSVQLIMCLRP 

EHIPNSPGIKGQGIKQHEEKHPT 

LLHLDASHLMTCFVVEMTLYV 

LIAGFKSLCSIHSYPPRTLRHLC 

EKVWDSLLENERRHEKRGPAN 

FLHRLPAEHQWGIVQSSNJMAG 

LSARLQLFLEHRPFPVFELTAN 

GCPTKGLQGEIQAQESEFSPVC 

NHSPGVIQAELKQGPSGVPEILP 

QLNSCPTKGTCRYYPEGSRLPS 

AGTINKGPRLGFSRKGDHSLTS 

GAPLYVGKESKVHFRAYEDPG 

v ixcnrs.V-.VJ IV^Vjivc.r 1 L. L /\ IN IV] IS, K. 

HVLIHTNIRAYQCHLCYKSFVQ 
KQTLKA H MI VHSD VKPFKCKK 
SFTAQGNSAPQEDAGSQGE/PV 
CLL/CPNWGQRKGRAWRHLRH 


9408 


39776 


A 


9468 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 
PS V VLLDDLDL I AG LPA VPEHE 
HSPDAVQSQRLAHALNDM1KE 
FISMGSLVALIATSQSQQSLHPL 
LVSAQGVHIFQCVQHIQPPTMQE 
QRCEILCNVIKNKLDCDINKFT 
DLDLQHVAKETGGFVARDFTV 
LVDRAIHSRT ^RO^TvTTRFk'I VI 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


9409 


39777 


A 


9469 


2 J 


1844 




9410 


39778 


A 


9470 


3 


772 


VPNPYTLLSQIPEEAEWFTVLD 

LKDVFFCIPVHPDSQFLFAFEDP 

LNPMSQLTCTVLPQGFRDSPHL 

FGQALAQDLSQLSYLDTLVLQ 

YVDDLLLAACSETLCHQATQA 

LLNFLATCGYKVSKEKAQLCS 

QQVKYLGLKLSKGTKALSEECI 

QPILAYPHLKTLKQLREFLGITG 

FCRIW/NFQALLLERPVLQLCTC 

ATLNPVTFLPDNE\EEYMCQQ1 1 

SQTYATRGDLLEVPLTDPDLNL 

YTDGSSFVEKGPQKA 
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SEO n> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


941 1 


39779 


A 


9471 


1 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAElNRQVGQKL 

GLSNGGQELHAVSLEQHLLDQ1 

R1VFPICAIFPVWVDQQTY1FIQI 

VALIPAASYGRLETDTKLL1QPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKJvQETSWG 

LTE1NAFKNMQSKVVPL 


9412 


39780 


A 


9472 


2 


1658 




9413 


39781 


A 


9473 


1 


617 


MCSWTAPVSSILTHPNWPVLR 

MAGLTGCASVAMKKKIEHNCQ 

QVIAQTFTTRGDLLE1PLTDPGL 

NLYTDGSSFVEKGLRKAGYAV 

VSDNGILESNPLTPGTSAQLAEL 

IALTWAPELEEGKRVKRKKA1 

WREREFLTSEGTPIKHQEA I RRL 

LLAVQKPKEVAVLHCRGH/QE 

GNCQVDIEAKRATRSQVARGH 

KICDFPSCSYR 


9414 


39782 


C 


9474 


587 


715 




9415 


39783 


A 


9475 


96 


269 




9416 


39784 


A 


9476 


1 


1398 




9417 


39785 


B 


9477 


1 


1 152 




9418 


39786 


A 


9478 


3 


241 




9419 


39787 


C 


9479 


202 


534 




9420 


39788 


A 


9480 


108 


199 




9421 


39789 


A 


9481 


125 


352 




9422 


39790 


A 


9482 


2 


325 


RRSLALSPRPDCGLQWHNLGSL 

QAPLPGFTPFSCLSLPSSWDYRR 

PPPRPANFLYFLVETGFHLVSQ/ 

SGLDLLTS\DPPASASQSAGITG 

VSHRARPQNLFFKVRCPE 


9423 


39791 


A 


9483 


184 


383 


LGLQ\WRNLGSLQAPLPGFTPFS 
\CLSLPSSWDYRRPQPRPANFFF 
FVFFLVKTGFHLVSQG\G\LDLL 
TS*SHPASAFQSAG\1IGVSHRRP 
AITLQF 


9424 


39792 


A 


9484 


1 


416 


MGRSFLGGGSTLMLLGGGQLH 

ILTPSFPSWTETGNYTCEFCGKQ 

YKYYTPYQEHVALHAPIRNSA 

KDDHRSASILSENRGSHQ/SHAS 

CHHHYHCHYYHQHHHCLHHH 

SYH H H HCH H H RGMWRNWDTV 

LWIHQTQPVQD 
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SEQ ID 

NO: 


SKQ ID NO 
of peptide 
sequence 


Met 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino ack 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9425 


39793 


A 


9485 


3 


534 


GRRQRRSRHLLHRRQDRQSAP 
GSGSKIPQKAKVKLAADEDDDD 
DDEEDDFDDEETEEAPVKKSIQ 
DTPARNAQKSDQNGKVSKPSS i 
TPRSKGOESFKKOFkTTPkrTPkT^ 

PRSVEDIKTKMOAS1 FK A HHTV 
LGTTVGN1PLRGGNOF iCFHr, A a 
GVWFGKFCiVORkTirink'rM rwn 
VTSGS 1 


9426 


39794 


B 


9486 


44 


924 




9427 


39795 


B 


9487 


41 


2197 




9428 


39796 


B 


9488 


67 


1507 




9429 


39797 


A 


9489 


134 


311 




9430 


39798 


A 


9490 


5 


1545 


EKIQINTI/KNDKGILPLDPTEIQI 

T1REYYEHLYAHKLENLEE1DK 

FLDIYTLPRLNQEELESLNRKPN 

TACSNLRDGSLLLGDGHGSSIQ 

AAIEVVGAGSVATKGRGRQDD 

TDPSNRYHRPPYSQEEKEQCITL 

LLSWCLGDSQGPQCRPQLSLQE 

LRREFTVSLHLARKLLSEVRGQ 

AHRFVSPPNAAGAGDGQTPNPF 

WPPLTDLAPQAESHLPGVNLYL 

LPLGEQLPDVSLTFQAWRRLSV 

KCTAVRAYQTTRVVETSSCRL 

HVKGASNASTHRSPKEVTQGT 

NKSERRTRETQRAIRERNMAGC 

CTC ATD VL VTLQSLM EG LA LQ 

PQRTRALLLGSASIKASCAVTI1 

LMSENLGKGCSKKSEGM VRRY 

AKHKXQEIKPYYQRKSPSLERG 

OEEKKVGREDRFGSFNnYl VP. 

PSNISEARNRLPECGRMril r.W 1 

ARLFLGDRRSSTPSFASYDPSSL 

VTYGHRRSCRVSDIRVPRLGPN 

VGGPCKGTGIDLQCEREKKNEE 


9431 


39799 


A 


9491 


32 


2123 




9432 


39800 


A 


9492 


1 


911 

1 
< 
1 

1 

^ 

( 

T 
i 


MSTLKGLIIK1IISVMIASEFILEE 

RI KTGLNA AKHCFAAPSQA ASH 

TISRP1PMPIRSASACSTPTHTPQ 

DSLTGVGGDVQEAFAQSSRRN 

LRNDLLVAADS1TNTMSSLVKE 

LNSEVGSETESNVDSEFARTQF 

EDLVPSPTSEKAFLAQIHARKP 

3 Y 1 H SG ATTSTM RGDM VTG\D A 

SPYVQPEDENYENDSVRQLEN 

5LQMEEYLKQKLQDEAYQMPL 

^ptkkeihmedflsslpegaiaq 
:prtfipdcrrkgasysqtddes 
simktgddgepcghteeedssl 
\aaspkrgtttpsss i 
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SKQ in 


SKQ 10 NO: 

\J 1 UCIIIIUi 

sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X =, Jnknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


9433 


39801 


A 


9493 


2 


2233 




9434 


39802 


C 


9494 


477 


737 




9435 


39803 


A 


9495 


2 


746 


GQATHFMAKEV*QWAHAHGIH 

WSYRVPHHPEAAGLIEWWDCL 

LKSRLQCQLG DNTLQA WGKVL 

QKAVYALNQCPIYGTVSPIDR1 

HGSRNQRVEVEVEVAPLTITPS 

DPLAKFLLPGLTTLCSAGLQVL 

V PEGG M L PPG DTTTI PLNRK LR 

LPPGHFGLFLPLSKQAKMRVTA 

LAVVIDLDYQDEISLPLHNGDK 

EEYARSTGDPLERLLVLPCPVIE 

VNGKLQQHNLGRTTNGPDPLG 

MKVWVSPPG 


9436 


39804 


A 


9496 


70 


532 


HVALLMPLQNSRSFSGYGFAYP 

ARNTFSKTT1HGLKECLIHHHGI 

PSS1ASDQGTRFLPKEV/RKWAH 

AHGIHWSYHVPHYPEAASP/HS 

DPLAKFLLPVPTTLCSAGLAVL 

VPEGGMLPPGDATMIPLNLSSR 

SHLGMPTTSLKVVRMCSKDKY 


9437 


39805 


A 


9497 


51 


408 


CVPEPRTPSLG FQT/HPA A H APG 

AQAPGSAH/DRLSSAGPGSRAA 

PRAPWRPWTIGYSESQPTVL\RP 

GQPWPGRGVSGSSAPSVPSALR 

GPPRSSRPSCCTWWCLWRCRH 

RDLGRDINFTL 


9438 


39806 


A 


9498 


3 


618 


SSCAFSHRSSRPSRCHTVRRSTA 

PCAAS*HSSRAPKRHWALPGSS 

G * SAVRETPSTH W* P*TLPR WRT 

ALRPSQ*PRPRVFRVRKPCSSRP 

PTITRCALASAQ*SCAA\PTSSLA 

QRKSSRSPRRTATTWGTARRSR 

AHAVPAGRSPAPSASPAPPQAP 

RAWSAAAPASPSRLSSAGRGRQ 

AAPRAPWRLRGPPRSCRPTCCT 

WWCP 


9439 


39807 


B 


9499 


215 


293 




9440 


39808 


C 


9500 


I 


1170 




9441 


39809 


C 


9501 


25 


481 




9442 


39810 


A 


9502 


27 


265 




9443 


39811 


A 


9503 


2 


326 


GRVGGRVGSDLGRGDMAKRT 
KKVGIVGKYGTRYGA/SRVRK 
MVKKIE1SQHAKYTCSRCGKT 
KMKRRAVGI WCCGSCMKTVA 
GG A WTYNTTS A VTVKS A 1 RRL 
KELKDQ 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequenee ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9444 


39812 


A 


9504 


2 


1125 


R VG RPPL PPRPTH PRRKPLPPNN 

VTGKPGSAGIISSGPITTPPLRST 

PRPTGTPLERIETD1 KQPTVPAS 

GEELENITDFSSSPTRETDPLGK 

PRFKGPH VRYIQKPDNSPCSITD 

SVKRFPKEEATEGNATSPPQNP 

PTNLTVVTVEGCPSFVILDWEK 

PLN DTVTEY E V I SRENG SFSG K 

NKSIQMTNQTFSTVENLKPNTS 

YEFQVKPKNPLGEGPVSNTVAF 

STESADPRVSEPVSAGRDA1WT 

ERPFNSDSYSECKGKQYVKRT 

WYKKFVGVQLCNSLRYKIYLS 

DFLTGKFYNIGDQRG\HGEDHC 

QFVDSFLDGRTGQQLTSDQLP1 

KEGYFRAVRQEPVQFGEIGGHT 

QINYVQWYECGTTIPGKW 


9445 


39813 


A 


9505 


2 


385 


REAGSGGNDNFARRRNFSG\RG 

G\FGG\SRGG V WI WVAVGDG Y 

NGFG\NDGSNFG\GGGSY\NDF 

WENTNKSGLQNFGPHEGGEIFG 

GQKLLAPYGGWRPNTFAKPTK 

PQGG\YGG\SSSS\SSYGKWPEDF 


9446 


39814 


A 


9506 


945 


2313 

< 

( 
< 


TRVLLESRAGSQQSEGEASWQ 

RGYARPSCQAAISFPEHRRALR 

ALWAGDCRVADAGPGSSSSTPP 

SPPSLPKTSVSLGFLCFKKSLAA 

SCASGRERQLEA*VWASQPLSP 

TQWSEGQLGVRVWASQPLSPT 

QWSEGQ/PGGPSVGISTSLTYPV 

EGRT/GWGPECYVFCMLHRLPE 

QHDCTFDHMGRGREEAIMKM 

VKLDRKVGRSCQRIGEGGQED 

DVVASILVSMQPHSPRTPSPHLP 

YSKFKDFSSCNCARQGWKEMG 

AC VQRPS A VLGGTRPVS VQA K 

QPLPCFLLGASALGSCGTGLGV 

KDRDIDR1VVMSVMKILRGNQR 

PSGDEQARGQRARJEGLGGLGV 

RjRACREQWAVLCPLVHRNWV 

CVSSFLIASQSNSPQQQHNCCY 

\NNSPQQEEGMVGRQAETFLL 

3GVRNRKPVWGVGRGLQGSH 

3QHIQGAVSSPSSPKKGVSKRE 


9447 


39815 


\ |9507 ; 


3 < 


S84 
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SEQ ID 

NO: 


SEQ 11) tNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last siniino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9448 


39816 


A 


9508 


15 


513 


R1RLEGLWGSSKTVTNLCSKCFA 

DFQKKQPDDDSAPSTSNSQSDL 

FSEETTSDNNNTSITTPTLSPSQ 

QPLPTELNVTSPSKEEYSQSENE 

ASPVKRPRLLENTERSEETSRSK 

QKSRRRCFQCQTKLELVQQEL 

G\MCRCGYVFCMLHR1.PEQHD 

CTFDPHGAVAGR 


9449 


39817 


A 


9509 


818 


1455 


SDYITRDGASFTKALLTWKNPV 

PNFF WK KDTFKL WGEV I RSTM 

WKT/DQSPSAAWMGGFGAQPP 

QGQAPPPVIPPPNQAGYGMASY 

QTQ1LPSPHILAVFMLPERGPNP 

DPKRGFLDLARKNLGNWVST1T 

FLSRFPGVQVLQEFVVPGTMPL 

LRPLELPMHFNPHFSTALASL1A 

DELYLLPQLSVSQMGESFPSFD 

MMAICAQASTNRLWMP 


9450 


39818 


A 


9510 


1 


1132 


MMEDDGQPRTLYVGNLSRDVT 

EVLILQLFSQIGPCKSCKMITEH 

TSNDPYCFVEFYEHRDAAAAL 

AAMMGRJC1LGKEVKVNWATTP 

SSQKKDTSNHFHVFVGDLSPE1 

TTEDIKSAFAPFGKISDARVVK 

DMATGKSKGYGFVSFYNKLDA 

ENAIVHMGGQWLGGRQIRTNW 

ATRKPPAPKSTQENNTKQLRFE 

DVVNQSSPKNCTVYCGGIASGL 

TDQLMRQTFSPFGQIME1RVFPE 

KGYSFVRFSTHESAAHAIVSVN 

GTTIEGHVVKCYWGKESPDMT 

KNFQQVDYSQWGQWSQVLGN 

PKPSDXRYMANGWQVPPYELY 

GQPWNQQAFGVXDQSPSAAWM 

SGFGA\QPP\QGQAPPP\VIPPPN 

QAGYGM\ASYQTQ 


9451 


39819 


B 


9511 


1 


1212 




9452 


39820 


A 


9512 


1 


1032 
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SKQ ID 

NO: 


SKQ JD NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9453 


39821 


A 


9513 


17 


976 


SGRP/GGPGGPGMGKPRCF/RGE 

VFGIVIRGPGFPPGGRGRGR\GR 

GARGGKGPRJKGLGCPSTKLG\ 

RLVKDH*RSKFPWRRSIYSYSG 

PLKESE\IIDF\FLGGLLSKDEVFE 

RLCQVQEPEPVPGQRHQGSRHF 

VAAGNYQWPTVGSGVLKCSQE 

A^WPTAHPVGPIILAKLLHSSPC 

AEGYWGEQSIGKAP/HTVPCQ/ 

VWTGRCGSVLVRPHPWHPRGS 

vj i v Jnr v /-v \ivrv L» l, ivi i vl/-\ vj 1 \_j \_j y^, \ 
TXSARGPTATI CiYNJF A RT A T\FP\ A I 

SKTYSYLTPDLWKETVFTKSPY 
QEFTDH L V KTHTR V S V QQTQ A 
PAVAYNIGFLYKKNKVN 


9454 


39822 


A 


9514 


1 


866 




9455 


39823 


A 


9515 


1 


1793 


MAAAAVSGALGRAGWRLLQL 

RCLPVARCRQALVPRAFHASA 

VGLRSSDEQKQQPPNSFSQQHS 

ETQGAEKPDPESSHSPPRYTDQ 

GGEEEEDYESEEQLQHRILTAA 

LEFVPAHGWTAEA1AEGAQSLG 

LSSAAASMFGKDGSEL1LHFVT 

QCNTRLTRVLEEEQKLVQLGQ 

A EKRKTDQFLRDA V ETRLRM LI 

PYIEHWPRALSILMLPHNIPSSL 

SLLTSMVDDMWHYAGDQSTD 

FN WYTRRA MLA A I YNTTEL VM 

MQDSSPDFEDTWRFLENRVND 

AMNMGHTAfCQVKSTGEALVQ 

GLMGAAVTSPRSRRGGWWPLG 

EMPYANQPTVRITELTDENVKF 

IIENTDLAVANSIRRVFIAEVPII 

AIDWVQIDANSSVLHDEFIAHR 

LGLIPLISDDIVDJCLQYSRDCTC 

EEFCPECSVEFTLDVRCNEDQT 

RHVTSRDLISNSPRVIPVTSRNR 

DNDPNDYVEQDD1LIVKLRKGQ 

ELRLRAYAKKGFGKEHAKWNP 

TYAGVAFYFYDPHNAI RHTVWP 

KPEE\WPKSEYSELDEDESQAP 
YDPNGKPERFYYNVESCGSLRP 

HEIQSDVLT1N 


9456 


39824 


A 


9516 


3 


176 


FFFFFAETNSK*ITYQNIHIMVEI 
FQNSIFWDLYTKDKQ1RGQEAA 
RREKRGLGRPL 


9457 


39825 


A 


9517 


1485 


1679 


RVGDAGHDDPGKPGPPGAGHR 
PEG*TGAHSLRAGLPACRAEPA 
GPGRAREGSKAPGHCAEELLQ 



1239 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEO "> 

NO: 


SEO H> NO: 
of peptide 
sequence 


Met 
had 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


9458 


39826 


A 


9518 


1 


232 


FFFFETESCSVAQAGVQWCDLG 
SLQTLPTG/SSRHSPASAFRVARI 
TGARYHVRLIFVFLVQTGLHHL 
GQADFDLLTS 


9459 


39827 


A 


9519 


1 


2408 


GTLVTKVAPVSAPPKVSSGPRL 

PAPQIVAVKAPNTTTIQFPANLQ 

LPPGTVLIKSNSGPLMLVSPQQT 

VTRAETTSNITSRPA VPAN PQT 

VKICTVPNSSSQLIICKVAVTPV 

KKLAQIGTTVVTTVPKPSSVQS 

VAVPTSVVTVTPGKPLNTVTTL 

KPSSLGASSTPSNEPNLJCAENSA 

AVQINLSPTMLENVKKCKNFLA 

MLIKLACSGSQSPEMGQNVKK 

LVEQLLDAKIEAEEFTRKLYVE 

LKSSPQPHLVPFLKKSVVALRQ 

LLPNSQSFIQQCVQQTSSDMVI 

ATCTTTVTTSPVVTTTVSSSQSE 

KS1IVSGATAPRTVSVQTLNPLA 

GPVGAKAGVVTLHSVGPTAAT 

GGTTAGTGLLQTSKPLVTSVAN 

TVTTVSLQPEKPVVSGTAVTLS 

LPAVTFGETSGAA1CLPSVKPV 

VSFCWDHI\CICPVIGTPVQIKLA 

QPGPVLSQPAGIPTGSSSXKQLFS 

LFHVVQQPSGGNEKQVTTISHS 

STLTIQKCGQKTMPVNTIIPTSQ 

FPPASILKQITLPGNKI LSLQASP 

TQKNRJKENVTSCFRDEDDIND 

VTSMAGVNLNEENACILATTsfSE 

LVGTLIQSCKDEPFLFIG A LQKR 

ILDIGKKHDITELNSDAVNLISQ 

ATQERLRGLLEKLTAIAQHRMT 

TYKASENYILCSDTRSQLKFLE 

fCLDQLEKQRKDLEEREMLLKA 

AKSRSNKEDPEQLRLKQKAKE 


9460 


39828 


A 


9520 


1 


637 


MLSNVKRGRKLPNGTWAHDL 

VTPPTASLLLLLTEPAMPSVAFC 

HSILIVTKGGVKRTRVPPPNMSS 

GARTGNPLKVKHISFKTGDELIF 

LDPHTTQTFVDTEENGTGNDQT 

FHCLQSPQR\MNILNLDPSVALG 

FFCKEEKDFDNWCSLVQKEILK 

ENLRMFELVQKHPSHWPPFVPP 

AKP\EVTTTGAEFI\DSTEQL\EEF 

DLAEEDFEILSV 


9461 


39829 


A 


9521 


3 


176 




9462 


39830 


B 


9522 


1 


792 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibJe nucleotide insertion) 


9463 


39831 


A 


9523 


2 


486 


NGHVGLGVKCSKEVATAIRGAI 

ILAKLSIVPVRRGYWGNKIGKP 

HTVPCKVTGRCGSVLVRLIPAP 

RGTGIVSAPVPKKLLMMAG1DD 

C YTS ARGCTATLGN FA K ATFD 

AISKTYSY\LTPDLLKE\TVFTKS 

P\*QELTDHLVKTHTRVSVQRT 

QAPAVATT 


9464 


39832 


B 


9524 




2991 




9465 


39833 


A 


9525 


3 


263 


K H EN WST A RQSLH ACSRVT WQ 
NRLRLSNKWMPSHVLCLLPS/H 
MTLQPANLSSLLITPPEFGPKIA 
SPICTSCSVNFPRTLISPFSHC 


9466 


39834 


A 


9526 


1022 


1201 




9467 


39835 


C 


9527 


1 


924 




9468 


39836 


A 


9528 


2 


837 


WKNCLEKRSMLTMHR1LES*D* 

RQE/ILERHDAKYHSPKAEEKQ 

MKHKAGSQIVKKEEAKLALAL 

EGFCRFRNHHQTGFSPAGATQR 

GPLVAILSGPGGEGQSAVARJLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAWPPFRL 

FLPH KG F A D WG PTINQ DFRL LG 

QPSVARFLNFSQGPAGEGQSAV 

A RLPGH PFITQP YPI LPG Y A A AG 

MQALARRRPILMFDSLSSNFCH 

SSAYYHLFRRSNQAFKGTNNCL 

K KITPRPA THRST V V I H t 


9469 


39837 


A 


9529 


3 


1137 

1 


APAPSPVGSGSCCLSHMFFHPPS 

RANRAFVDXYAPMDEIQNAEIN 

SQVRRYLEGTLDEIDVRNPSVT 

TMLSQPGPPSPGHTPTHALLAS 

EPHVNGCKTVSTVHEDYSGSSE 

SSNDESDSEDTDSDDSSIPRNRL 

QSVVAVPKNSTLPMEETSPCSS 

RSSQSYRHYSDHWEDERLESRR 

HLYEEKFESIASKACPQTDKFFL 

HKGTEKNPEISFTQSSRKQIDNR 

LPELSHPQSDGVDSTSHTDVKS 

DPLGHPNSEETVKAKIPSRQQE 

ELPIYSSDFEDVPNKSWQQTTF 

QNRPDSRLGKTELSFSSSCEIPH 

VDGLHSSEELRNLGWDFSQEKP 

STTYQQPDSSYGACGGHKYQQ 

NfAEQYGGTRDYWQANGLLGS 


9470 


39838 


A ! 


mo 


1 


1857 
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SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9471 


39839 


A 


9531 


I 


989 


MEDWKVRGHQEKTLAFEVQSF 

SCSERETTLVLLLRSPAVPQLLL 

HGLCGPDLSTKAAQCHFKAIW 

QSLGNTLGAVSDQATPGHVKS 

LPPGALISRQGRGQFCSVDAVF 

LLHDSPELPSSLPHGASLPLASS 

DKQAEQTWLGAVGSVQCTSIT 

ACPRDLEDRPHLTEHPPAGVHC 

GQNPCPCHLIFTLYSKSLPLDLA 

CRI WDVFCRDGEEFLFRTALGI 

LKLFEDILTKMDFIHMAQFL'RR 

LPEDLPAEELFGPSIATIQMQSR 

NKKWAQEPGHELEWPDRSFRP 

RVLACPMGSREHRLQPACSGST 

GQGHTICALFPETCCQSPIFQDA 


9472 


39840 


A 


9532 


2013 


2270 




9473 


39841 


A 


9533 


3 


744 




9474 


39842 


A 


9534 


190 


991 


SVLSNKQNHCSQTAPPPPPPAA 

SGSRGWVWGLFWGLAAILEGS 

TGADWSQLPHSCCPSLLVPHVL 

SVVPLRPPHRDFPVEDVFTLPV 

YFSSDWLNEFWDALDVDDYRF 

VYAGPAGSWSPFHAD1FRSFSW 

SVNVCGRKKWLLFPPGQEEAL 

RDRHGNLPYDVTSPALCDTHL 

HPRNQLAGPPLEITQEAGEMVF 

VPSGWHHQVHNLDDTIXSINHN 

WVNGFNLANMWRFLQQELCA 

VQEEVSEWRDSMPDWHHHCQ 

VIMRSCSGIKL 


9475 


39843 


A 


9535 


1 


885 


MKRRAVMGPPQVQAWKALDL 

WESSQVMEGKAVVPMGRNPM 

MRKATQGQLENSPALEKLLPPL 

QGNVGFAFTKEDLTEVRDLLL 

ANKVPAATRAGAIGPCEVTVPA 

QNTGLGPEKISFFQALGITTKIS 

RGTTE1LSDVQLIKTGDRVGAS 

EATLLNTPN1SPFSFGLVIQQVF 

NNGSIYNPEVLDITEETLYSGFL 

EGVRNVAS\CLQTGYPPVASVP 

PSII/NGYKGCLALSVETDYTFPP 

AEK1KTFLADPSAFVAAAPVAT 

TATA A P AAA A A PTKFEN EESEE 

LDEDMGFGLFD 
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SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9476 


39844 


A 


9536 


65 


988 


RTAVMPREDRATWKSNYFLK.il 

QLLDDYPKCFIVGADNVGSKQ 

MQQIRMSLRGKAVVLMGKNT 

MMRKAIRGHLENNPALEKLLP 

HIRGNVGFVFTKEDLTEIRDML 

LANKVPAAARAGAIAPCEVTVP 

A QN TG LG PE KTSFFQ A LG 1 TTK I 

SRGTIEILSDVQLIKTGDKVGAS 

EATLLNMLNISPFSFGLVIQQVF 

UNUM YNrtV\LD\I I bbTLHSRF 

LEGVRNVASVCLQIGYP\TVAS 

VPHSIINGYKRVLALSVETDYTF 

PLAEKVKAFLADPSAFVAAAPV 

AAATTAAPAAAAAPAKVEAKE 


9477 


39845 


A 


9537 


1 


993 


MREIALTQTRQCGKKIGAKVGI 

RGSEVPAPAYWVAREDVGSGS 

GLGGGWYVPCAVLVDLEPVT 

MDSLRSGPFGL1FRPTTSSLKLIE 

NADKTFCIDNEALYDIYSRTLK 

LPTPTYGDMNHLLSATMSGVT 

MCLGFPGQLNADLQKLSVNMV 

PFPRLHFFMPGFAPLTSRGSQH 

YQALTVAELTQQMFYAKNMM 

AARDPRHGRYLTAAA1FQGRM 

PMREVDEQMFN1QDKMSSYFA 

UWhFDN VK 1 AVCDIPPRGXLKM 

SGSFIGNNAAiQELF\QCVSEQF 

TA MFRRKA\FLH WYTG EG\MDE 

\MEFT\EAESNMND\LVSEYQQY 

QDATAQGGGG 


9478 


39846 


A 


9538 


231 


881 


SSLSGTKVGSLPFRLLHWMPVS 
YSS VTTRY YHRAG A EEGKDR1 1 
FVTKKDHETPSSAELVADDPND 
PYEEHGLI LPNGNIN WNCPCLG 
GMASGPCGEQFKSAFSCFHYST 

CCIIVtj^L/L^ V LK^r KAMi^bClvlHK. 
YPDL YPOEDEDEEEEREKK PAO 
QAEETAPIEATATKEEEVDQVNE 
GHKALSTSPFGVDLLQKALSSP 
SKKVSFCCPVHYNIQNMLF 


9479 


39847 


A 


9539 


1 


804 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


9480 


39848 


A 


9540 


2 


3337 


SSLLEKMTSSDKDFRFMATSDL 

MSELQKDS1QLDEDSERKVVK 

MLLRLLEDKNGEVQNLAVKW 

LGVPLGAFHASLLHCLLPQLSS 

PRLAVRKRAVGALGHLATACS 

TDLFVELADHLLDRLPGPRVPT 

SPTA I R T L1QCLGSVG RQ AG H RL 

GAHLDRLVPLVEDFCNLDDDE 

LRESCLQAFEAFLRKCPKEMGP 

HVPNVTSLCLQYIKHDPNYNY 

DSDEDEEQMETEDSEFSEQESE 

DEYSDDDDMSWKVRRAAA 


9481 


39849 


B 


9541 


1 


3178 




9482 


39850 


A 


9542 


190 


284 


LNAQPGTRRLWPAEIRPPPRRL 
GKGGQQVSHHPPISCFYCECEE 
KRLCVNTHVWTK*T 


9483 


39851 


A 


9543 


62 


280 




9484 


39852 


A 


9544 


1 


1452 




9485 


39853 


A 


9545 


2 


998 


ITAGATPEERVICFVEYYLTAFH 

EGRKGALAKKPYNP1IGETFHC 

SWEVPKDRVKPKRTASR/PLLP 

AVMNTQWPMTLPKSYKLRFVA 

EQVSHH PPISCFYCECEEKRLC V 

NTHVWTKSKFMGMSVGVSMI 

GEGVLRLLEHGEEYVFTLPSAY 

ARSILTIPWVELGGKVSINCAKT 

GYSATVIFHTKPFYGGKVHRVT 

AEVKHNPTNT1VCKAHGEWNG 

TLEFTYNNGETKVIDTTTLPVY 

PKK1 RPLEKQGPMESRN L WRE V 

TRYMRLGDIDAATEQKRHLEE 

KQRVEERKRENLRTPWKPKYFI 

QEGDGWG1LQSPLESTLMGLEV 


9486 


39854 


A 


9546 


12 


740 


HFFLYKKLIPFVLKNCMFHFSP 

VRGTVVTNDRWGAGSICKHGG 

FYTCSDRYNPGHLLPHKWENC 

MTIDKLSWGYRREAGISDYLTI 

EELVQPLVETVFSAGNPLMDMG 

PHLDGTIVSVVFEERLRQMGSW 

LKVNGEAIYETYT\WRSQ\NDT 

VTPDVWYTSKPKEKLVYAIFLK 

WPTSGQLFLGHP\KAILGAT\EV 

K\LLGHGQPLN WI FFG DKMGIM 

\VELP\QLT\IHQMPCKWG\WAL 

A\LTNVI 


9487 


39855 


B 


9547 


1 


627 




9488 


39856 


B 


9548 


47 


504 





1244 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9489 


39857 


A 


9549 


2 


379 


VDLVREFIERQ/HAKNRYYYYH 
RQYRRVPDITECKEED1MCMYE 
AEMQWKRDYKVDQEI1NIMQD 
RL KA FQQQS Y RA TQQG HPQ A A 
SGGGSWRPLLQIFSLAASSASV 
RPG TS WQNC RPPG PDLG K Q 


9490 


39858 


B 


9550 


49 


707 




9491 


39859 


A 


9551 


3 


1162 




9492 


39860 


C 


9552 


342 


581 




9493 


3986! 


A 


9553 


3 


513 


LLPHKPL AG FFKA Y LPSEPPR V 

YVSSFWPQ/EYKPDTHQELFLQ 

EEIS/LLEDLNQVIENRLENKI/A 

FIRQHAIRVRIHALLLARGLDPF 

1GPRRDWLVYPAVTGAVAFGF 

VEGLDPSQEHPRFQGTQDNVSK 

DESTRKEQSVRLVGCGADDRK 

PRDLQILDRDRKGPELVQ 


9494 


39862 


A 


9554 


1 


1365 




9495 


39863 


A 


9555 


771 


1536 


PRPLSL WSREAG KG VQDC YIDN 

SQLCRKCDLCPTGSPQSLPPYAS 

IPPTPSPTIK/DPPSTQMV/QKET 

DKGVNN EPKSGNIPQLCRLQA V 

GG G E FG P AR VR VPFS LSDLKQI 

KIDLGKFSDNPDGYIDVLQGLG 

QCFDLTWRDIMLLLNQTLTPNE 

KSAVITAAREFGNLLYLSQLRH 

WPVTLQPSAVPTPDSGTYDTKE 

CKIVQSVEMSMEVMIAVMSVQ 

RQQGKQTQQQPLLVVVRSAEP 

AEESVPHKSSTRGAS 


9496 


39864 


A 


9556 


220 


249 


P*N**PSTLTTGTGSTTT*QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LGKFSDDPDGYIDVLQ 


9497 


39865 


A 


9557 


2 


385 




9498 


39866 


A 


9558 


84 


849 


PRPLSL WSREAG KG VQDCY1DN 

SQLCRKCDLCPTGSPQSLPPYAS 

IPPTPSPTIK/DPPSTQMV/QKET 

DKGVNNEPKSGNIPQLCRLQAV 

GGGEFGPARVRVPFSLSDLKQI 

KIDLGKFSDNPDGYIDVLQGLG 

QCFDLTWRDIMLLLNQTLTPNE 

KSAVITAAREFGNLLYLSQLRH 

WPVTLQPSAVPTPDSGTYDTKE 

CKIVQSVEMSMEVMIAVMSVQ 

RQQGKQTQQQPLLVVVRSAEP 

AEESVPHKSSTRGAS 


9499 


39867 


A 


9559 


66 


197 


RQWKG*KFVFQKM*DLGKYLQ 
RQLFCLSSLVQPPWPVPTEIYP 


9500 


39868 


A 


9560 


1 


2340 




9501 


39869 


B 


9561 


1 


1776 
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BNSDOCID: <WO_0175067A3_IA> 
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PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liou 


SEQ ID NO: 
in 

09/540.217 


Nucleotide 

codon for peptide 
seq uence 


Nucleotide location of last 
codon for lust Amino iicid 
of peptide sequence 


Amino ;icid sequence { X=Unkno>vn, 
*— Stop codon. /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9502 


39870 


A 


9562 


1 


1349 




9503 


39871 


B 


9563 


107 


769 




9504 


39872 


A 


9564 


329 


2042 




9505 


39873 


A 


9565 


51 1 


1631 


HFGNHERTSKVMGNVPRKTKT 

PLRR1LENWEQFDPQTLRKKRLI 

FFCSAAWXPPEGSINYNTILQLD 

LFCRJ<GKWSEVP*VQTFFSLRD 

NSQLCKKCDLCPTGSLQSLPPY 

PSIP\TPSPLNKDPPSTQMVQKEI 

DKRVNSEPKSANIPQL*PLQAV 

GGRJEFGPARVHVPFSLPDLKQI 

KTDLGKFSDNPDGYIGVLQGLG 

QFFDLTWRDIVMSLLNQTLTPNE 

RSATITAARELGDLWYLSQVN 

DRMTTEERERFPTGQQAVPSAD 

PH* DTESEHGDWCCRHLLTCVL 

EGLRKTRKKLAVNFSVMSTVTQ 

GKEENPTAFLERLREALRKHTS 

LSPDSIEGQLILKIKFITRSAADI 

RKQTSKVHLRPGAKLKTPY 


9506 


39874 


A 


9566 


15 


178 




9507 


39875 


A 


9567 


3 


826 


RQLGTRNFLNGTKAKA FELSYL 

EKVPEGKDTVHKQSLLHHVGT 

MGGENFPDSSDLYSEIGAITRSA 

KDDFDQLQDNLCQMERRCIAS 

WDHLKA1AKHEMKPLLKQRMS 

ELLKDCAERIIILKIVHTRJINRF 

HSFLLFMGHPPYAIREVTMINKFC 

RIISEFALEYRTTRERVLQQKQK 

RANHRERNKTRGKMITDSGKF 

SGSSPAPPSQPQGLSYAEDAAE 

HGEHEGCAENLVPLQESPAHTF 

SIVSAVFLLIP*HPVY*FKSVTPF 

LGKEQPL 


9508 


39876 


A 


9568 


1 


670 





1246 

BNSDOCID: <WO 017S067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9509 


39877 


A 


9569 


1 


2426 


MPKPSLEAGSCPRLEFPVEDAQ 

PVIKGEEFTPPPPNSYLALGDIST 

EEWDLEVAQEYQERMPPQRAA 

LICVFSWNLGRSLPAPAMRRPC 

QNFCVALSTFAGDPEPESEAEP 

EAEAGAGQVADEAGQDIASAH 

EGAETEVEQALEQEPEERASLS 

EKERQNEGVNERDNCSASSVSS 

SSSTLEREEKEDKLSRDRTTGL 

WPAGVQDAGVNGQCGD1LTNK 

RFMLDMLYAHNRKSPDDEEKG 

DGEAGRTQQEAEAVASLATRJS 

TLQANSQTQDESVRRVDVGCL 

DNRGSVKAFAEKFNSGDLGRV 

FNAPQGLGWSQVPRGQPTFTK 

KKKTI RLFWNRN/VG LLTGH/G 

KNNRRCREFLWSKLEP1KVDTS 

RLEHLFESKSKELSVSKASKLV 

RPLFILTSACPFLSFPWKAPLHS 

STRQLHRG LS AQER WRCSG I RG 

MECLNGKGPLESRNPAYRKSE 

GTRQTGAGDMKDGVWQGVPA 

TPDTPQGMCT VCT VSFA IMDGL 

NVNSVGPLPFHEVAEPLLDLKE 

GIDQLDYTLGFFFLVSMLSGGG 

LLGGSASAKAFELSYLEKVPEV 

KDTVHKQSLLHHVCTMVVENF 

PDSSDLYSEIGAITRFHSFLLFM 

GHPPYAIREVNINKFCRJISEFAL 

EYRTTRERVLQQKQKRANHRE 

RNKTRGKMITNCVRHCVRMFS 

GSSPAPPSQPQGLSYAEDAAEH 


9510 


39878 


B 


9570 


164 


346 




9511 


39879 


c 


9571 i 


160 


339 




9512 


39880 


A 


9572 


54 


212 


SFPSVVLWKDLQNLKIQVPGL1 

LLGVGLISVPGGRI*LLRTGSRK 

PISQVCP 


9513 


39881 


C 


9573 


48 


185 




9514 


39882 


A 


9574 


2 


551 


ADRRGAVYPRSRDGGGVRGPC 
AMATSVLCCLRSCKDRGTGH1P 
LKDMLSVHMDTQHMGTDVVI 
VKNGRKIFGTGGCLASAPLHQN 
KS YFEFKIOSTG 1 WG IO V ATOK 

VNLNQIPLGRDMHSLVMKNDG 
ALYHNNEEKNRLPANSLPQEG 
D/VVDDSAILDCQFSEFYHTPPP 
GFEKILFEQQIF 


9515 


39883 


A 


9575 


'S 


655 
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BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


MeC 
hod 


SKQ ID NO: 
in USSN 
00/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9516 


39884 


A 


9576 


131 


1066 


SHSSSAAAHPLGLLP1AAQSLA 

VFIEPWSQASSRGQLQ/VSAPGI 

WGIGVATQKVNLNQIPLGRDM 

HSLVMRNDGALYHKNEEKNRL 

PANSLPQEGDVVLCWSNNGHS 

LCKEESLSPILPTSDGEERRRXR 

K K RKRKKRKQKQQQQQE A A A 

PAEADAEATAAEAAVEEAAAR 

KEEEEEGEEGEGNGEEEEEKLAA 

AAARGDWSQQEKACKSSLQAI 

LFGHAKLEPGRLPRPTQCRVEA 

TVLVGTNSPLDNPLWSISWSLW 

QKPVGTSQQQPLGLWTR£FPLE 

GHLLTRNETFTEATPLIPEIGML 

SQMMSEEHI 


9517 


39885 


A 


9577 


1 


2363 


ELQRD1EKHSTGVASVLNLCEV 

LLHDCDACATDAECDSIQQATR 

NLDRRWRNICAMSMERRLK1E 

ETWRLWQKFLDDYSRFEDWLK 

SSERTAAFPSSSGVIYTVAKEEL 

KKLFEAFQRQVHECLTQLEL1NK 

QYRRLARENRTDSACSLKQMV 

HEGNQRWDNLQKRVTSILRRL 

KHFIGQREEFETARDSILVWLTE 

MDLQLTNIEHFSECDVQAKIKQ 

LKAFQQEISLNHNKIEQIIAQGE 

QLIEKSEPLDAAIIEEELDELRR 

YCQEVFGRVERYHKKLIRLPLP 

DDEHDLSDRELELEDSAALSDL 

HWHDRSADSLLSPQPSSNLSLF 

ASLQPLRSER\SGRDTPG\SVDSI 

PLVEWDHDYDLSRDLESAMSRA 

LPSEDEEGQDDKDFYLRGAVG 

LSDVMIPESPEAYVKLTENAIK 

NTSGDHSALESQIRQLGKALDD 

SRFQIQQTENIIRSKTPTGPELDT 

SYKGYMKLLGECSSSIDSVKRL 

EHKLKEEEESLPGFVNLHSTET 

QTAGVIDRWELLQAQALSKEL 

RMKQNLQKWQQFNSDLNSIW 

AWLGDTEEELEQLQRLELSTDJ 

QTIELQI KKLKELPESC WDH R\K 

AIILSrNLCSPEFTQADSKESRDL 

QDRLSQMNGRWDRVCSLLEE 

WRGLLQDALMQCQGFHEMSH 

GLLLMLENIDRRKNEIVPIDSNL 

DAEILQDHHKQLMQIKHELLES 



1248 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


9518 


39886 


A 


9578 


2 


3248 


ENAVGSWTDDLTQLSLLKDTL 

SAYfSADDISILNERVELLQRQW 

EELCHQLSLRRQQIGERLNEWA 

VFSEKNKELCEWLTQMESKVS 

QNGDILIEEMIEKLKKDYQEEIA 

IAQENKIQLQQMGERLAKASHE 

SKASE1EYKLGKVNDRWQHLL 

DLIAARVKKLKFTI VAVOOI n 

*S I— > I n IX V IX l\ |_, Jx I_, 1 l_0 V AY V WW 

KNMSSLRTWLAHIESELAKP1V 
YDSCNSEE1QRKLNEQQELQRD 
IEKHSTGVASVI NI CFVI I Hnr 
DACATDAECDSIOOA 


9519 


39887 


A 


9579 


2 


194 


CSTSLMIREMQIKTTVRYHLTS 

ARMAHKKSKANSRCWHGCGEH 

GTLLHCCNLWKERNVSYVSA 


9520 


39888 


c 


9580 


105 


215 




9521 


39889 


A 


9581 


1 


210 


IVIMOl 11 I_j rx L/ 1 V,^ IVl/A IN IX n 1 VI i . Ix V, ,„^> 

XTLLMIREMOIKPTVRYHI T^AR 
i v ' i 1 1 ix o ix \no iv vv n v_j vj c n vJ l 

LLHC ! 


9522 


39890 


C 


9582 


48 


182 




9523 


39891 


A 


9583 


3 


225 




9524 


39892 


A 


9584 




549 




9525 


39893 


A 


9585 


367 


971 


GVCLLGAPAGRRGSLLSLGSLR 
GQGSYLSKNVAVPSEATTVREL 
HP**TSLQRPPSDPGGWVVLGF 
P\CNQFGHQENRQ\NE\EILNSLK 
VRSGPGGGFFAOI Hfi^Rl^rPV 
\NG\SGAHPI FAFI R\FAT P\VP> 

> 1 ' VJ VkJVl J \ 111 l_y I / V I L/ IV \l_y/A Li I \ V 1 ij 

DDG PRA L * PTPKL I\T WFSG VF A 

TIVAWNFFEKJFLWGPDGVPLR 

RYSRVAFQT1DIEPDIEALLSQGP 


9526 


39894 


A \ 


9586 


1 


129 




9527 


39895 


A 


9587 


1 


406 


PTVCERELCVFAFQTLGVMNE 

A A DEI ATG AQV VDLL VSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9528 


39896 


A 


9588 


2 


634 


SSNRSHIVKLPVNRRLKFMHTP 

HQFLLLSSPPAKESNFRAAKKL 

FGSTFAFHGSHIENWHSILRNGL 

VVASNTRLQLHGAMYGSGIYL 

SPMSSISFGYSGMNKJCQKVSAK 

DEPASSSKSSNTSQSQKKGQQS 

QFLQSRNLKCMALCEVITSSDL 

H K\HG EI WGCPPI/SDH VCTRFFF 

VYEDGQVGDAN1NTQEGGIHK 

EILRVIGNQTATG 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9529 


39897 


A 


9589 


3 


3623 


FGVCARGCLDSAGPWTMSRAL 

RPPLPPLCFFLLLLAAAGARAG 

GYETCPTVQPNMLN VHLLPHT 

HDDVGWLKTVDQYFYGIKNDI 

QHAGVQYILDSVISALLEDPTR 

RFIYVEIAFFSRWWHQQTNATQ 

EVVRDLVRQGRLEFANGGWV 

MTslDEAATHYGAlVDQMTLGLR 

FLEDTFGN DGRPRVAWH 1 DPFG 

HSREQASLFAQMGFDGFFFGRL 

DYQDKWVRMQKLEMEQVWR 

ASTSLKPPTADLFTGVLPNGYN 


9530 


39898 


B 


9590 


1 


3839 




9531 


39899 


B 


9591 


1 


513 




9532 


39900 


A 


9592 


1 


233 


KQELTMEPPKQSTSFLVLQEILES 
EN KG DPNKPSG F RSWKA P VTK 
VAAS1GNAQKLPMCDKCGTVL 
QQASAAAFSLSV 


9533 


39901 


A 


9593 


3 


469 


LTVARSEHKVWSPLVTGEGKR 

HPYKNfNLASEPQEVLHIGSArTN 

RSAMPFNASPASSTTARVITNQ 

YKNPAGLYSSENISNFNNVASSL 

VIDKESEVYKMLQEKQELNEHP 

KQSTSFWVLQEILESEEKGDPN 

KPSGFRSVKAPVTKVAASIGNA 


9534 


39902 


A 


9594 


1 


1146 


MTTQQ1 DLQG PG PWGFRLVGR 

KDFEQPLAISRVTPGSKAALAN 

LCIGDVITAIDGENTSNMTHLE 

AQNRIKGCTDNLTLTVARSEH/ 

KKVWSPLVTEEGKRHPYKMNL 

ASE\PQEVLH1GSAHNRSAMPFT 

ASPASSTTARV1TNQYNNPAGL 

YSSENISNFNNC/ALESKDWLPA 

GVEANSRPLDHA\QPP\SSLVID 

KRJLKVYKMLQEKQE\LNE\PPK 

QSTSFLGFCQEIL\ES\EEKGDPN 

KP\SGFRSV\KAPVTAKVA\ASIG 

KCSRKFAFCVDKCWHLGFLGV 

F\LKLR\DRHRHP*VFMCCTADC 

GHQT*KQKGPFLLWMDQ\IYCE 

ESMAPGSEVNTHPEG\YESGST 

VFPPSGAQQDLDPLFLPAGLLL 

KLFLLKCSGPLSLS 


9535 


39903 


A 


9595 


65 


353 
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J 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9536 


39904 


A 


9596 


1 


1974 


NfNGVPVGAQKRVDKEEVKNG 

AIAELFSEDWSDCAYKANEVSR 

IRPLEESELLYPILGQSKLFVLSG 

EWSQSSEEASEEVAVTLIYQLA 

ESPTV1CAQIWQGCAKQALEKL 

EEKRTSQGDPKESPTMLPTFLL 

MN LLSL AGD V A LQQL VHLEQ A 

VSGELCQRRVLREEQEHKTKDP 

KEKNTSFETTMEEELGLVGAA 

DDTEAELIRGFCKJVIELLDGKQT 

LAAFVPLLLKVYNNSGLYSNPD 

LS A A A SPTLGKFCM I STTFCN SQ 

PHLLFTMLEKSPLPIVRSNLIVA 

TGDLAIHFPNLVDPWTPHLYAH 

LQDPAQPVWKTVGLVMTXHLIL 

KDMVKVKGQSKAL/RKMLGNF 

DCFGDKLSDESIFSSFLSVMGKL 

QHGAKPEGKAIIDEFEQKLQAC 

HARGLDGIEELEFNQAGSQRAP 

TA KKPSTVCRHQPL A S A A S DN 

DFVTPEPRRTTHRHPNTQQRAS 

EKKPKVVFSSDESS1KTEVEGLG 

YNIKLRVATQRLSFVWVMNIA 

EGESAVLVTVAWPECEVAVMG 

SLGSAARGTGKRLQGEGNLQL 

NFVTIATXLEVSWTELGGGCVS 

ALFASVGTKREKAGFYQGCSF 

ASNIMKRGRVKEVEDVQKRJLI 

KMTVEFNLAWSSLPPHMAMN 

GDQGGDRVTHESFLRCMTLMR 


9537 


39905 


A 


9597 


785 


5049 


ACRSRMAPQMYEFHLPLSPEEL 

LKSGGVNQYVVQEVLSIKHLPP 

QLRAFQAAFRAQGPLAMLQHF 

DTIYSILHHFRSIDPGLKEDTLEF 

LIKGVYGSGVVSRHSQELPAIL 

DDTTLSG SDRN AH LN ALKMNC 

YALIRLLESFETMASQTNLVDL 

L>LOOKUpwIvAK 1 IvAAHGFDWE 

fcbK(^PIL(^LL 1 C^LLQLDIRHLW 

NHSIIEEEFVSLVTGCCYRLLEN 

DTIXIU AVXID DTD C A 1TUI I / a 

PI INH^KJVIKr 1 KbAl 1 HLLGVA 
L I KYNHMLoA 1 VK1 




J77UO 


p 


7J70 


1 1A 






9539 


39907 


A 


9599 


1 17 


235 


KIAAPOI HVFI PF1 PFPNyfRPPAP 

WQPLPEPLELRP\RLSD 


9540 


39908 


B 


9600 


1 


732 




9541 


39909 


C 


9601 


1 1 


420 




9542 


39910 


B 


9602 


1 10 


928 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


9543 


399! 1 


A 


9603 


1 


868 i 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWR1G 

EAADLVGVSLRLSEMPRKQGD 

YRTRI WKFEDGLSNVLVIQLNK 

LIICVMCLDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIYFT 

CWPGLDIIPSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDVI VIDSAPNLGIGT1NVV 

CAADVLIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDD 

PTGNRTVQLTWQPLPEPLELAC* 


9544 


39912 


A 


9604 


1036 


1 1 19 




9545 


39913 


C 


9605 


I 


513 




9546 


39914 


A 


9606 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

M RDPNTKRSRG FG F VT Y ATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SGDGYNGFGNDGSNFGGGGSY 

NDFGNYNMQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


9547 


39915 


A 


9607 


1 


286 




9548 


39916 


A 


9608 


1 


1674 




9549 


39917 


B 


9609 


531 


744 




9550 


39918 


A 


9610 


1 


818 


YTsfRAMFHPHAVNKiALSLNNK 

NPXRSKVLFLELLAAVCLVRGG 

H KLF YL A FDNFKEVCGEKQRFE 

KLMEHFRJsIEDNNIDFMVASMQ 

FINIVVHSVEDMNFRVHLQYEF 

TKLGLDEYLDKLKHTESDKLSX 

VQIQAYLDNVFDVGALLEDAE 

TKNAALERVEELEENISHLSEK 

LQDTENEAMSKIVELEKQLMQ 

RNKELDVVREIYKDANTQVHT 

LRKMVKEKEEAIQRQSTLEKKI 

HELEKQGTIKIHKKGDGD1AILP 

VVASAHCPWGQKW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9551 


39919 


A 


961 1 


1 


937 


MALLTLKQQQNEDLQDISHFTT 

TRTPRQGTPVQKEKSEETRLEW 

ARRMLFIRDQHSTKGKVVKRM 

RGFLVGLVYCDKQSGALESLLC 

LWNVSGNTTLSSLVEIGSKAAL 

GLVCGEKQRFEKLMEHFRNED 

NNIDFMVASMQFINIVVHSVED 

MNFRVHLQYEFTKLGLDEYLD 

LLDTKSTDRKQTLLH Y I SN V VK 

EQYHQVSLFYNELHYVEKAAA 

VSLENVLLDVKELQRGMDFTK 

REYTMHDFTNTLLKEFILNNEGK 

LKKLQDDAKIAQDAFDDVVKY 

FGENPKTTPPSVFFPVFVRFVKA 

YKQAEEE/NMELRKXQEQALM 

EKLLEQEALMEQQDPKSPSHKS 

KRQQQELIAELRK\RQVKVDNR 

n v i c-uivuu/\iL/L'i 1 1 v oLtfN V LL 

U V IVCl^v^tVvJlVIL^r 1 rv rv C, Y I 1V1 ri YJ 

rfNTLLKEFILNNEGKLKKLQDD 

AKIAQDAFDDVVKYFGENPKT 

TPPSVFFPVFVRFVKAYKQAEE 


9552 


39920 


C 


9612 


47 


286 




9553 


39921 


A 


9613 


1 j 


423 





BNSDOCID: <WO_017S067A3_IA> 



1253 
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SEQ ll> 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9554 


39922 


A 


9614 




2015 


MPSVSKAAAAALSGSPPQTEKP 

THYRYLKEFRTEQCPLFSQHKC 

AQHRPFTCFHWH/FPQTRRRRRV 

PLGRRDGTFNYSPDVYCSKYME 

ATGVCPDGDECPYLHRTTGDT 

ERKYH VVRYYKTGTCI H ETDAR 

GHCVKNRLHCAFAHGPLDLRP 

PVCDVRELQAQEALQNGQLGG 

GEGVPDLQPGVLASQAMIEKIL 

SEDPRWQALLPVALLRHRVAH 

FSDANFVLGSYKTEQCPKPPRL 

CRQGYACPHYHNSRDRRJRNPR 

RFQYRSTPCPSVKHGDEWGEPS 

RCDGGDGCQYCHSRTEQQFHP 

EGPVRESGVRGVFCVQSRRPW 

LQTPVSGTQLKWSWHHVGHSR 

TINPEGDKPSRLGPAPENIKRGN 

DFACDGRADAAGMAPHVCVFP 

1YKSTKCNDMRQTGYCPRGPFC 

AFAHVEKSLGMVNEWGCHDL 

HLTSPSSTGSGQPGNAKRRDSP 

AEGGPRGSEQDSKQGVRAHGV 

YVFEQNHLAVFAAVHPPAPSVS 

SSVASSLASSAGSGSSSPTALPA 

PPARALPLGPASSTVEAVLALE 

PTPSSPTSSAVQGVAGELGMGS 

GGQGCWSHVVGALAAVPAWT 

HSGDLEWDPSTIRTRVNVGGGP 

AARPAMTLAREPQLLVVGGCP 

TRNCSGPAASPQQLLDDAGQG 

G RG E RDSSQRPL RPQTTH RQ DT 


9555 


39923 


A 


9615 


2 


609 


1HSLCVSPCLSPCHCLSLSPASLL 

VSFFCCLFLMTLFPSLCVCGSLP 

VHLLPSL/HFLSQVLNEYFrfNV 

CELDLVFNFYKVECFPLKSPVV 

PESKEIGSQVDGQSRMEQRSPA 

HTNRENDIAREGGSEETHSKPG 

KGNLEFRFRCSHLQLGECPIPP 

WQKERTIAQGPEPEARAAVPA 

GRHDTRHAVNAGCALIGSLRRP 

WGGA 


9556 


39924 


A 


9616 


60 


277 




9557 


39925 


B 


9617 


43 


354 




9558 


39926 


A 


9618 




309 


GGGQGR.PGAGGQGRSDGGGQ 

GSPGGGSQGSPGGSGGVGQGS 

RGGQGKPGGGGGQGSPDGGGR 

PLAGGASGRRGSRGQAQ/CPISV 

SATHLAF 


9559 


39927 


A 


9619 


36 


363 
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SKQ1D 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* 5 =Stop codon, /=possible nucleotide 
deletion, \=possible Nucleotide insertion) 


9560 


39928 


A 


9620 


1 


512 


MLMPGLSACVRDCVAFLQAVV 
LGDPSPAAQCQDTWTLAASAD 
GTCKAVGTEDGSVYFISVYDKE 

ory v v I I rv/A rLOCojv vVri V V Y U 

QQGIFLLVGTAEGKVFIINANSS 
SSFQ1IGFT/DGGQRHFTDIHSVS 
FRNRHSGSDGAFLASRSREKQV 
G D VHTA Y ITATSFHNLC 


9561 


39929 


A 


9621 


1 


822 


MKLGV/QVVITDHEKLDQ1RQR 
ESDMTKERIQKI LATGAN V I LTT 
GGIDDMCLKYFVEAGAMAVRR 
VLK/RIAKASGATILSTLANS\KA 
HTSASIILRGANDIMCGEMERSL 
HDALCVVKRVLESKSMVPGGG 
AVEAALSIYLENYATSMGSQKE 
LAIAEFARSLLVIPNTLAVNAA 

OD^THI VTI^FR A FHlsJF AOVKTP 
KJLJO I VJV-i V 1 M IvAr rl JN M,f\\£ V l\r 

FHfOJI KWIGI HT ^NPiFRrinMK' 

C-I liViN LIV W IVjl^I^LolNOorvVjL^lN JV 

OAnMFFPTIVK'Vl^^T fcTFATF A A 
v<f a\ vj ivj rcr 1 1 Vfvv KoLNrA I M,t\t\ 

ITILRIDDLTKLHPESKDDKHGG 
YEDAVHSGALND 


9562 


39930 


B 


9622 


625 


1162 




9563 


39931 


A 


9623 


202 


402 




9564 


39932 


A 


9624 


350 


652 


^AnnYPononvHpnpPFT paai 
GRLGHTLREHGHHLLRYHRPG 
HMGRRPLPCRMGHREPGSLH* 
QDCPRAWQWCWPHRPGHLQD 
VPPPGIHLQRLSQPGP 


9565 


39933 


A 


9625 


83 


1503 


SWNTPYNHWATKQ/LSSHYSR 

GG AK YEG E A VKQSL VES YTHP 

NSNETERSANIDTVMNWFTKE 

DFDFVTLCYREPDNVGHRFRPE 

AENRKLMIQQIDRTIRPWDDHR 

EEETQCQQDPLSNYIKFMDLVK 

FDIVGYGGFGMPLPKLGQEEAL 

YQALKNAYPHLHIYKKEGFPEH 

FHLAKHDRVLPIVMYANFGYSI 

NGISLLYFYTHLCDKYFNVHFF 

HEPLSLWRAQTTPSLSHRYISLV 

RHMDATNLDASEAQLPGSPYP 

DS A PG PAN LDSTQDLPQRR LS W 

P Y PRPRPPN A H PG P ALQP A PRTL 

LLTLPPGPAPSLPPRTALGPPPL 

QSRPGFRPVSRQRCGPAHFMAP 

EENAGTELLLQSFERRFLAART 

I R^FPW/onnrsnp apdpap.i at 

Llxorr w yuuUutv\ci\r AULAu 

VQGQTGWVSVLKPPALLPREFL 

GSPRSGPRDPVPVPGAWPKSLA 

PLLPRELAAEDEGVSTALGGQT 

RARCGVQFTIIFTTF 


9566 


39934 


B 


9626 


1 


1 177 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9567 


39935 


A 


9627 


1 


283 




9568 


39936 


A 


9628 


1 


708 


MPKGKEAKGKKLALAPAFVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTCFVKWPRYIRLQW 

QRSILYKQLK\PETKQEKKWRL 

LAQAE/SVGKGDLPMKRLPVFR 

AGVNTVTTFVDNKKAPLVVTT 

HDMDPIELTVFLPVLCHKMGA 

TCC11KGKARLGCLVHRKTYTT 

VDFTQVNSEDKGALAKLVEAI 

GTNYNARYDETHCHWDGNVL 

GPKSVAHIAKLEKAKAKELAT 


9569 


39937 


A 


9629 


1 


836 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRVPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRL\QRQRA1LYKRLKEPPA1N\ 

QFTQAL\DRQTATQLLKLAHK\ 

YRP\ETKQEK\KQRL\LARAEKK 

AANGKGDVPTKRPPV/LFRAGV 

KQPSPPLVE\NKESFSLVVISH\D 

VDP1ELVVFLPXALCRKMGVPY 

CIIKGKARLGRLSXHKKTCTTVA 

FTQVNSEDKG A LAKL VEAIRTN 

YNDRYDEIRRHWGGNVLGPKS 

VARIA1CLEKAKAKELATKLG 


9570 


39938 


A 


9630 


3 


119 




9571 


39939 


B 


9631 


1 


711 




9572 


39940 


B 


9632 


97 


942 




9573 


39941 


A 


9633 


1 


588 




9574 


39942 


A 


9634 


1 


1029 




9575 


39943 


A 


9635 


1 


1031 


MADQKEARHSASQWKCFVGFL 

SFRGHMQVAWEADRCKGPGRP 

LLAEALQDLWPSPRRSQRDPVP 

ERPCRRPQQSPLPRFGSLSAPLH 

RENNFIKDFPQLADGLLVIPLPV 

EEQCRGVLSEPLPDLQLLTGDIR 

YDEAMGYPMVQQWRVRSNLY 

RVKLST1TLAAGFTNVLKILTKE 

SSREELLSFIQHYGSHYIAEALY 

GSELTCIIHFPSKKVQQQLWLQ 

YQKGFLGEPKK1LGSSLPRRTQF 

LWKNNHLITKQTVSILSCGEAFI 

LRKGQQISFSSDSQLLSELEFLR 

PGAGDQSLPTHLVKVIPFPPQFS 

L/LCEMGTFILFCNrNCAWGRG 

RGERYSQSC 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9576 


39944 


A 


9636 


-» 

-5 


4091 


FASASAVSAAASSSSFATAATA 

AAARSTAAPPAMAAAGARLSP 

GPGSGLRGRPRLCFHPGPPPLLP 

LLLLFLLLLPPPPLLAGATAAAS 

REPDSPCRLKTVTVSTLPALRES 

DIGWSGARAGAGAGTGAGAA 

AAAASPGSPGSAGTAAESRLLL 

FVRNELPGR1AVQDDLDNTELP 

FFTLEMSGTAADISLVHWRQQ 

WLENGTLYFHVSMSSSGQLAQ 

ATAPTLQEPSEIVEEQMHILHIS 

VMGGLIALLLLLLV 


9577 


39945 


A 


9637 


2 


398 


SDARVDALNKIKIWERIKKHLE 

GHSTNLSLDIAKLKEQIFEASQA 

HLTLMPGTGVLEGAADRLSAS 

NPLKWIKTLGSSVISMMIVLLIC 

VVCLCVVCRCRS*LLREVAHRD 

KAAFAFIALQHCEGEHVGNST 


9578 


39946 


A 


9638 


201 


495 


WKKTLMPGTGVLEGAAN/GLA 

AINPLKWIKTLGDSVISMMIVLL 

IC/VCLC1VCRCRSRLLREVAHC 

DKATFAFHSEKMWYFGFCFCN 

NSLRVIASSCIH 


9579 


39947 


A 


9639 


3 


409 


GIYILHQKKTWEKALLLAACAIV 

AIENPADVSV1SSRKTGQKATPL 

FAAVTGATLVAGCFTPRTFSNQ 

ISAAFREPQLLVVTDPRADHQP 

LTEASYINLPTIALCYTDSPLHYV 

GLAIQCNNKGAHSGGLTCNLS 


9580 


39948 


A 


9640 


3 


438 




9581 


39949 


A , 


9641 


288 


489 


SFRPLSVLGDCVVRGPTKPSGK 
CSPASRSLFVRRHILLLHPQGLH 
NLDQNKATPPPQPLXGHQTCAC 


"JoZ 


J77JU 












9583 


39951 


A 


9643 


1 


209 


SPSTTAVCCPPRPSIDFHSSGSSR 
VSAALLIQ/QRFPLPLWIGLKAR 
HCSCGLRQRQVSWQETEEDGK 
AG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9584 


39952 


A 


9644 


28 


925 


PEAGTRSWREPDPEDLRRFLLS 

AACRSFPQWLPGGGGGQVSSC 

SDTDVPYLLLAVKSEPGRFAER 

QA V RETRRKPTSVG I RLLFL LGS 

PVGEAGPDLNSLVAWESRRYS 

DLLLWDFLDVPFNQTLKEP/VL 

WLPGWAGPCPTGSFVLRAQDD 

AFVHTPA.LLAHLRALPPASARS 

LYLGEVFTQAMPLRKPGGPFY 

VPESFFEGGYPAYASGGGYV1A 

GRLAPWLLRAAARVAPFPFED 

VYTG LC1RALGLVPQAHPGFLT 

AWPADRTADHCAFRNLLLVRP 

LGPQASIRLWKQLQDPRLQC 


9585 


39953 


A 


9645 


i 


1612 


MIFVVIILMVVLSPEGGSGLDSS 

PFLSEANAERIVQTLCTVRGAA 

LKPYPPTGPNFRYSHGVPPHLF 

AYFPPGSTVSQDNSFISPQLQHI 

FERVRQSADFMPRWQMLRVLE 

EELGRDWQAKVASLEEVPFAA 

ASIGQVHQGLLRDGTEVAVKIQ 

YPGIAQSIQSDVQNLLAVLKMS 

AALP AG LFAEQSLQ ALQQEL A 

WECDYRREAACAQNFRQLLAN 

DPFFRVPAVVKELCTTRVLGME 

LAGGVPLDQCQGLSQDLRNQIC 

FQLLTLCLRELFEFRFMQTDPN 

WANFLYDASSHQVTLLDFGAS 

REFGTEFTDHYIEVVKAAADGD 

RDCVLQKSRDLKFLTGFETKAF 

SDAHVEAVMILGEPFATQGPYD 

FGSGETARRIXQDLIPVLLRHRL 

VSP\PEGDLWPWHRKL\AGAFL 

ACAHLRDHIACRDHKPGHLPPL 

LGQSPARRSHCRQPPHQRGTPG 

WIPHDSLHGGFSPQSRPYPAVV 

PLIPSPSALGQRSPLGLPSLAWL 
SSLAQELRJPGAGELPTSCPRSC 
TSPLESEVSEN 


9586 


39954 


A 


9646 


930 


1 123 


GVRRDGSSASVTVGQPCRDTSL 

AFETVAGPYLA*KT*TSGKPGS 

D*RASKVAGGVQNGTRTTAT 


9587 


39955 


A 


9647 


719 


1346 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amine* acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9588 


39956 


A 


9648 


1 


823 


MKKVLIAALIAGFSLSATAAETI 

RFATEASYPPFESIDANNQIVGF 

DVDLAQALCKE1DATCTFSNQA 

FDSLIPSLKFRRVEAVMAGMDI 

TPEREKQVLFTTPYYDNFALFV 

GQQGKYTSVDQLEGKKVGVQ 

NGPTHQKFIMDKHPEITYVSDE 

SYQNAKLADLQNGCAARAAPG 

SRRYGGWTIQASTARPSDVLLT 

ADSVSFAVRSRGAAATAYHRC 

CLSGVMVNAATACEHSTASQG 

RASRTVTDSADPHPRSVRRRAS 

FRRSG RG FCGTVR 


9589 


39957 


A 


9649 


583 


730 




9590 


39958 


C 


9650 


333 


439 




9591 


39959 


A 


9651 


2 


171 




9592 


39960 


A 


9652 


1 


826 


MGGLFWRSALRGLRCGPRAPG 

PSLLVRHGSGTIMGVFVAVGTI 

PVPSRVPCIEADTLKPGGPSWT 

RERTLVAVKPDGVQRRLVGDV 

IQRFERRGFTLWGMKMLQAPE 

S VL A EH YQ\DLRRKPFPPCPSSR 

YMSSGPVVAMVWEGYNVVRA 

SRAMIGHTDS\AEAAPG\TIKGV 

\Jr o V M 1 o KIN V 1 tl A o V \h,<ji Al^K 

EI\QLWF\QSSELVSWA\D\GGQH 

SSIHPGLRLRAALTTPSPTQDPT 

YPPLARTPSPTSKPALSPNPLTS 

PVSPLAPPQAQREF 
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SEQ »l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9593 


39961 


A 


9653 


144 


1650 


NCETTTKGSAILRNVDPSTLLPL 

RRAGSSPGLM\PVEEEME1DEEK 

QMKGFLDDSERMAFLVSLHLG 

AAERWF1LQMEVGEPLSHENKS 

FLRRSQGIYDSLSEIDILSAVLC 

HPKQGQKSVRQYATDFLLLAR 

HLSWSDAILRTRFLEGLSEAVT 

TKMGRIFLKVAGSLKELIDRSL 

YTECQLAEEKDSPGNSSQVLPT 

ACKRNNEEAMGNELSSQQQTE 

EHQHVSKRCYYLKEHGDPQEG 

LHDHLGQSTGHHQKAHTNNVA 

ATKKV VQQLQLEAG LNSVKVS 

QAATEPQTIISPPNALQEPSGIE 

WEQFPKAQIPSEPQENLCPFVST 

MNSIKGLHEDYQGNAGKVLST 

VPGRRYALQNLGTAIVQGEER 

KQSSLCPGEEGKRHELRSGSHS 

LVMKHAMVLFNVGFETKDQIH 

LPTRLGMAEVETLCIYAKQLPH 

KLIAKLRLLKGTRPLSLNNEHIL 

THPGLEGWLHTEFFRILSlNTvlKY 

HLSAYLVQSIVLHVMGFHRKT 


9594 


39962 


A 


9654 


8 


440 


VFERSTPPTLETVRSKQEWETR 

LNGVRIMKKNVRDQFNSHIQL 

VRNGAKLSSLPQIPTPTLPPPPSE 

TSCFRCFNPVPLWLLGCPSPLG 

RQTGEDPGEAADPVPTVQ*GPD 

DQHSSADQDSTYHHGRPDHGG 

TYPVGCCTTGRT 


9595 


39963 


C 


9655 


89 


389 




9596 


39964 


A 


9656 


1 


184 




9597 


39965 


B 


9657 


I 


942 




9598 


39966 


A 


9658 


424 


614 


NDGPDWGGRRRETDVNRKRGF 
KISKTLYLYSDIYSCHVHFYYIG 
NVCIESLYSNVRK*NYVYY 


9599 


39967 


A 


9659 


1 


717 




9600 


39968 


A 


9660 


103 


374 




9601 


39969 


A 


9661 


1590 


2051 


SYPVSEERSQAEQPSSNPYSHFT 
STPIRDRLHASGVSTQSLSGSSD 
ALLHWAGHNAHGYAQCRSPLL 
VFPNPEPCPFPAQPAFLTPSWLP 
WQK*PWLGFPCQPPRSTHAPCR 
LHPTSP\GLGGVKASAETPRPQP 
V D/ETG E DPG E A A DP V PT VQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


9602 


39970 


A 


9662 


1 


2912 


MAQALPWLLLWMGAGVLPAH 

GTQHG1RLPLRSGLGGAPLGLR 

LPRETDEEPEEPGRRGSFVEMV 

DNLRGKSGQGYYVEMTVGSPP 

QTLNILVDTGSSNFAVGAAPHP 

FLHRYYQRQLSSTYRDLRKGV 

YVPYTQGKWEGELGTDLVSIPH 

GPNVTVRANlAAITESDKFFrNG 

SNWEGILGLAYAE1ARPDDSLE 

PFFDSLVKQTHVPNLFSLQLCG 

AGFPLMQSEVLASVGGSMIIGGI 

DHSLYTGSLWWTPI 


9603 


39971 


A 


9663 


1 


902 


MSAKEKGKFENMAKADKVHY 

VREMKTYIPPKQETKKKFKDPN 

APKRPPFS/SEYCPKIKG\EHPGQ 

STGD V AKKLGEM RTN SAADDK 

WPYEKKAAKLKEKYRJCDTAV 

YRAKG K PD A AKKGD V KA EKS 

KKRKNEKDEEDEEEDEEEDEE 

DDDNEYADNECTGFSGFVYKT 

FNSPVHNSLFLNVEIHALGFDEL 

LES1FCILLVVEVFSLQKGVAML 

EEVVVNGERSGRSLPWLPAAPS 

LPVPVPLGLRHPPSQSDNHSLQ 

LTFLTALRLLRPRLGAVLEETV 

EDGRTKTNLPDENSVPFSPET 


9604 


39972 


A 


9664 


146 


733 


LNMGKGDPKKPRGKMSSYAFF 

VQTCREEHKKKHPDASVNFSEF 

SKKCSERWKTMSAKEKGKFED 

MAKADKARYEREMKTYIPPKG 

ED/TKKKFKDPN\APKRPPSAFF 

LF\CSEY/RAPK1KGEHPG\LSIG\ 

DVAEETGEEMW\NNTAADDKQ 

PYEKKAAKLKEKYEKD1AAYR 

AKG KPD A AKKG V V K AEKRSTR 

PR1PDL 


7UVJ 






7UUJ 


-J A 


JJ7 




9606 


39974 


C 


9666 


418 


555 




9607 


39975 


B 


9667 


550 


1717 




9608 


39976 


B 


9668 


I 


1705 




9609 


39977 


B 


9669 


328 | 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9610 


39978 


A 


9670 


5 


1215 


IIVLPKMSMPVVSAQLTITSIPP 

WAVE/WGNVTLSVQG I PQN L 1 S 

YNWLRGATTNQVTRJ LNFNFFS 

HGYTLGPAHTGRETGRADGSLI 

11DVRASDNGIYTLHLISSGE\KV 

A1MLCYLSLLVAPWHFHKTPR 

WRPPWGPRAASQRASCSQPQS 

WSSGCSK/VSQAALYIQK1PEQP 

QKNQDLLLSVQGVPDTFQDFN 

WYLGEETYGGTRLFTYIPGIQR 

PQRDGSAMGQRD1VGFPNGSM 

LLRRAQPTDSGTYQVA1TINSE 

WTMKAKTEVQVAEKNKELPST 

HLPTNAGILAATI IGSLAAGALL 

ISCIAYLLVTRNWRGQSHRMAT 

TEKPELG PA HDA GDN NIYEVM 

PSP VLL V SPI SDTRSIN PA RPLPT 

PPHLQAEPENHQYQQDLLNPDP 

APYCQLVPTS 


9611 


39979 


A 


9671 


1 


558 


EGGLRTPSNPYHVDISQTKPCH 

♦TNHCIQKEYSKNYGKYEEGNE 

MFFKEFNQYLTSALNITLESS1 L 

LQIKHIIRNCLLSVEPAISTKHLP 

\YQSFQLFGFDFMVDEELKVWL 

IEVNGAPACAQ*ACTSLCFYKW 

EVGSAVG1VCGYKCSHFDCCEG 

GCHSDRRPLGGLYLAGGFAESL 

PFLFPRV 


9612 


39980 


A 


9672 


1 


534 


MVGVDVTFKV1SREERQTQRL 

GSSSPKRCPLEQEFEHEYSSFFG 

RNCLLSVEPAISTKHLPYQSFQL 

FGFDFMVDEELKVWL1EVNGA 

PACAQSPAKSL/CATSSSLFLSPP 

PWTCQQHSRQPTALAELLSCH 

GWTRGAGQACLWAFVLSVTC 

VWNPHHHYHHHHQPYRGWLL 

LYQNIL 


9613 


39981 


A 


9673 


624 


805 


SGGHPGHWLPPNPMASPGATT 
PVGEG/ELQYASLSFQMVKPWD 
SRGQE ATDTECSEI K 1 H R 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoti for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9614 


39982 


A 


9674 


1 


1005 


MENRRKVKGEWIAVPQPVKEL 

RGVLTMAATTLSKTREILRGKCF 

QLTSPTGNEPSHLSWTPRKRSR 

DGHPGCPDPLAASGARPLRSSS 

A FA A A A A DSGSTVQV WDKG V 

LR V A D V WSTIEP VTH VNLG WA 

AKVGPIISHGSAVISAFSKEGMF 

RIFSERKTLLAKLRDFQNTQLR 

KLFSEMEKAAGRSQSGVSFGQ 

KGLGDRACEEMSENPQKGRKK 

PKAPQEVSFRENGNWKTPVSIFF 

oris. 1 rKJSJs.iv^r o\lsJifcLivlo\oL)\L. 

VN DPLEXAGH KASG SKKKRK FS 
K\EEPV\SSGPEEAAGKSSSKKK 
KKFHKASQED 


9615 


39983 


A 


9675 


1 


2742 




9616 


39984 


A 


9676 


1 


405 


MADIPQEARQYRHKQAYAYSI 

QGEGVEDDDERIVRFHTRWPL 

V<>INALKjI VAtYlNuYHVVrALA 

G SPKDA DDTSIYMFYQKVG DN 

SIDSWKNAGR/VLKDSDKFDAN 

DPILKDQTQEWSGSATFTGSVF 

LAFGCYSK 


9617 


39985 


A 


9677 


3 


642 


GKGLFDDEDEESDLFMEAPQD 

RQAGASVKEESSSSKPGKKIPA 

GAVSVFLGDTDVFGAASVPSLK 

EPQKPEQPTPRKSPYGPPPTGLF 

FFS A PHSKPSKTRK VQSTADIFG 
nPFr^ni tzvtzv a\/ acdc ata/cat 

P\C"\.TV A p A TTl/'I/A/TI CVCl^XI! i/n 

JJcINKAIwVIlK.KV I LbYoKNLKP 
SSETKATQKGLFSDEEDSEDLFS 
SQSASNLKGASLLPGKLPTSVS 
WFDDEDEEDNLLGVQ 


9618 


39986 


B 


9678 


175 


1422 




9619 


39987 


A 


9679 


1 


3096 


MVTHQQPAARKPNMTSKKPKP 

MGPKAHGIFSGTRKNNLEIYMD 

QTRTGIAKT1CLSKNNKSGGMT 

LPDFKLYYKA1VAKIACGGSMY 

NSDTDEDEETEPSSSGQQIIENSI 

TMMKMKLLKAKMKNMNLSKK 

HITQVSDEEEDDDGCDLFADSE 

is pcvnicniccxiTD DV dcd dtcc 
AIJfcLfAAKJKULJA VVjKVLlttr I 1 
Vol tl^lJIvKOrvINv^L/A Y 1 gOvjEo 
I lis. 1 V iNLoooUr bubA K.LKK 1 L/ 
KEKKERRTPSDDE 


9620 


39988 


A 


9680 


1 


2925 




9621 


39989 


A 


9681 


2 


688 




9622 


39990 


A 


9682 


1 


1005 




9623 


39991 


B 


9683 


1 


588 
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SKQ H> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
* = Stop codon, /—possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


9624 


39992 


A 


9684 


1 


2763 




9625 


39993 


A 


9685 


2 


1075 


NSDEELLFSHKLQKDNDPDVDL 

FAGTKKTKLLEPSVGSLFGDDE 

DDDLFSSAKSQPLVQEKKRVV 

KKDHSVDSFKNQKHPESIQGSK 

EKGI WKPETPQ\AHQVSLHLKP 

NEPSTRIGKIQANLAINPAALLP 

T\AASQIS\EVKPVLP\ELAF\PSS 

EHRRSHGLXESVPVLPGSGEAG 

VSFDLPAQADTLHSANKSRVK 

MRGKRRPQTRAARRLAAQESS 

EAEDMSVPRGPIAQWADGAISP 

NGH\* PQLRA ASGEDSTEEALA 

AAAAPWEGGPVPGVDTSPFAK 

SLGHSRGEADLYDSGDIFSRAP 

GSQ/SVERPNPRQRSRDLPPPGW 

KQRPRSGICQPRKRPSP*QPKHP 

LPKGRTSSPW 


9626 


39994 


A 


9686 


1 


4086 


VTPRAA WLGLGFRGSAVLGLC 

WQPRSPPSRA AG M MN RTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

TISRTHEIKKQVDGLIRETKATD 

CRLFfNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIFCAGNSDSEE 

DDANGRVELILEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


9627 


39995 


A 


9687 


1930 


5781 


RAKSPAN1IMTGSNSHITILTLN 

VNGLNSPIKRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLK1KG 

WRKIYQANGKQKKAGVA1LVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

EYTFFSAPHHSYSK1DHILGSEA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRJKNLTQSR 


9628 


39996 


A 


9688 


1 


3654 




9629 


39997 


A 


9689 


1 


5127 




9630 


39998 


A 


9690 


1 


3663 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9631 


39999 


A 


9691 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLIDJYRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRI KNLTQN RSTT WK LNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KE L E KQEQTH S K A S RRQE ITK I R 

AELKE1ETQ 


9632 


40000 


A 


9692 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKiDHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRI KNPTQSRSTTWKLN 

NLLLNDYWVHNKMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIPLNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

SWFFER1NKTDRPLARLIKKKR 
EKNQI DTIKNDK 


9633 


40001 


A 


9693 


1 


3235 




9634 


40002 


B 


9694 


1 


3300 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9635 


40003 


A 


9695 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAE1 

GAilNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRXSINVIQHINRAKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KIN VQKSQ AFL YTSN RQTESQI 

MSELPFTIASKRJKYLGJQLTRD 

VKDLFKENYKPLLKE1ICEDTNK 

WKNIPCSWVGRJNIVKMA1LPK 

VI YRFN A I PI KJLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

W YC YQN RDIDQWN RTEPS EITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLG1TIQD1GMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKJF 

ATYSSDKGLISRIYMELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMA1IKKSGNN 


9636 


40004 


B 


9696 


1 


3420 




9637 


40005 


A 


9697 


1 


3579 


M PG HN LK WK LN RGT V LI ETG I 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


9638 


40006 


A 


9698 


1 


4371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


9639 


40007 


A 


9699 


1 


1825 


MVKGSIQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEI1TNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTT YHNL WDTFKA VC RG K 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKE1ETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQI 

DAIKNDKGDITTDPTEIQTTIRE 

YCKHLY ANKLENLEEM DKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQ R Y KEEL V PFLLKL FQS 1 E KE 

GJLPNSFYEAS1ILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

kriqqhikklihhdqvgfipgm 

qgwfnirxsinviqhinrak.dk 

nhmiisidaekafdk1qqpfmlk 

tlnklxg ik ylg ihltrd vkdlf 

kenykpllkeikedrnkwknip 

cswvgr1nivkmajlpknilitl 

qlllvlpelstl1plwlpalagq 


9640 


40008 


A 


9700 


1 


4449 




9641 


40009 


A 


9701 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRJKN FTQSRSTT WKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQK1NESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


9642 


40010 


B 


9702 


1 


2858 




9643 


40011 


A 


9703 


1 


3354 




9644 


40012 


B 


9704 


288 


3301 




9645 


40013 


A 


9705 


1 


3457 




9646 


40014 


A 


9706 


1 


4794 




9647 


40015 


B 


9707 




3384 




9648 


40016 


A 


9708 




3345 




9649 


40017 


A 


9709 




3780 




9650 


40018 


A 


9710 




3720 




9651 


40019 


A 


9711 




3894 
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SEQ M) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
local ion of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9652 


40020 


A 


9712 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQK VN K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKC1CRTEI1TNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RG KFI ALN V YKRKQERSKI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


9653 


40021 


A 


9713 


i 


3780 




9654 


40022 


B 


9714 


l 


3855 




9655 


40023 


A 


9715 


l 


3345 




9656 


40024 


A 


9716 


965 


4362 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFFSAPHHTYSKI 

DHIVGSKALLSKCERTE1ITNYL 

SDHSAMKLELR1KNLTQNCSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTNQNLWDA 

FICAVCRGKFIALNAHKRXQERS 

KJDTLTSQLKELEKQEQTHSKA 

SRRQE1TKIRAELKEIETQKTLQ 

KINESRS WFFERTN Kl D RPL A RL I 

KKKREKNQIDT 


9657 


40025 


A 


9717 


1 


3921 




9658 


40026 


A 


9718 


1 


3988 


MTGSNSHiTILTLNINGLNSAIK 

RHRLASWIKSQDPSVCC1QETH 

LMCRDTHRLK1KGWRKIYQAN 

GKQKKAGVAILVSDKTDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILN1YAPNTGAPRF1KQVLSDL 

QRDLDSHTLIMGDFNTPLSILDR 

STRQKVN KDTQELN S A LH Q A D 

LID1YRTLHPKSTEYTFFSAPHH 

TYSKIDHIVGSKALLSKCKRTEI 

1TNYLSDHSAIKLELR1KNLTQS 

RSTTWKLNNL 


9659 


40027 


A 


9719 


32 


583 


G PHG AFTHGRR/RFG RDP Y EG P 

RRTGKRKQKSARGCIVDANLSI 

LNLVIVKKGEKDIPGLTDTMVP 

CHLGPKRASRICKLFSLSEDDD 

VHQCVVRKALNKEGKKPRTICA 

PTTKYLVTPHVLQHEWWHIAL 

KKQRIKENKEVAAEYAKLLAK 

RMKEAKEKHQEQIAKRRRLSSL 

RASTSKSESSQK 


9660 


40028 


A 


9720 


318 


605 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9661 


40029 


A 


972! 


1 


649 


MGLKGQGVEGGLLRQSGSVSL 

QPLSREDLGRSQSESLGPEFQGL 

WEWLPVERVERENLSDYCVLG 

QRPMHLPNMMQLASLGKTNEQ 

SPHSQIHHSTPIRMQVPALQPIM 

SPGLLSPQLSPQLVRQQIAMAH 

LINQQ1A/S*PAPGSPASSSHQPA 

VPEPS/IPSPEQLSQSQPTLPWKS 

LQISTSKSEMS*RGPVCPKLSLQ 

EWHSTAHRNLKTWKKD | 


9662 


40030 


A 


9722 


15 


272 


KPQWPGIPSGPPPPGSCFKC*KS 
GHWAKECLQPRIPPKPCPICAGP 
H WKS DCSTH L A ATPRA PGTL A 
QGSLTDSFPDLLGLAAEG 


9663 


40031 


A 


9723 


96 


531 


VQPADLLRPLHTDTCNIWCQRP 

GTEGLLRETGPLSS/PLTP/MRRS 

TYDLRSSDQPKEHLTDFKSGSC 

FKCRKSGHWTKECQQPRIPPKP 

CP1CAGPHWKSDCPSCPAATPR 

APGTLAQDSLTDSFPTDPKGSLI 

DYFPDLLCLVAED 


9664 


40032 


A 


9724 


3 


567 


GRLQTGADPAWRVHGTWRSTS 

AADAIDQMWPVPVMRTWRLNE 

RHYGGLTDLGKAETAAKHGEA 

Q V KI WSNI S KDRR Y A DLTD DQL 

SSCESLKDTIASALPFWNKEIVP 

QIKEGKWVLIAAHGNSLRGIVK 

HLEGLSEEAIMELNLLTGIPIVC 

KLD KS SKPI RC M E FLG DEGTLC 

KAMEAVAAQGKAKK 


9665 


40033 


A 


9725 


2 


801 


GGVPHPQPAAMAAYKLVLIRH 

GESAWNLENRFSGWYDADLSP 

AGHEEAKRGGQALRDAGYEFD 

ICFTS VHLYAA IRTL WTVLEM PL\ 

SEMWLPVVRTWRLNERHYGG 

LTGLNKAETAAKNGEAQVKIW 

RRSYDVPPPPMEPDHPFYSNISK 

DRRYADLTEDQLPSCDRLKDTI 

atat nr , iirKicci\/D/"Mi/c , /^i/rn/i i 

A 1 ALPr WNhtlVPQlKEGKRVLI 

AAHGNSLRGIVKHLEGLSEEAI 

MELNNLPTGIPIVYELDKNLKPI 

KPMQFLGDEETVRKAMEAVAA 

QGKAKX 
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SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Slop codon, /=possib1e nucleotide 
deletion, \=possiblc nucleotide insertion) 


9666 ; 


40034 


A 


9726 


3 


573 


VAPVVQVWKEMHKLLPFSPDS 

VWTHGDISIDSGIFDQDKL1GRJ 

DVGRVGIACGCQDVAIVWNYL 

AACSVDRNTCR1MRPNCRPEVE 

ETPGLKEEKELSQPKEGEATDL 

KKEVEKISSSEEEETVNLKEEVE 

KIPPPEEETMDLKEEKEEIPPPEL 

RDQKLMHVLKDLEPVSAVPHK 

DSLFHGQLTTVPV 


9667 


40035 


A 


9727 


2 


685 


TLYCRVFLLDGTEVSVDLPKHA 

KGQDLFDQIVYHLDLVETDYF 

GLQFLDSAQVAHWLDHAKPIK 

fCQMKIG PA Y ALHFRVKY YSSEP 

NMLREEFTRPKITKMDFKKSKL 

TLVVVEDDDQGREQEHTFVFR 

LDSARTCKHLWKCAVEHHAFF 

RLRTPGNSKSNRSDFIRJLGSRFR 

FSCFS/ERJENAHSTGNSPALRER 

PGDGSVSREGRWVDEGWPQRP 

GGRGQNALCSVP 


9668 


40036 


A 


9728 


1 


419 


MSKFGRATRGLRKPEVGDVIRT 

IVRAGLAMPGPPLGPVLGQRRA 

SINQFCKEFNERTKDIKEG1PLL 

TKIFLKPDGTFEIKIGQPTVSYF 

VKAAAGIEKGARPT/DLSSEEFA 

AFQKEQA1 FLA AQKKADLATQ 

EEAAKK 


9669 


40037 


A 


9729 


97 


826 


SQLPRJMSFCLGRAARGLRKPEV 

GGVIRA1VRAGLAMPGPPLG\N 

VLGQRGVSFNQFCKEFNERTKD 

I K E\G I P L PTK I L\ V K P D\RTFE I Kl 

GQPTVSYFLKAAAGIEKGXARQ 

TGKEVAGLVTLKHVYEIARJKA 

SGLRAFALQDVPLSSVWRSIIGS 

ARSLGTSRGERTSSSEELAAFQ 

KERA1FL\AAQK\EADFGLPKKE 

AAKEIDPLPHQLPDFQKEVSLQ 

KLCPRGGRRSHQYDDGFHDFE 


9670 


40038 


B 


9730 


273 


418 
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SKQ ID 

NO: 


SKQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9671 


40039 


A 


9731 


69 


1565 


RRRRFQASGAAAMLSSRAEAA 

MTAADRAIQRFLRTGAAVRYK 

VMKNWGVIGGIAAALAAGIYV 

IWGP1TERKKRRKGLVPGLVNL 

GNTCFMNSLLQGLSACPAFIRW 

LEEFTSQYSRDQKEPPSHQYLS 

LTLLHLLKALSCQEVTDDEVLD 

ASC L LDVL RM YR WQI SSFEEQP 

HFQDGLVQLRVGVVCRHYPEK 

WEAASWTSQNCGADDAHELF 

HVITSSLEDERDRQPRVTHLFD 

VHSLEGHPLTLDHCLHHFYTQSE 

SVRDVVCDNCTKIEAKGTLNG 

EKVEHQRTTFVKQLKLGKLPQ 

CLCIHLQRLSMVQPXGTPLKRHE 

HVQFTMEFLMMDIYKYHLLGHK 

PSQKNPKLNKNPGPTLE/HAGW 

AGSPHTSSESARGPQNTDFYEW 

RLLPIFIANAVSADALPSPSCSR 

LQLLHIPLPADGQLSSTMGDMA 

LWDTLFIYRRSPPSARNPLSTSN 

QWLWVSDDTVRKASLQEVLSS 

SAYLLFYERVLSRMQHQSQEC 


9672 


40040 


A 


9732 


1 


1393 


PLQLQPRH1GAQIQLGPLLQRV 

QAIRLGSFHMVLSLW/VMQSAR 

VEILEPPPRLQRMYGKAWRISL 

CPQG L ST V M RS E LT A S STPQ VQ 

EILPPQSPEYLGPKGITER1HKIM 

HVKGLAKLPANRNQPSPGVSG 

KRLVNCVSASAVDSEPAAVPEP 

DVCAGIVIKKQCFPVIARCNKT 

KQVDSIPHRAYAKPSPFFPAVV 

V VTSESKDPRVKQN PTHPLL AE 

GSNAAHFHKTK1SQSLKWLPVG 

YLNSTTYEYRJDLTKGLSLLCSL 

LLGVEADIPSMAGLHVRHLMQ 

VPQQPCIAFAVSSPLHQGGKET 

EDAWSFHIPSTIHRWPTSPSVQL 

SSLRASTQLLCLHINLAKCFIWG 

ILAQVLSCHHHRJTQFVGMLTF 

VCAGDSSKLSPDIRTLVRRLTS 

YLVSASVLLKSKQMALCSASR1 

LDVSVSPGDHVASEARARCAP 

DLVAPRPMPHQNQGSLEWTEE 


9673 


40041 


A 


9733 


44 


282 


FSCLILHDAFPCLILHDAFPCSL 
CSVTGSLVLSRVPLRGTHQKSA 
IATSTKIALSNM/KILKHHTDAY 
FKKQQLFFDVSKK j 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9674 


40042 


A 


9734 


3 


381 


EQQGQR/SQWWRGAARVSRTV 

KRVLCE/VVECPLKSACPDVDM 

YWAALQRLASLLKADGNLVT 

MAALHSHYMVGSKKFFGLHPE 

rCETVEKAMQEAGCQVQRCA/SI 

SCSETCS1NDGICFVAACKGPSV 


9675 


40043 


A 


9735 


2 


209 


CRHSTQHCVS/HHGHSQYK7DS 
HQHYSHYHHrfNHPHHHHQSPY 
LHHHHYDCHLHHHHKNDHYH 
RHISVYD1 


9676 


40044 


A 


9736 


197 


3348 


RVVQTDMIKGMLETSLLKISLD 

QAFIRJCLNSTCFRPKGKLVIK/C 

EKSINSASLVSTSQR1SCRPKTHI 

SKNYGNNFLNSSLLTQKQEVH 

MREKSFQCNESGKAFNYSSVLR 

KHQIIHLGAKQYKCDVCGKVF 

NQKRYLACHRRCHTGKKPYKC 

NDCGKTFSQELTLTCHHRLHTG 

EKHYKCSECGKTFSRNSALV1H 

KAIHTGEKSYKCNECGKTFSQT 

SYLVYHRRLHTGEKPYKCEEC 

DKAFSFKSNLERH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possibie nucleotide ; 
deletion, \=possible nucleotide insertion) 


9677 


40045 


A 


9737 


1 


1665 


MAGACWLMAFQYWVLKLLVV 

KSA/SWPRQSSLKWNWNFKGC 

QDLETWGKKETRKFYGYRRNE 

EAQKYSCRIPRKPD*WCHCWQ 

W**WLMAFQYWVLKLLVVKS 

AYGLVKALSNGIGISKVAKTW 

KPGGKKRLENFMAIEEMKKHR 

STHVGFPENLTNGATAGNGDD 

GLIPPRKSRTPESQQFPDTENEE 

YHRDFSKLCLGSAANGVVHVE 

VKMCVYNGKGERQEEKMKGLI 

SMNLVVEEEMKJCHESNNVGLL 

EN LTNG VTAGNG DNG LIPQRKS 

RTPENQQFPDNESEEYHSLGDK 

SKTSFQNSNNNNNKQQEQQQQ 

NPTFSNTRKLTKL YKA PI PPSIIL 

SGCPNINDSNWQEIEHGMQTA 

GLPTRPLSHGLQQKGAAFRCLG 

CKCSEPFTGSLILQKAKTNTQK 

WQATYPKSQNEQLVPSVGKSY 

RCSTPAQPMKTAVGHKPCKAT 

GAELPKALGAQPLHPCALDVG 

QGFKKGNFGAVGLNGLLGLEF 

HGVSGVLLVGPGDGGLISEGVV 

REDLMCGVWSAGTWSVGTAE 

RCLEKPGALHVIEGPLDSWDGP 

VMPNGPVKSRQSSCLDGPGRC 

CSEILTGQSHGNKKPARASSKS 

SQ SIN DR P L A VLTNQ YQC EQL A 

SERQPSSNSCSIRIDSA 


9678 


40046 


A 


9738 


1 


1 15 


RRTARG PQQTSTDGLGTSPC RN 

ASEHTADILELSTLIV*RRQ*ICL 

CLDFLYY/LIPEGRCFCRACDLV 

HNFXDTI I LQQHRTLTSQG VDDF 

LKAKATFKASDFIDALVLSKVA 

SPRILIQGGRMGA*DQVSDQAS 

VYGRCSSSGAEAAKRPKSAWL\ 

LLGYDSRASGLY*ILYNLTKHP 

D/YRECCQPVMQES*S*RRTAR 

GPQQTSTDGLGTSPCRNASEHT 

ADILELSTLIV 


9679 


40047 


A 


9739 


I 


506 


MVIVGLAAGVLLVGPGDGGL1S 

EGVVREDLMCGVWSAGTWSV 

GTAERCLEJCPGALHVIEGPLDS 

W U(j F V m PNO P VKN HKGEQQE 

VPSKHPQMALEICLCLDFLYY/L 

IPEGRCFCRACDLVHNFXDTIILQ 

QHRTLTSQGVDDFLKAKATFK 

ASDFIDALVLSKVASPGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9680 


40048 


A 


9740 


1 


380 


KFSRPSVNMLRIVKPCITRG/YP 

NLKSVNKLIYKHGRGKINKKRI 

ALTDNTL1DQSHGQYGIICIEDLI 

HELYVLWPF1CLSSPQSGMKKKT 

THFVENGAAANREGQIHRLLIR 

MNCGVYRDYFSNLVS 


9681 


40049 


A 


9741 


3 


279 




9682 


40050 


B 


9742 


23 


197 




9683 


40051 


A 


9743 


2 


402 


CGDRGALRPPSCAGRSGPGPPR 

PPRPPRPLPWHPAPPAHGAPLA 

RPGARARRSEfCPPSEKPRLRRSS 

PRAQEEGPGEPPPPELALLPPPP 

PPPPTPA\PRRPRRP\PGPGRAAG 

ALGDVPEAAEAYLERVPPSSC 


9684 


40052 


A 


9744 


1 


660 




9685 


40053 


A 


9745 


J 


1035 




9686 


40054 


A 


9746 


J 


2575 


MRAAGGAMLCGKQGRWDPEG 

EGAHPGFIPKLACSSQGVFRQL 

HLRTAVTAAVSRHFPQPSWRY 

DPGPQFLGEKSGFKPRCPGVAV 

CQFQSMNAFIHWFRNKAWASS 

CDRIKIPVPPEATFVEPNCLPGEI 

GQLLRQLQSGRNLKEWLREQF 

CDHPLEHCEDTRLHDAAYVGD 

LQTLRSLLQEESYRSR1NEKSV 

WCCGWLPCTPLR1AATAGHGS 

CVDFL1RKGAEVDLVDVKGQT 

ALYVA V VNGHLESTQ1 LLEAG A 

DPNGSRH H RSTP V YH AS R VG R 

ADILKAL1RPAACDRSVSITADT 

HFRYLIKVVPAMFRSRKA1PFLS 

SCTAWRCADELQFIQPVPLVDT 

SGSGKTVSNVITESHNSDNEED 

DQFVVEAAPQLSEMSEIEMVTA 

VELEEEEKHGGLVKKILETKKD 

YEKLQQSPKPGEKPSATGWHG 

ECLGTRNRAQGALVGWGWLY 

SERHSGMLRAITLKYKGGGRQ 

GIQA/AWKSETFRSRAAPENPL 

GRWGFALLSK1IS*RQVL\ICLHF 

SLSPQARVNSRFPGSGKAGLGL 

WMEGARPSGHVPK£RVVAGK 

RPQ V PTKA H H TC V R ETA GNQ E 

GNGEGALQQEQRLGVAEAGSN 

GEGALQQEHRITDCAVEPLKAE 

LAELEQLIKDQQDKICAVKANI 

LKNEEKIQKMERSLFESAWKKE 

KDIVSKEIEKLRTSIQTLCKSAL 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9687 


40055 


A 


9747 


2 


1739 


MKGLYTDAEMKSDNVKDKDA 

KISFLQKAIDVVVMVSGEPLLA 

KPARIVAGHEPERTNELLQIIGK 

CCLNKLSSDDAVRRVLAGEKG 

EVKGRASLTSRSQELDNKNVRE 

EESRVHKNTEDRGDAEIKERST 

SRDRKQKEELKEDRKPREKDK 

DKEKAKENGGNRHREGERERA 

KARARPDNERQKDRGNRERDR 

DSERKKETERKSEGGKEKERLR 

DRDRERDRDKGKDRDRRRVKN 

GEHSWDLDREKNREHDKPEKK 

SASSGEMSKKLSDGTFKDSKAE 

TETEISTRASKSLTTKTSKRRSK 

NSVEGDSTSDAEGDAGPAGQD 

KSEWPETPEIPNELSSNIRRIPRP 

G S A RP A PPR V ICRQDSME A LQM 

DRSGSGKTVSNVITESHNSDNE 

EDDQFVVEAAPQLSEMSEIEMV 

TAVELEEEEKHGGLVKKILETK 

KDYEKLQQSPICPGEKERSLFES 

AWKKEKDIVSKE1EKLRTSIQTL 

CKSALPLGKIMDYIQEDVDAM 

QNELQMWHSENRQHAEALQQ 

EQRITDCAVEP\LKAELA\ELEQ 

L1KD\Q\QDK1CAVKANILKNEE 

KIQKMVYSFNLTSRR 


9688 


40056 


A 


9748 


93 


800 


RANLPTQPYCHCGLAPAALTRI 

VGGSAAGRGEWPWQVDLWLR 

RREHRCGAVLVAERWLLSAAH 

CFDVYGDPK/QWAAFLGT/HVP 

ERRGGAVERVAR1YKHPFYNL 

YT/FDYDVALLELAGPVRRT/SL 

VRPICLPEPA/HATPDGTRCVIT 

GWG/Y GS/TGAQLQKAAVRLLS 

EQTCRA/LYPVQ1SSRMLCAGF/ 

LQGGVDSCSGDAGGPLACREPS 

G A P VPG QPRTCT A PA R WPRRS A 

LSPAPL 


yosy 


*fUU_> / 


A 

A 


0*7/10 

y /ny 


1 A "7 
IU / 


J/5 


NLVP*LRSGD/SPLGDQSPVLLIF 

ISNPDPTEN/PDCSTHLAATPRA 
PGTLAQGSLTDSFPDLLSLAAE 
D 


9690 


40058 


A 


9750 


2 


286 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possinlc nucleotide 
deletion, V=possible nucleotide insertion) 


9691 


40059 


A 


9751 


215 


631 


GTQSCNQKVLNSANNLQELGIG 
PKFQMRLKPQLAPMQPNRGTS 
I fiR^lPrPPVLCSMR^lHI RPOV 

L/\JI\OII i v LjV-'01V1I\I\.I n V<f v 

I RPTSPRNISPll/NIR VSFVSHHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPFSLCLYPFSAFLGGKKHP 
TPSPSP I 


9692 


40060 


B 


9752 


1 


933 




9693 


40061 


A 


9753 


1 


2283 


MLPNRLGSSETITDAELRVTLT 

VEELNG LRA VQDMF VKQl LKA 

ARSLRVITIPNLKYPGTQTLRKA 

AAPDPNTTGLIFLEKLCE1AAAI 

ASYVAVPSLEINHRKKANPNLL 

LRRSGSGSVSLQLLAEK1 WEGV 

RJEPWARVLVLWEWLPDQNPLS 

GLTKSNSTSRHELPHGRAIQLH 

LSGWELWSEPSNLLDLVVTGDI 

ENTSLAPEDPTFLTMPSGSHCPE 

SPSDGPGLSSLVALVWFLVED 

WLSRKRJ.ESEPAELPLGKAGEV 

VFDTLPLPSRRTHFSGFLGHFCY 

SFSDGYSTNRAAPDGSSTKAEK 

HGSCRKQPPYTLQCRDKAGLR 

VHGNSPVSAYGWLFSEERPGKP 

TRTPFSWEGDPPGLLTADETSL 

VVHLELPVFPSFLKRAGNSRHS 

GMGSPLEAEEAYSTVVMADVS 

QYPVNEPLVAAVVCQEPERAQ 

PDVHFFQ/CLRLGGHAGGVAAR 

PLPAAETPPLQRRPSVRA*SAP* 

SGARAADDPRRTHSVQAEEAQR 

PEPDILNHVFDDVESF/VSRLQK 

SAEAARVLEHR/KRGRRSRRRA 

AGEGLLTLR/AKPPSEAEYTDV 

LQKIK/HAFSLLARLRGNIADPS/ 

SSELLHFLFGPLQMIV/QPSGGP 

EFASSVRRPHLT/RDAVALLRD 

NVTPRE/RRLWTSLGDSWTRPG 

LELSPEEGPPY/IPEFFSGWEPPV 

TDPQS A PG RTQ LRNSYSTSG G A 






D 
D 




i 
i 






9695 


40063 


A 


9755 


76 


247 


QLKTDTAQLPRKLFVESHNYH 
CSWPGLQSGLPHYSGYHTSSS* 
1 YI ^DPADIHPTSP 


9696 


4UUo4 




Z7 / JO 








7U7 / 




A 


9757 


352 


545 


DILNHVFDDVESFVSRLQKSAE 
RPGCWRRRTRPQKPAPGVAG* 
RGTWRGI*TPPDLFQMSPLSP 


9698 


40066 


B 


9758 


406 


602 




9699 


40067 


A 


9759 


1 


543 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
seq ue nee 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9700 


40068 


A 


9760 


2 


138 


LDDFVGRMLTLMGCP1 PEC/PR 

VPSPLFvEGRKTQAALSVRRGRS 

HRR 


9701 


40069 


A 


9761 


1 


417 




9702 


40070 


A 


9762 


830 


1029 


YLPHLSLRLLPCPPPLPLSKPNS 
LP* LRPSLLQRDYLSIFILILNMP 
SISSTTMLLYGQKEISSLH 


9703 


40071 


B 


9763 


40 


980 




9704 


40072 


C 


9764 


419 


700 




9705 


40073 


A 


9765 


271 


1185 




9706 


40074 


A 


9766 


2 


1655 


RGRRSRRRAAGEGLLTLRAKPP 

SEAEYTDVLQKIKYAFSLLARL 

RGNIADPSSPELLHFLFGPLQMI 

VNTSGGPEFASSVRRP\LVTSD\ 

AVALUGNIMVTPRENELWTSLG 

DSWTR/LRA/EELSPEEGPPYRP 

EFFSGWEPPVTDPQSRAWEDPV 

EKQLQHERRRRQQS A PSGRCQ 

WVTGDLEPESEPQLESETAGK 

WVLCNYDFQAXRNSSEAVRSSS 

GDVL\EVL\DDSR\KWWKVRDP 

AGQEGYVPYNILTPYPGPRLHH 

SQSPA RSHXDSTPP PPP A PA P/ VP/ 

LPPALARPRWDRPRWDSCDSL 

NGLDPSEKEKFSQMLIVNEELQ 

ARLAQGRSGPSRAVPGPRAPEP 

QLSPGSDASEVRAWLQAKGFSS 

GTVDALGVLTGAQLFSLQKEEL 

RAVSPEGGVARVYSPVTVQRSL 

LEDKRES\SELEAVMEKQKEEG 

GRRGGNGGHLTCQAPFAKSDE 

APWENGPPQTLPNSGSRSSEGW 

P1CSGPGLPPLPVDRLNDPCCSP 

SGEDLDWLGVGRAWRQSTESA 

SRPPRGCSGALSIVILRPSPINMP 

PCLAKKKKK 


9707 


40075 


C 


9767 


565 


762 




9708 


40076 


A 


9768 


1 


401 


SPLRPLLLALALASEPCAQGAC 
PASADLKHSDGTRTCAKLYD\C 

PYLPSNWANTASSLVVAPRCEL 
TVWSRQGKAGKTHKFSAGTYP 
RLEEYRRGILGDWSNAISALYC 
RCS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino ;icid sequence ( X=Unkno»n, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9709 


40077 


A 


9769 


1 


1489 


MPQLLQNINGIIEAFRRYARTEG 

NCTALTRGELKRLLEQEFADV1 

VKPHDPATVDEVLRLLDEDHT 

GTVEFKEFLVLVFKVAQACFKT 

LSESAEGACGSQESGSLHSGAS 

QELGEGQRSGTEVGRAGKGQH 

Y EG SSH RQSQQG SRG QN RPG V 

QTQGQATGSAWVSSYDRQAES 

QSQERISPQIQLSGQTEQTQKAG 

EG KRN QTTEM RPE RQPQT REQ 

DRAHQTGETVTGSGTQTQAGA 

TQTVEQDSSHQTGRTSKQTQEA 

TN DQN RGTETH GQG RSQTSQ A 

VTGGHAQIQAGTHTQTPTQTVE 

QDSSHQTGSTSTQTQESTNGQN 

RG TE I H G QG RSQTSQ A VTG G H T 

QIQAGSHTETVEQDRSQTVSHG 

GAREQGQTQTQPGSGQRWMQ 

VSNPEAGETVPGGQAQTGASTE 

SG RQE WSSTH PRRC VTEGQG D 

RQPTVVGEEWVDDHSRETVILR 

LDQGNLHT\SVSSAQGQDAAQS 

EEKRGITARELYSYLRSTKP 


9710 


40078 


A 


9770 


2 


3031 




971 1 


40079 


A 


9771 


6288 


6584 


TAVSLPAPLFSDLQIPPRKRSLK 
ETVMAPENLTN*RAPPQSSARV 
FQ*EALYVPGP*ALDPPEVCSSY 

LGSFQML 


9712 


40080 


A 


9772 


884 


1032 


ESRPNTTTRLRKTSSWSFQS*TA 
TQTKGPRDPGASMTKPGATSER 
SASG 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9713 


40081 


A 


9773 


1 


1457 


RSAQKEKTAAKEQQGEKTEVL 

SSDDDAPDSPVILE1PSLPPSTPP 

STPTYKKSLRLSSDQIRRLNLQE 

GANDVVFSVTTQYQGTCRCKA 

TIYLWKWDDKVVISDIDGTITK 

S\DALGH1LPQLGKDWTHQGITS 

LYHKIQLGQLVMPLDARPERP 

MDGMKVRAFMERLLFVRRGT 

DKRWSVRMYVTCSQSSNLNEE 

IY1NQVVIQANMKLQLWAMRT 

DDARGLSSLGDTEPSPCPSVVP 

GLQPKPAPVCAGDALLQAQIPG 

VLLGTLFSGAAFYSGLYGGSEQ 

FLDHLLHPARAAPPPPLVGPGP 

APRVPGSPSAPELAGPAVWRFA 

AAASRGVVVAASGWGRGGEA 

SQTFQTGKEPGGTRHPTRMPLG 

STGCIFPGTLEKSQGYERYNAM 

RADPALCFLEKVGMPDEKSLSA 

EQGVTDGTSD1PERARQNEEQL 

TSFGLLWPTPQGSTDHIDNHPR 

ERYPEMRWELDVPLPDIDYMEI 

PVDWWDA 


9714 


40082 


A 


9774 


3 


4804 


KRLEN1QKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

H SPD A VQ SQRL AH A LNDM I KE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCN VI KNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQSISTREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


9715 


40083 


A 


9775 


1 


897 




y / j o 


Af\f\QA 

4UUo4 


A 




A OH 

4oo 


800 


CLQLSWLSLGQAQVHWLGRA ! 
vhta pr*iVif n*\/T t Fr.PQcr.ci \/x> 

LTPGILLGLL*P*KQGHCHSVSL 

GEVRI/CGNS*TFITSWAFSVLQ 

GKASAQPVKVSTQNSRY 


9717 


40085 


c 


9777 


332 


497 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=|>ossible nucleotide insertion) 


9718 


40086 


A 


9778 


1 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEiNRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RIVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

L WTM IG S I FSFQSEKKQETS WG 

LTEIN A FKN MQSKVVPL 


9719 


40087 


A 1 


9779 


1 


5421 




9720 


40088 


B 


9780 


124 


273 




9721 


40089 


A 


9781 


84 


493 


1HANNCS*L*KAALNFVLLLLQ 
KRL*GEKHLTLSETGREGNKVG 
GVGS*VTGTGQETELGSLGRCH 
SPLSVLH LLPFFS/ILLGRTHLNA 
LLIRDYFASSCKYL*EVLLSLSD 
G SG * N LM S V WM AGN SS A E Y V R 


9722 


40090 


A 


9782 


1 


5954 


MDGMTEACIKGGIEACYAAVS 

CVCTLLGALDELSQGKGLSEGQ 

VQLLLLRLEELKDGAEWSRDS 

MEINEADFRWQRRVLSSEHTP 

WESGNERSLDISISVTTDTGQTT 

LEGELGQTTPEDHSGNHKNSLK 

SPA I PEG KETLSK VLETEA VDQP 

DVVQRSHTWPYPDITNFLSVDC 

RTRSYGSRYSESNFSVDDQDLS 

RTEF\DSCDQYSM\AAEKDSGRS 

D V S D IG S DN C SL A DEEQTP R DC 

LGHRSLRTAALS 


9723 


40091 


A 


9783 


1 


2217 




9724 


40092 


A 


9784 


1 


1360 




9725 


40093 


A 


9785 


1 


777 


MNIKNPIAAQHLDNLPiVKASSI 

GMTWGLVRNGVSAPTQKSCIRJ 

HILARCTGAVAFEKLYFKSPAN 

QAHARKVGKQVQDCY1GRDIV 

AKAGA1IHLNVGKGTPVCCPLL 

EEGINSEVWTTEGQYGRAKANA 

RP VQVK LKDSTSFPYQRQY PLR 

PK A/LTKG FQK I V KD L KAQG L V 

KPCSNPCSTPILGVQKPNRQWRJ 

EALKLQIVLQMEPQMQSMTKI 

YHGPLGRPASPCSDVNDIEGNP 

TKEISTAPPLLCPNSAGSS 


9726 


40094 


A 


9786 


1 


415 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9727 


40095 


A 


9787 


1 


451 


MVHFISRLLYSDGLDVPGDPIQ 

DSDDAALSVSPHCSPDSRVSTT 

KHLWVSPRLLRVAVRVKNIDIT 

NFSSSWXNDGLAFCALLHTYLP 

AH1PYQELNSQDKRRNFMLAFQ 

AAESVGIKSTLD1NEMVRTERP 

DWQNVMLFVIUlYKYFET 


9728 


40096 


A 


9788 


3 


605 


DEWPPERIIQYNEPTTWH/EDGL 

WGYRTRFYMINQIIW/LQA1LEII 

TN KTDRALTI LAQQETQM RNA 1 

NQNRLALDYLPAAEGGICGKF 

NLTNCCLHVDDQGQVVED1VR 

DMIKLSHVPMQVWHGFDPGA 

MFG K WFPVLGG FKTLIIG VILVI 

GTCLLLPCLLPVLLQMIKSFIAT 

LVHQNASEQLYYMNHYRSVLQ 

EYMGS 


9729 


40097 


A 


9789 


3 


876 


GAGGGFGSPMDIFDMFRGGGG 

RMHRERRGKNVVHQLSVTLED 

LYNSATRKLALQKNAICDKCE 

DRGGKKGGVEYCPNCRGTGM 

QIRIHQIGPGKVQQIQSVCVECQ 

G HG EQI SPKDRC ESCNG RKILR 

EKKILEFHIDKGMKYGQKITFH 

GEGYQEPGLEGEDI1IVLDQKD 

DAVFTRQGEDLFMCQIVKHGDI 

KCVINEGMPIYPRPYEKGRLIIE 

FKVNLPENDFLSPDKLSLLEKL 

LPKRXEVEETDEMDQVELVDF 

DPNQERWHHYNGEAYEDDEH 


9730 


40098 


A 


9790 


199 


410 




9731 


40099 


A 


979 J 


134 


1369 


KMVKETTYYDVLGVKPNATQE 

ELKKAYRKLAL\KY\HPDKNPN 

EGEKJFKQISQAYEVLSDAKKRE 

LYDKGGEQAIKEGGAGGGFGS 

PMDIVFDMFFGGGGRMQRERRG 

KNVVHQLSVTLEDLYNGATRK 

LALQKNVICDKCEGR/SGRFKE 

QGAVRSACPNCRGTGMQIRIHQ 

IGPGMWQQIQSVCMECQGHGE 

R1RPKDRCKSCNGRKIVREKKIL 

EVHIDKGMKDGQKITFHGEGD 

QEPGLEPGDIHVLDQKDHAVFT 

RRGEDLFMCMDIQLVEALCGF 

QK PI STL DN RTI\ V1TS H PG\QI V K 

U/^hlVTVI \ICrKylD\IVDDDVC\l/ 

HuUlivLVLI\LUMr\IYKJ\rY b\K> 
GRLMIEFKVNFPENGFLSPDKLS 
LLEKLLPEXRKEVEETDEMDQV 
EL\ V DFDPNXQERRRH YNG EA Y 
EDDEHHPRGGVQCSDLLMGPV 
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SEO "> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9732 


40100 


A 


9792 


3 


337 


GYSQAPRKR/GGECSSLSQPFSK 

AQPDAASLEPPSLETPAGRTPA 

TLTQGSPPAAVREPLSPGHNAK 

ARJLRSRPARPPWIPDPDPPGHFV 

TDFCAPESLQGETRTSRSFQLL 


9733 


40101 


A 


9793 


1 


346 


SGS*QLQMCSGLPAHTQDETHI 
SSCGQLDLALPPLLPPLPPSPLN 
TLPPQGLCTC 


9734 


40102 


A 


9794 


1 


1110 


MEGEEAAGAAGPDPVGHRKKC 

GFHPVCEREAPSTFAAVMIHLV 

VQYIGEICRYLLKQPVREAERR 

HRVRLAVGNGLRPAI WEEFTER 

FGVRQIGEFYGATECNCSIANM 

DGKVGSCGFNSRILPHVYPIRL 

VKVMEDTMELLRDAQGLCIPC 

QAG EPG LL VGQ 1 NQQDPLRRFX 

NGYVSESATSTKJAHSVFSKGD 

SAYLSRDALMMDELGYMYYR 

DRSGDTFRWRG ENVSTTDVEG 

ELSRLVLGQTDVAVYGVAVPGK 

LGLQGVVLRHGVEGKAGMAA 

VADPHSLLDPNAIYQELQKVLA 

PYARPIFLRLLPQVDTTGTFKIQ 

KTRLQREG FDPRQTSDRLFFLD 

LKQGHYLPLNEAVYTRJCSGAF 


9735 


40103 


B 


9795 


28 


376 




9736 


40104 


A 


9796 


3 


461 


V RQCRG I RDP Y RFKKRTEL FI A 

AEGIHTGQFVYCGKLKAQLNIGN 

VLPVGTMPEGTIVCCLEEKPGD 

RGKLARASGNYATVISHNPETK 

KTRVKLPSGSKKVISSANRAVV 

G/VVSGSS*MLRAVGEHAVSAG 

GQPVARLGPWNS1TCCSKTWV 


9737 


40105 


A 


9797 


1 


701 


MQEVPGMFERNYPHPAITFKPS 

VPVSRSLDYAPLPGGVFRDPYW 

FKKRTELFIAAEGIHTGQFVYC 

GKKAQLNIGSVLPVGTMPEGMI 

VCCLEEKPGGRSKLSWASGNY 

ATAISHNPETKKTRVKLPSGSK 

KVVSSANRAVVGVVAGGGRT 

DKPILKACQAYHKYKAKRNW 

WPRVWDVAMNPMEHPFGGGN 

HQH1GIPSAI/SRDDPAGCKMGL 

1 A A RQTG RL WG TXT VQEKEN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Me! 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


9738 


40106 


A 


9798 


I 


910 


QCGG1RRTGPVAMGRV1RGQR 

KGAFSVFRAHVKHRRGAARLR 

AVDFAERHGYIKG1VK/DAERW 

PGREGKGRPAGTPHSRRLCPQD 

1IHDRGR\GAPLA\RVVFRDPYRF 

KKRTELFMAAEGMHTGQFWYC 

GKK\AQ\LNIGNVLPVGT\MP*\G 

TIVCCLEEKPGD\RGK\LARASG 

NYATVIS\HNPETKK7\RVKLPS 

GSKKVISSANRAVVGVVAGGVG 

\RIDKPIFEGWPGRYHKYKAKR 

NC*PRIRGV\ANfNPVEHPF\GGG 

NHQH IG KAPSTU RRDAPXAGRK V 

GLIAVARRTGRLRGTKTVQEKE 


9739 


40107 


A 


9799 


1 


405 


LEISIMAAS1SGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFS1S 
DSQI SNTEFLQ V I\K V IG W Y RJFR 
RN TQQQM S Y REQ V L H KQ LTRI 
LGVPDLVFLLFSFISTANNSTHA 
LE Y VL FRPNRR YNQR1 SLA 1 PN 


9740 


40108 


A 


9800 


1 


232 




9741 


40109 


A 


9801 


1 


420 




9742 


40110 


A 


9802 


3 


1272 


EISIMAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQMSNTEFLQVIEIHMHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKV1G\WYRFRRNTQQQ\MSY 

K\EQVLHKQLT\RILGVPDLVFL 

LFSF1STANNSTHALEYVLFRPN 

RRY1MQR1SLA1PNLGNTSQQEY 

KVSSVPNTSQSYAKVfKEHGTD 

FFDKDGVMKD1RAIYQVYNAL 

QEKVQAVCADVEKSERVVESC 

Q A E VNKLR RQ I TQRXN E KEQE 

RRLQQAVLSRQMPSESLDPAFS 

PRMPSSGFAAEGRSTLGDAEAS 

DPPPPYSDFHPNNQESTLSHSR 

M\ERSVFMPRPQAVG\SSNY\AS 

TSAGFEVFLGSGADLPPPQRAA 

GDSGEDSDDSDYENL1DPTEPS 

NSEYSHSKDSRPMAHPDEDPRN 


9743 


40111 


A 


9803 


3 


513 


GAYGGGYGACDNY1MGYGYGF 

GSDRFGRDLNYCFSGMSDHKY 

GDGGSTFQSTTGHCIYWHIEIGP 

DGRVTGEADVEFATHEDAVAA 

MSKDKANMQHSYVEPFLNCAA 

GASGTAYGSQMMGGMGLSIQS 

SYGGPASPQLSGGYGGGYGGH 

SSMSGFDQVLQENSCDFQSDIA 


9744 


401 12 


B 


9804 


73 


1127 
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seq m 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9745 


401 13 


A 


9805 


1 


3647 


MRVRH VGQAALELLTSVRESR 

ATSAFQVSPYEDEPCRPCNCDP 

VGSLSSVCIKDDLHSDLKNGKQ 

PGQCPCKEGYTGEKCDRCQLG 

YKDYPTCVSCGCNPVGSASDEP 

CTG PC V C KEN VEG K A C D RCK P 

GFYNLKEKNPRGCSECFCFGVS 

DVCSSLSWPVGQVNSMSGWLV 

TDLISPRK1PSQQDALGGRHQVS 

INNTAVMQRLAPKYYWAAPEA 

YLGNKLTAFGGFLKYTVSYDIP 

VETVDSNLMSHADVIIK 


7 1 HO 




3 


9806 


141 


236 




07/17 


401 1 ^ 
fU 1 1 J 


R 

L> 


0X07 S 


66 


266 




V /Ho 


40 1 \ f\ 

H-W 1 IU 


A 


9808 


1 


330 




9749 ; 


401 17 


A 


9809 


1 


792 




9750 


40118 


A 


9810 


129 


311 




9751 


40119 


A 


981 1 


3 


538 




9752 


40120 


B 


9812 


96 


536 




9753 


40121 


A 


9813 


1 


2090 


MSSNQKSPTKTSKSPGTANVLD 

VNNSTLMFVGGLGGQIKKSPA 

VKVTHFKGCLGEAFLNGKSIGL 

WNYIEREGKCRGCFGSSQNEDP 

SFH FDGSG YSVVEKSLPATVTQ 

IIMLFNTFSPNGLLVLYLGSYGT 

KDFLSIELFRGRVKVMTDLGSG 

PITLLTDRRYNNGTWYKIAFQR 

NRKQGVLAV1DAYNTSNKETK 

QGETPGASSDLNRLDKDP1YVG 

GLPRSRVVRRGVTTKSFVGCIK 

NLEISRSTFDLLRNSYGVRKGC 

LLEPIRSVSFLKGGY1ELPPKSLS 

PESEWLVTFATTNSSGIILAALG 

GDVEKLRGDREEAHVPFFSVMLI 

GGNIEVHVMPGDGTGLRKALL 

HAPTGTCSDGQAHSISLVRNRR 

I1TVQLDENNPVEMJCLGALVES 

RTINVSNLYVGGIPEGEGTSLLT 

MRRSFHGCIKNL1FNLDHGFVD 

SVEQKLRFCGVPSCARESARGRA 

QAQDTAQELQSESACDKRSPQP 

PGKGKHM YGG VLQPQS L FQKN 

LLLFYDEVLDLQPNGKEKEFSV 

GANHNAFMVVHWGVCGFCLF 

PSGEWLASPFCVHPQITIHPPDR 

FQASVTDEGYLFLAKPTQPAPA 

CPLDPIRPLLLGHAQQPLLTDQ 

HTDAAVTPSSAVTARAANYCA 

GGRNERKKTGREKRHLTGGPC 

VALRTFTVLHISSHHQVDG1RA 

GYVQRDGLQPTNRQIVM 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9754 


40122 


A 


9814 


1 


8705 


MRGGVLLVLLLCVAAQCRQRG 

LFPAILNLASNAHISTNATCGEK 

GPEMFCKLVEHVPGRPVRNPQ 

CRICDGNSANPRERHPISHAIDG 

THNWWQSPS1QNGREYHWVTI 

TLDLRQVFQVAYVIIKAANAPR 

PGNWILERSLDGTTFSPWQYYA 

VSDSECLSRYN ITPRRGPPTYRA 

DDEVICTS YYSRLVPLEHGEI HT 

SL1NGRPSADDLSPKLLEFTSAR 

YIRLRFERJRTLNADLMTLSHRE 

PKELDPMLPR 


9755 


40123 


A 


9815 


1 


564 


MGDLEDKLVPFJGELPRHLDQN 

SEQLKQVVQRELKELHETCQQ 

HQLCQASTSGEPKERDKEEGK 

DSKPRSLRFTWSMKTTSSMDPN 

DMMREIRKVLDANNCDYEQKE 

RFLLFCVHGDARQDS/LPCQWG 

DGKSCQVGPRLS\LNGV\RFKRI 

S\GTSYCPLKNIA\SKIA\NELKP 

VKKSQIYQVQGRYIHI 


9756 


40124 


A 


9816 


2 


451 


ANAHGFIMELQDGYSTETGEK 

GAQLSGGQKQRVAMARALVR 

NPPVLILDEATSALDAESEYLIQ 

QAIHGNLXQKHTVLIIAHRLSTV 

EHAHLIVVLDKGRVVQQGTHQ 

QLACPRAGFYGKLVQRQMLGL 

QPAADFTAGHNEPVANGSH1CA 


9757 


40125 


A 


9817 


1 


498 


MVKY/YLGQGVLRSSW/DQVV 

PA/FWQRYRNPVQRYLTEDIVH 

RENQTMTTFTWNINHARPMVV 

EERCVYCVNSDNSGWTEIRREA 

WVSSSLCGVSRAVWEFGLAQF 

KSNVTKTLKGFEYILAKLQGEA 

AoN 1 Ulrv I AKbAlvcJW\rvb I ALA 

ATEKAKDLASKAATKKQQQ 


9758 


40126 


A 


9818 


3 


231 




9759 j 


40127 


B 


9820 


94 


375 




9760 


40128 


A 


9821 


45 | 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9761 


40129 


A 


9822 


304 


1557 


DRQNVMEQFNPGLRNLINLGK 

NYEKAVNAMILAGKAYYDGV 

AKIGEIATGSPVSTNELGHVLIEI 

SSTHKKLQRESLMEN F\KKFHK 

EIIHELEKKIELXDVKYMNATLK 

RYQTEHKNKLESLEKSQAELK 

KIRRKSQGSRNALKYEHKEIEY 

VETVTSRQSEJ\QKSIADGCKEA 

LLERERGASGFPGLNKHCGFA/ 

NTHIHYYHLQSAELLNS\KLPR 

WQETCVDAIKVPXEKIMNMIEEI 

KTPASTPVSGTPQASPMIERSNV 

VRKDYDTLSKCSPKMPPAPSGR 

AYTSPLIDMFNNPATAAPNSQR 

VNNSTGTSEDPSLQRSVSVATG 

LNMMKKQKVKTIFPHTAGSNK 

TLLSFAQGDV1TLLIPEEKDGWL 

YGEHDVSKARGWPPSSYTKLL 

EENETEAVTVPTPSPTPVRSFSG 


9762 


40130 


B 


9823 


1 


1128 




9763 


40 1 3 1 


A 


9824 


| 


434 




9764 


401 32 


A 


9825 


92 


319 


SIPPYPIPPPVDRKEID*LEGMQT 
SGLFQQTSG*EEGVGS1MASGR 
PPHPEPLKADFICKREVRLAFSI 
ACIWMR 


9765 


40133 


A 


9826 


1 


851 




9766 


40134 


A 


9827 


227 


305 


LV1FSIFNLVG*NISDCI1LICQLK 


9767 


40135 


A 


9828 


66 


808 


YCWQSQGAKPRDLLGPDLIPLN 

HSPRVSHLLCHRHIRJCAGGVFV 

ADEIQVGFGRVGKHFWAFQLQ 

GKDFVPDIVTMGKSIGNGHPVA 

CVAATQPVARAFEATGVEYFN 

TFGG\SPVSCAVGLAVLNVLEK 

EQLQDHATSVGSFLMQLLGQQ 

KIKHPIVGDVRGVGLFIGVDL1K 

DEATRTP\ELKRHVYLVSRLKE 

NYVLLSTDGPGRNILKFKPPMC 

FSLDNARQVVAKLDAILTDME 

EKVRSCENR 


9768 


40136 


A 


9829 


3 


597 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


9769 


40137 


A 


9830 


1 


3281 


MGFHHVGQAGLKLLTSGTPQL 

LALVQH WVPGARLVEELPHEL 

VLVLPYTGAHDGSFATLFRELD 

TRLAELRLTGYGJSDTSLEEIFL 

KVVEECAADTDMEDG/TLRAA 

PMH RHC WPRRNPT AQDA ATG D 

SAGXDGEPAGSAPETDQGSGPD 

AVGRVQGWALTRQQLQALLL 

KRFLLARRSRRGLFAQ1VLPALF 

VGLALVFSLIVPPFGHYPALRLS 

PTMYGAQVSFFSEDAPGDPGR 

ARLLEALLQEAGLEEPP 


9770 


40138 


A 


9831 


1 


684 


RTRGPPPQSRSGGRRRRJPLYLP 

TSCIKELVAGGVAVESWPGRD 

AAQLLLCSCLLSPPPVMTETRE 

PAETGGYASLEEDDEDLSPGPE 

HSSDSEYTLSEPDSEEEEDEEEE 

EEETTDDPEYDPG YK VK* RLGG 

GRGGPSRRAPRVAAQPPAQPCQ 

LCG RSPLG E APPGTPRCTGTSCC 

MPG V RC RQSPHTG SLA EG VG W 

EEGAEEJGVVTVVMGDGVLPV 

CVVLEVDV 


977 J 


40139 


A 


9832 


■ 


670 


MESD1GRKGGKDPEAGPEHSSD 

SEYTLSEPDSEEEEDEEEEEEET 

TDDPEYDPGYKVKQRLGGGRG 

GPSRRAPRAAQPPAQPCQLCGR 

SPLGEAPPGTPPCRLCCPATAPQ 

EAPAPEGRALGEEEEEPPRAGE 

GRPAGREKEEEEEEEGTYHCTE 

CEDSFDNLGELVTGTSCCMPGV 

RCRQSPHTGSLAEGVGWEEGA 

EEIGVVTVVMGDGVLPVCVVL 


9772 


40140 


A 


9833 


3 


512 




9773 


40141 


A 


9834 


3 


815 


MLYSRGPQPMGHGPVLVCGLL 

GTGCTAGAQELREAYTS1SSQID 

QAEERISE1EDKLNEIKREDKITE 

KRMKRNEQSLQEIWDYVKRPN 

LRLIGVPKSDVENGTKLENTLQ 

DTIQENFPNLARQANVQIQEIQR 

TPQRYSSRRATPRHIIVRFT1CVE 

MREKAM L RA A REKG RVTHKG K 

PVPI TA HI Q A CT\/A ADD CU/P DT 

FNILKGKNFQPRISYPAKLSFISE 
G EI K YFTDKQMLKDF VTT/RPA 
LKELLKEALNMERNNWYQPLQ 
KHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


9774 


40142 


A 


9835 


1 


561 


MVNGR.1PQAPSQFSHLARLHPA 

PSPNSDPSPFLAELLLMPSVIGL 

TPSYPSRFSSESTFLQEAFPDLC 

QAEDPVYANGGLNYSYRGYGA 

LSSNLQPPASLQTGNHSNGPTD 

LAS M KG G A FTTSTTPTPTPS STST 

SRPVPTAQLSPTE1SAVRQLIAG 

YRESAAFLLRSADELENLILQQ 

NRPRRHL | 


9775 


40143 


A 


9836 


2 


226 


KGVQFQFSSYG*PVFPTPFIK*G 
VLSPLFVFLRFLKDQMVVDV*H 
YF*GLCSVPLVYISVLVLVPCCF 
FFTVAL 


9776 


40144 


A 


9837 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 

LSKGTRALSEERJQPILAYPHPK 

TLKQLRGILGITGFCRJWIP\R*S 

SPTGQE/FSLYVTEETGIALGILT 

QVQGTSLQPMEYLNKEIDELDQ 

GRTH 


9777 


40145 


C 


9838 


213 


365 




9778 


40146 


A 


9839 


1 


1923 
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SKQ ID 

NO: 


SEQ Il> NO: 
oT peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9779 


40147 


A 


9840 


1 


2091 


MVLVVVAVVVVVLVVAVIVV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

1NNNNTAKN PQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTKKK 

YLIYLKKHSGVNKIPRNPTYEG 

C EG PFQG ELQTT A QQN KGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQIPEDAEWF 

TVLDPKHAVFCI PVHPDSQFLF 

AFEDPSNPMSQL1WTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERIQPILGYPHPKTLKQLTAFL 

GITGFCQIW1PRYSKIARPLNTR1 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LY VTEKATG I A LG V LT/PGTS AQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQKPKEVAVLHCW 

GHQKGKERE1EENRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

A I TLT A WPK I PFLG 1 R KA KN PO V 
REHEACHHLGSGLPPFWKWPT 
TILGALGARTPGMTGSTYTFIGY 
TYTSPV1FILSWQYVYFHGLYY 


9780 


40148 


A 


9841 


I 


1284 
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SKQ II> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9781 


40149 


A 


9842 


I 


1522 


MVAPGSVTSRLGSVFPFLLVLV 

DLQYEGAECGVNADVEKHLEL 

GKKLLAAGQLADALSQFHAAV 

DGDPDNYIAYYRRATVFLAMG 

KSKAALPDLTKVIQLKMDFTA 

ARLQRGHLLLKQGKLDEAEDD 

FKKVLKSNPSENEEKEAQSQLI 

KSDEMQRLRSQALNAFGSGDY 

TAAIAFLDKILEVCVWDAELRE 

LRAECFIKEGEPRKAISDLKAAS 

KLKN DNTE A FY K I STL Y YQ LG D 

HDCSFSEFRDVLNLDQDHKRVC 

FAHYKQVKKLNKLIESAEEL1R 

DGRYTDATSKYESVMKTEPSIA 

EYTVRSKERIC\HCF\SKDEK\PV 

EAIXRVCSEVLQMEPDNVNALK 

DRAEAYLIEEMYDEAIQDYETA 

QEHNVENDQQIREGLEKAQRLLA 

KQSQ1CRDYY\KILGVKRNAKK 

QE 1 1 KA Y RJCL A LQ WH PDN FQN E 

EEKKKAEKKFIDIAAAKEVLSD 

PEMRKKFDDGEDPLDAESQQG 

GGGNPFHRSWNSWQGFNPFSS 

GGPFRFKFHFTvl 


9782 


40150 


A 


9843 


5 


519 


LTCQEEHKKKHPDSSVNFVEFS 

KKCLERWKTTSAKEK/SKFEEK 

AKSDKARCDREIKNYIPPKCKK 

GRPPSAFFLFCSEHRPKIKSGHP 

GLFVVETAKKLGEMWSGQSAK 

DKQPYEQKAVKLQERYEKGIA 

AYRAKGKSEAGKKGSKKNKPE 

DEEEEEEKEDEDEEEEGEDEE 


9783 


40151 


A 


9844 


1 


3140 


YSIATVLAAEEKJLDPRRDEAKR 

L RPQRN FN I TFTH G TV F RPLTL E 

STFFNSALLFTTIKQDLPPLPKTI 

ITNAFHRFRNHHQTGFKLSAAN 

QRGPLAATLSGPGGEGQSAVA 

RLTGEKJCNHPGAQYANRLSPR 

VGRFINAAGTTGFPTGICRARSD 

SSLAKEKNQKAYKETYGVSHIT 

RH D M LQ1 PKQQQN EK YQ V PQF 

DQSTIKNIESAKGLDVWDSWPL 

QNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFY 



BNSDOCID: <WO 0175067A3_IA> 



1290 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SfcQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9784 


40152 


A 


9845 


2 


604 


FLELPPAAAAAVLSASPGALER 
EARSPRSPQTADTSPRPRAPAC 
APS RA RA M PSD RPFKQRRS F A D 

\RCKEVQQIR\DQHPSKIPV\IIER 
vi<mFicoi pvi nkTTWPi vphuv 

i ivvjCix^Lr v i ivr L, V r L/ri V 

NMSELVKIIRRRLQLNPTQAFFL 
L VNQH SM V S V\STP1 A D I YEQ EK 
DEDGFLYMVYASQETFGF*ASS 
PCLSAHLPLTHPRLCPPPGPAHP 


07QC 


A(\ 1 


A 








PnOUPQVIPVlIPDV^r.CkTkl o\/ 
tvJJv^rlrofVlK VllclvY rvUcKv^Lr V 

l»U!x j ivr l v run v in ivi o c l, v is.ii tv 

ppi Of MPTHAFFI 1 VXIOUQlV/fX/Q 

wonrpi AnivFOPkrnvprinFi wm 

Vol r IAU1 i CLV^C.IS.LJ\CrlJkJrL»\ I IVI 

VYGLPGKPFGF 


9786 


40154 


A 


9847 


254 


2110 




9787 


40155 


A 


9848 


234 


1904 




9788 


40156 


A 


9849 


5 


189 




9789 


40157 


A 


9850 


1 


1546 


MASASSQPSLAVGFSSFDPGAP 

SCTASSASGILSPTASEVPYASG 

MPIKKTGHRGVDSSGETTYKKT 

TSTALKGAIQLG1TYTVGSLSTK 

PERDVLMQDFYVVESIFFPSEGS 

N LTP A HH YN A FRFKTY A P V A F 

RYFRELFGIPPDDYLCSLCSEPLI 

ELCSSGASGSLFYVSSDDELIIK 

TLQHKEAEFLQKLLPGYYLNLS 

QNPRTLLPKFFGLYCVQTGGKN 

IRJVVMNNLLPRSVKMHIKYDL 

KGSTYK RRASQKEREKPLPTFK 

DLDFLQDI PDGLFLDADTYNAL 

CKTLQRDCLVLQSFKIMDYSL 

WLSIHN I DH A QREPLSSDTLQ V 

S I DTQRL A PQK A L Y STA M EF IQ 

GEARLGDTMEADDHMGGIPAQ 

NSKGERLLLYIGIIDILQSYTFLK 

KLEHSWKAVVHDGDAVSVHR 

PGFYAERFQHFMCNAVFKKIPL 

KPSPSKKFRSGLSFSLHTGSSGN 

SC1TYQPLVSEEHKSQVIKVQVE 

PGVHLGRSDVLPQTSE\PPLEEIT 



1291 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ U> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9790 


40158 


A 


9851 


233 


2051 


AGPGAGSTCLREARRGRGGGP 

QNAGSVKRRWEDSIPRRGRTGL 

KESQAAEGEGAAKMASASSGP 

SSSVGFSSFDPAVPSCTLSSASGI 

KRPMASEVPYASGMPIKK1GHR 

SVDSSGETTYKKTTSSALKGAI 

QLGITHTVGSLSTKPERDVLMQ 

DFYVVESIFFPSEGSNLTPAHHY 

NDFRFKTYAPVAFRYFRELFGI 

RPDDYLYSLCSEPLI ELCSSG AS 

GSLFYVSSDDEF1IKTVQHKEAE 

FLQKLLPGYYMNLNQNPRTLLP 

KFYGLYCVQAGGKNIR1VVMN 

NLLPRSVKMHIKYDLKGSTYK 

RRASQKEREKPLPTFKDLDFLQ 

DIPDGLFLDADMYNALCKTLQ 

RDCLVLQSFKIMDYSLLMSIHNI 

DHAQREPLSSETQYSVDTRRPA 

PQK\ALYSTAMESIQGEARRGG 

TMETDDHMGGIPARNSKGERL 

LLYIGI1DILQSYRFVKKLEHSW 

KALVHDGDTVSVHRPGFYAER 

FQRFMCNTVFKKIPLKPSPSKKF 

RSGSSFSRRAGSSGNSCITYQPS 

VSGEHKAQVTTKAEVEPGVHL 

GRPDVLPQTPPLEEISEGSPIPDP 

SFSPLVGETLQMLTTSTTLEKLE 


Q7Q1 


dft I SQ 

4U 1 J7 




9852 


30 


298 


EPFIFLFIYLFIYLFFETESRPVIQ 
AGVQWCNLSSLQPLPTGFKQFS 
\C LSPLTS W D YRH PPPC PAN FC S 
FSRDGVSPCWPGWSQTPDLR 


9792 


40160 


A 


9853 


3 


938 




9793 


40161 


A 


9854 


208 


870 


LG M AG RLFTVN LQSPLN PSTLL 

AEVC VEQCTLMDSKM KPL W1M 

YSNEEAGSGGRVSVSLKRDDD 

LWQDMLTMQTIRLMDVPDTIA 

N IQLNNRN M DGGNEEFTLSC A 

GYCVATYVLGIGDRHSDNIMIR 

ASGQLFHIDFCHFRQRVPFILTY 

DFVHVIEQGKTNN/SEKFERFRG 

YCERA\YTILRRHGLLFLHLFAL 

MQAAGLPELSCSKDIRYLKDSL 

VHPL 



1292 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ JD NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9794 


40162 


A 


9855 


1 


790 


VEELSKKLADSDQASKVQQQK 

LKVGQLGEWVWPLDKGGKLFS 

KLWGRGGLVYKWFLLIYK1SY 

ATGIVGYMAVMFTLFGLNLLF 

K1KPEDAMDFGISLLFYGLYYG 

VLERDFAEMCADYMAST1GFY 

SESGMPTKHLSDSVCAVCGQQI 

FVDVSEE/EDH*EHRCS/CFHEF 

C1RGWCIVGKKQTCPYCKEKV 

DLKRMFSNPYPLLGSLLGVGCG 

KJCVLASVTCIWVLLGPSLLPPT 

RTCQTMNNKKIMKVMMRIKR 

MMTDTMAS 


9795 


40163 


A 


9856 


1 


1005 


FRGRAVKMAAVVEVEVVGGA 

AGERELDEVDMSDLSPEEQWR 

VEHARMHAKHRGHEAMHAEM 

VLILIATLVVAQLLLVQWKQRH 

PRSYNMVTLFQMWVVPLYFTV 

KLH W WRFLVI WI LFS A VTAF VT 

FRATRKPLVQTTPRLVYKWFLL 

IYKISYATGIVGYMAVMFTLFG 

LNLLFKIKPEDAMDFGISLLFYG 

LYYGVLERDFAEMCADYMAST 

IGFYSESGMPTKHLSDSVCAVC 

GQQIFVDVSEEGDHXETTYRLSC 

NHVSHEFCIRGWCIVGKKQTCP 

YCKEKVDLKRMFSNPWERPHV 

MYGQLLDWLRYLVAWQPVIIG 

VVQGrNYILGLE 


9796 


40164 


A 


9857 


28 


267 


LNIGKGDSKKPRGKMSSYAFFV 
QTCREEHKKQHPDASVNFSEFS 
YKKDIAAY*AKGKPDAAKKGFI 
KAEKSKKKKEEEED 


9797 


40165 


A 


9858 


1 


194 


MGKGDPKKLRGKMSSYAFFVQ 
TCQEEHKKQQPDASVNFSEF/S 
K KCSERWKTM S A KEKSEDM A 
KL 


9798 


40166 


A 


9859 


241 


958 


HQ1FILFFRKITKHGQRRSLRSPR 

GKMSS\FAFF\VQTCREEHKKRH 

PDASVNXFSEFSKKC/SQRGWKT 

MS\SKEKGKF*RYGQKRDKAR 

YER\EMKTYYPS\KGGDQKRSF 

KDPNAPQGGPPFGPSFLF\CSEY 

d di/ 1 1/ d cnuDr^ i cirrw/A i/i/i r~* 
KrlvlKKiilJHrOLblOL; VAKKLCj 

EMWELTLLQ/SDKQPYEKKAA 

KLKEKYEKLD1AAYRAKGKPDA 

AKKGVVKAEKSKKKKEEEEDE 

EDEEDEEEEEDEEDEEDEEEDD 
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BNSDOC1D: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ll> 

NO: 


SKQ !l> NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9799 


40167 


A 


9860 


2536 


2909 


KSGVPGSRFSSSDKSDTGVTGL 
FSTYFLKSDFQLQLID1SASTAS 
KSLFSAVLFQEYILSFG LSEIISIL 
SSAVCWREAPKLSMVGCLAAG 
GKLTGC*AAGCLATDG RTETL 
DAAPAAAALSAV 


9800 


40168 


A 


9861 


5 


1752 


KCTICLRNS/IAVCCGCGQGLSG 

YLNGEGADGAERGGGGSGVEC 

LRAPVCGQAASSLAASQLAAG 

GQAANHAQLRCLSPADCALML 

FIQVEVLTNS1AMVSVHLEKQP 

LKLVLG ELG FRSPAG EEQATP V 

VGGEGLGC1EDSAAVAEGGIAI 

GGIVGINTALQEVLKPHTIKMQ 

RMNAQLSRRKEPKEGLCGERG 

QDRMSRAKGSSSKGKELPPGCR 

RVTMKPLLVRETQEGQAAERG 

AEEQLQTLGPFAVYRDSPSKNF 

YKRDKMLKGLEEAKVNFVWR 

TNEGFLEEDAGQEFGIQKAVTP 

ALCPSRKAEVPLSCLTLKLSED 

GKAKKAPYNTGPLGLLHLSMC 

SHSRKGFEQLWQLNSGKLLQG 

PRDSVEGSARRAETAVHCPAVL 

H FAPA LLLA A LRCQRDLESAA A 

PSHTRSCQHPRLLSGAVQTAGF 

SNPPKVVIQIKWNFLVMLLNFP 

GSTKLIARLKQQMMYKEMASQ 

RLTQS M LPH RS RL I G AG PCN RC 

VHPEPVIVTLFGQKVFARIIKKN 

QTCLLCSQIWCAHYQQGWICA 

WLAGFGKIYIFSTIGV1DTLSSG 

H1HLQPNCTARDSASWESPA 


9801 


40169 


A 


9862 


1 


668 


MWRLVIQDAKDENGVLVGNR 

VLAHSSLAVLSCLALNNRRISG 

WTP/CGPSGSPPGFMGRRGTST/ 

RLPTG**CPEGQPPRCPCG*ASG 

CASSPAECRMPATHLPGNSGRV 

PFPPGPVNYSPLRLQAPEQVTG 

S/SPWPFS/RPVLGPLPLEGS\PPP 

F/RLPPRPRPAGVAAGSSWGHS 

AASVRRSPGRRPEGESIHPRPPA 

SRLPWLRATREEEAGAPKLGED 

SYPNF 



1294 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9802 


40170 


A 


9863 


2 


624 


FMGRRGTSTPFPLADNAPRGSP 

PGAHVVGGWDPDLRRAPVTGF 

SCSGSCSQRGAADWESFPRSPP 

CRASGCASSPAECRMPATHLPG 

NSGRVPFPPGPVNYSPLRLQAP 

FOVTriS/^PWPP^/R P\/l r~:oi r>i c: 
V v lUo/orwrro/ivrVLurLrLt 

uo\rrrr/tU^rrKrKrAOVAA(jc)i> 

WGHSAASVRRSPGRRPEGESIH 
PRPPASRLPWLRATREEEAGAP 
KLGEDSYPNF 


9803 


40171 


A 


9864 


51 


225 




9804 


40172 




Q86^ 


i 
i 




Ar AAlr 1 IN J LLLtyKALUbr Ac. 

TES VSKDNTL* PP VETPTTLPRA 
AGRETKYANLSSPTSTVSESQ/P 
D*AWSNSPSTCKIQNITEKRGGS 
L 


9805 


40173 


A 


9866 


3 


441 


QTNFKGCSKVTSSKLNMSLLW 
TPTGR*GCDRKVEQGPPGDLGT 

A AVRPk'Qf A IQQQT VQ/APCA ci/ 
/A /A V IvrrvoLAlojoL V o/AUoAolv 

TQGTDLKTSSHPEMLHGMAPQ 
QKHGQQYKTKSSYKAFASIPYK 
H1AFGTEDS/STTLPRAAGRETK 
YANLSSPTSTVSESQAD ' 


9806 


40174 




9867 

70U / 




417 

HI/ 


NLEVSAN*VWVGSLLTVGTNV 
KIRGLASEPPAETVSFSSKFLFN 
KLLFSRFSSSI LKENEKERKNER 
HRGSNSV 


9807 


40175 


A 


9868 


153 


1624 


TTRRKSMNPTLSGKYLEDNSDL 

FSEQALDEPAKTESVSKDNTLE 

PPVELYFPAQLRQQTEELCATID 

KVLQDSLSMAPSLSPTKQASSS 

LAYMNVERTPSPTLKSNTMLSL 

LQTSTSSSVGLPPVPPSSSLSSLK 

SKQDGDLRGPENPRNIHTYPST 

LASSALSSLSPPINQRATFSSSEK 

CFHPSPALSSLINRSKRASSQLS 

GQELNPSALPSLPVSSADFASLP 

NLRSSS/APSCQSAHPGAPAQSL 

SSAPTVCGSGTLPSRLGKSESTTP 

NHRSPVSTPSLSISLTRTEELISP 

CALSMSTGPKNKKSKTPTTLPR 

AAGRETKYSKSNDYLTLNAGS 

QQERDQAKLTCPSEVSGTILQE 

REFEANKLQGMQQSDLFKAEY 

\/t ivneimcnr a ACDi/x/cnr 1 Dn 
VL.lv UocutUbAAoKK.VbC^urr 

GGIGTAAVRPKSLAISSSLVSDV 
VRPKTQGTDLKTSSHPEMLHG 
MAPQQKHGQASAYKGEESNEE 
DWTILKSSRMTNPRKLSDNKI 


9808 


40176 


A | 


9869 


1 


762 
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BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


9809 


40177 


A 


9870 


1 


537 




9810 


40178 


A 


9871 


490 


681 


MGLVLLHVGKLGSSWLRNGSQ 

ETAGQIISPLSSWHDTGAGAAL 

DFSPGLSCLPVR*GSRRAAPH 


981 1 


40179 


C 


9872 


258 


527 




9812 


40180 


A ; 


9873 


1 


2865 


MLPAFEHQTPSSSAFGLLNLQQ 

WFVRGSRAFGHRLKAALSGSL 

LLKFSDSDWLPCSSACRGPIVG 

LHLVIVYVKSHQNAYRHKNIQL 

KQTLLSCNTTKVRSFIIEVSETR 

NPPAGTNSGHILGTCPGYRYAK 

GKETGKEIIKGPQNPPGYRLCPL 

QAVGGGEFGPTQVHVPFSLSDL 

KQIRVDLGKFSDDPDRQYPLRP 

EAHEGLQDILRYLKVQGLVRK 

CSSPCNTRILGVQKPKGQWRLV 

QDLRFINEAVIPL 


9813 


40181 


A 


9874 


3 


177 




9814 


40182 


A 


9875 


255 


1299 


AAVFPLWCWRTRGKCHSLEWR 

PCTVCSWPDSPPKVSAGQALCG 

SETLPLTQTPDIQVPATLESGHP 

ANLLWSAAWKSRKSLIFSWTW 

GTVISLGPRTPHFSE1T1IPLPWS 

HGSSITFQVTFPRFHVTTEMTIQ 

LNVSSPVALENATSLSVLKNQS 

LRF V Y VTDSNPPA RLSWTWEG 

QALNLSQSSESAVLELPPVESC 

DGGEFVCQAQHPLGSQHVSISL 

SVQSDSVISIEEGVLQTLGFTL1R 

G 1 LMGTSCTF1CGFT WICCTSP V I 

PKPGTQSCFSTRDSATLPDACG 

SPGPKRVWMCSESHQPLCAVP 

DEDEQELHYAVLHFHKVQPQE 

PKVTDTEYSEIKIHK 


9815 


40183 


A 


9876 


27 


385 


ASTTTGSGTSTAAARCTAWSPG 

PLVTAVEKFEAEAAALGQRIST 

LQKGSPDPLQVRMLNDQLMLL 

ERTFLNPRAFPEERYYSHVLWA 

/PSHGLRSHIPGVLSNACSRARDT 

ASGSEAWAEG 


9816 


40184 


A 


9877 


160 


480 




9817 


40185 


A 


9878 


19 


433 


GLDHGWAGDRWRTRPVVGAG 

EGRAPRLNSPSGQIRSPGPGDLS 

IYDNWIRYFNRSSPVYGLVP\GF 

SSHQAVARTAGSV1LRLSDSFFL 

PLKVSDYSETLRSFLQAAQQDL 

GALLEQHSISLGPLVTAVEKFE 

AKAAAL 



1296 

BNSOCXIID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/0863J 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9818 


40186 


A 


9879 


1 


996 


MALSKERSTVTRTQWARKTML 

QGETIQISESVSTYLRPYSVSGT 

VLGTNMSKTSARIYPTYHTAFD 

TFDYVDKFLDPGFSSHQAVART 

AGSVILRLSDSFFLPLKVSDYSE 

TLRSFLQAAQQDLGALLEQHSI 

SLGPLVTAVEKFEAEAAALGQR 

ISTLQKGSPDHVLWA/PSHGLRS 

H I PG\LSN ACSRARDTASGSE A 

WAEVQRQLSIVVTALEGSVEAL 

HEVLQLPAALRACPPLRKALAV 

DAAFREGNAARLFRLLQTLPYL 

PSC A VQCHVGH A RREALARFA 

RAFSTPKGQTLPLGFMVNLLA 

WMDSGKHGTCARPTGCPWTER 

RELCS 


9819 


40187 


A 


9880 


66 


744 


RAHEDRERSGVQIRTQSWNGG 

KREKDFLHQSGVLETLLM KGC | 

WRKSKTSARJYPTYHTAFDTFD 

YVDKFLDPGFSSHQAVARTAG 

SVILRLSDSFFLPLKVSDYSETL 

RSFLQAAQQDLGALLEQHSISL 

GMHSPDPEVRMLNDQLMLLER 

TFLNPRAFPEERYYSHVLWA/PS 

HGLRSHIPGVLSNACSRARDTAS 

G S E A W A E VQRQL S 1 V VTA LEG 

A A ATLRP V ADL 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9820 


40188 


A 


9881 


2 


2241 


PRVRRMQWTKVLGLGLGAAA 

LLGLG f ILGHFAI PKKANSLA PQ 

DLDLEILETVMGQLDAHRIREN 

LRELSREPHLASSPRDEDLVQL 

LLQRWKDPESGLDSAEASTYE 

VLLSFPSQEQPNVVDIVGPTGG1 

IHSCHRTEENVTGEQGGPDVVQ 

PYAAYAPSGTPQGLLVYANRG 

AEEDFKELQTQGIKLEGTIALTR 

YGGVGRGAKAVNAAKJHGVAG 

VLVYTDPAD1MDGLSSPDETFP 

NSWYLPPSGVERGSYYEYFGDP 

LTPYLPAVPSSFRVDLANVSGF 

PPIPTQPIGFQDARDLLCNLNGT 

LAPATWQGALGCHYRLGPGFR 

PDGDFPADSQVNVSVYNRLEL 

RNSSNVLGIIRGAVEPDRYVLY 

GNHRDSWVHGAVDPSSGTAVL 

LELSRVLGTLLKKGTWRPRRSI 

VFASWGAEEFGL1GSTEFTEEFF 

NKLQERTVAY1NVDISVFANAT 

LRVQGTPPVQSVVFSATKEIRSP 

GPGDLSI YDNWIRYFNRSSPVY 

GLVPSLGSLGAGSDYAPFVHFL 

GISSMDI AYTYDRSKTSARIYPT 

YHTAFDTFDYVDKFLDPGFSSH 

QAVARTAGSVILRLSDSFFLPLK 

VSDYSETLRSFLQAAQQDLGAL 

LEQHSISLGPLVTAVEKFEAEA 

AALGQRISTLQKGSPDPLQVRM 

LNDQLMLLERTFLNPRAFPEER 

YYSHVLWAPSHGLRSHIPGXLS 


9821 


40189 


A 


9882 


1 


1962 




9822 


40190 


A 


9883 


1 


166 


MEYYAALKKDEFMSFVGTWM 
KLETI I LS K VXCQGQK VKH HMFS 
LTGALLVRGPWA 


9823 


40191 


A 


9884 


1 


378 




9824 


40192 


A 


9885 


I 


681 




9825 


40193 


A 


9886 


I 


3174 


MEYYAAIKNDEFMSFVGTWM 

KLETIILSKLLQGQKTKHRMFSL 

IGSIIVKVPSSLQAHLQLSGKEV 

DVMSEVHVQEMAEARKDDVV 

TVTDAEKALDKIQHLFMVKTLS 

KIGIQGTYLNV1KAIYDKPTANII 

LNGEKLKAFPLRNETRQGCPLS 

PLLFNTVLKVLARAVRQEKEIK 

GIQIGKEEVILSLFADDMIVHLE 

NPIVSAQNLLKLIDNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQ1 

MSELPFTIASER 


9826 


40194 


B 


9887 


1 


352 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


9827 


40195 


A 


9888 


3 


430 


FFFFLPVAGLRRPRPRLGPVPPR 
PRVPPPQDRAATMKKFFQEFKA 
niKFKSAGPOOKI K^F^vr.PkTAU 

KEKPNQPAPRPPRQGPTNEGTD 
GSRCCPQP/WLEQKQSRAWGPH 
IAGHHPKPGEKGTSSRSHRQRE 
PRGPRDQRGI 


9828 


40196 


A 


9889 


1 


1062 


MKKFFQEFKADIKFKSAGPGQK 

LKESVGVWGRPNGLMSVKGN 

CECGNLWLLYPEVAALAAEAE 

GPEVGSVEDQRRQQGYFVRLG 

SLSARIRJ4LAYEHSVGKLRQSK 

HRAQDTLAQLQETLELVDHMP 

CG VTPTAPARPGKVHEL WGEW 

RQRPP/REPPPE\QAELETLVLAR 

SLTHELQGTVEALEFSVWGLPA 

GAQEKVAEVRRSVDALQTAFA 

DARCFRDVPAAALAEGRGRVA 

HAHACVDELLELVVQAVPLPW 

i vriPFAPfi vprpppi phi ai~m v 

L/ v \Jr r/Ar IL v ctvrcrLr ULnL/L V 
VJtL, V luurUrlvWAnLUWrA^yK 

AWEAEHRDGSGNGDGDRMGV 
AGD1CEOEPETPSCPVKHNPDA 
RAGLLTHGPVEAG ! 


9829 


40197 


A 


9890 


11 


285 




9830 


40198 


A 


9891 


2 


138 


FFFLGFHVFYSIPLIPRDNSF*GV 
FSSLDLITAVFVTLAELRSVT 
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SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9831 


40199 


A 


9892 


121 


2320 


EMAFQKAVKGTILVGGGALAT 

VLGLSQFAHYRRKQMNLAYVK 

AADC1SEPVNREPPSREAQLLTL 

QNTSEFDILV1GGGATGSGCAL 

DAVTRGLKTALVERDDFSSGTS 

SRSTKL1HGGVRYLQKA1MKLD 

IEQYRMVKEALHERANLLEIAP 

HLSAPLP1MLPVYKWWQLPYY 

WVGIKL\YDLVARKANCLKSSY 

VLSKSRALEHFPMLQKJ3KLVG 

AIVYYDGQHNDA\RMNLAIALT 

AA\RYGAATANYMEVVSL\LKK 

TDP\QTGK\VHVSGARCKGCPST 

GQEFDVRAKCVINATGPFTDSV 

RKMDDKDAAAI\CQPSAGVH1V 

MPGYYSPESMGLLDPATSDGR 

VIFFLPWQKMTIAGTTDTPTDV 

THHPIPSEEDINFILNEV\RNYLS 

CDVEVRRGDVLAAWSGIRPLV 

TDPKSADTQSISRNHVVDISESG 

LITIAGGKWTTYRSMAEDTINA 

AVKTHNLKAGPSRTVGLFLQG 

GKDWSPTLYIRLVQDYGLESEV 

AQHLAATYGDKAFEVAKMAS 

VTGKRWPI VGVHLVSEFPYI EA 

EVKYGIKEYACTAVDMISRRTR 

LAFLNVQAAEEALPRJVELMGR 

ELNWDDYKKQEQLETARKAFL 

YYEMGYKSRSEQLTDRSEISLL 

PSDIDRYKKRFHKFDADQKGFI 

TIVDVQRVLESFNVQMDENTLH 

EILNEVDLNKNGQVELNEFLQL 
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SEQI1> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9832 


40200 


A 


9893 


1 


2020 


MLKPLMGGGAHRRAAAGARK 

WDGTAI1ASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LAIALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCV1NATGPF 

TDS VRJCM DDKDAAAI\CQA\SA 

GVHIVMPGYYSPESMGLLDPAT 

SDGRVIFFLPWQKMTIAGTTDT 

PTDVTHHPI PSEEDIN FILN E VR 

NYLSCDV E VRRGDVL A A WSG I 

RPLVTDPKSADTQSISRNHVVDI 

SESGLITIAGGKWTTYRSMAED 

TINAAVKTHNLKAGPSRTVGLF 

LQGGKDWSPTLYIRLVQDYGL 

ESEVAQHLAATYGDKAFEVAK 

MASVTGKRV/WPIVGVRLVSDF 

PYIEAEVKYGIKEYACTAVDMT 

SRRTRLAFLNLQAAEEALPRLL 

ELMGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEISLLPSDIDRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTALKV 

ARLELFVSPGGLVVLLGSGVKL 

Q1FAPNMAMHNKAAPPQIPDTR 

RELAELVKRKQELAATLAKFG 


9833 


40201 


A 


9894 


2 


593 


ISSAVEFETSQLSGLWTEQSAA 
RSRGENIVCGPQGPRG/GPWVP 
AEPTGSPVVSEEPLDLLPTLDLR 
QEMPPPRVFKSFLSLLFQG LS VL 

TVVSLUNLFLSAFWLGLLYLVS 
PLENEPKEMLTLSEYHERVRSQ 
GQQLQQLQAELDKLHKEVSTV 
RAANSERGAKLVFQRLNEGFV 
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SKQ ID 

NO: 


SEQ IH NO: 
t>f peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos.siblc nucleotide insertion) 


9834 


40202 


A 


9895 


1 


1 105 


MRRSSRPGSASSSRKHTPNFFSE 

NSSMSITSEDSKGLRSAEPGPGE 

PEGRRARGPSCGLLFQGLSVLL 

SLAGDVLVSMYREVCSIRFLFT 

AVSLLSLFLSAFWLGLLYLVSP 

LENEPfCEMLTLSEYHERVRSQG 

QQLQQLQAELDKLHKEVSTVR 

AANSERVAKLVFQRLNEDFVR 

KPDYALSSVGASIDLQKTSHDY 

ADRNTAYFWNRFSFWNYARPP 

TVILEPHVFPGNCWAFEGVQGQ 

VVIQLPG/HECTLSDITLQHPPPS 

VFHTGGANSAPRDFAVFFLLSF 

FTHQGLQVYDETEVSLGKFTFD 

VEKSEIQTFHLQNDPPAAFPKV 

K1QILSNWGHPRFTCLYRVRAH 

GVRTSEGAEGSAQGPH 


9835 


40203 


A 


9896 


10 


395 


VEPGKRLIDRIVETICSCFQGPQ 

TDEGVQLQI1KALLTAVTSPHIEI 

HEGTILQTVRTCYNIYLASKNLI 

NQTTAKATLTQML/NHARSDSG 

KVSTENGDAPRERGSSLSGTNX 

DGAQEVVKDILEDVVT 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9836 


40204 


A 


9897 


1 


1698 


MLGTSVED1AQFLHQEERLDST 

QVGDFLGDSARFNKEVMYAYV 

DQLDFCEKEFVSALRTFLEGFR 

LPGEAQKIDRLMEKFAARYIEC 

NQGQTLFASADTA YVLA YSI 1 M 

LTTDLHSP/PDLEMHQPAGARS 

ADRNRCEDALPVWIWA*KRR£ 

PEGPHIGRRRVHGPWPR*FGEW 

RSG*KTDGQLPRIGW*DQLAEC 

GCSCGQDFYWVYQTGWKCNS* 

LCPLAVCCVHG*TGFPPPSSHV 

QLAEDCGDIILQHESDPTTVVS 

NMACDWRSLQ*DKL*MLGTSV 

EDIAQFLHQEERLDSTQVGDFL 

GDSARFNKEVMYAYVDQLDFC 

EKEFVSALRTFLEGFRLPGEAQ 

KIDRLMEKFAARYIECNQGQTL 

FASADTA YVLA YSI IMLTTDLH 

SPQILKCISQLELAQLIGTGVKT 

RYLSGSGREREGSLKGHTLAGE 

EFMGLGLGNLVSGGVDKRQM 

ASFQESVGETSSQSVVVAVDRI 

FTGSTRLDGNAIVDFVRWLCA 

VSMDELASPHHPRMFSLQKIVE 

ISYYNMNRIRLQWSRIWHVIGD 

HFNKTSCDRLRELHVSEVFTVI 

TETRETKGPRDTP1 FI ETL VKVK 

DAEDQLGARVGY1ELDLNSGKI 

LESFRPEERFPMMSTFKVLLCG 

AVLSRJDAGQEQLGRRJHYSQN 

DLVEYSPVTEKHLTDGMTVRE 

LCSAAITMSDNTAANLLLTT1G 


9837 


40205 


A 


9898 


i 


492 




9838 


40206 


A 


9899 


l 


3555 




9839 


40207 


A 


9900 


l 


4145 


MFVLKVGCPSLLLRDPRRSLLH 
YTC FTS V P VL VQ VG CNPNED V 
AIFAVDSLRQLSMKFLEKGELA 
NFRPQKDFLRPFEHIMKKNRSP 
TIRDMAIRCIAQMVNSQAANIR 
S ATI FQH HF P A A 1 DS FQDA V KC L 
SEF ACN A AFPXDTSM EA I RLIRF 

LU1N Y L\otKrKVLLt Y 1 bUDIVIN 

VAPGDRVWVRGWFPILFELSCII 
NRCKLDVRTRGLTVMFEIMKS 
YGHTFEKHWWQDLFR1VFRIFD 
NMKLPEQLSEKS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
todon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9840 


40208 


A 


9901 


1 


5477 


MQESQTKSMFVSRALEK1LADK 

EVKRPQHSQLRRACQVALAWK 

LLLIAPLAVGKATPVKMWSNK 

VEQLTVMNMHSAEQETDEIKA 

EIEKQRLGTAAPPKANFIEADK 

YFLPFELACQSKSPRVVSTSLDC 

LQKLIAYGHITGNAPDSGAPGK 

RJLIDRIVETICSCFQGPQTDEGV 

QLQUKALLTAVTSPH1E1HEGTI 

LQTVRTCYNIYLASKNLINQTT 

AICATLTQMLNV1FTRMENQVL 

QEARELEKPIQSK 


9841 


40209 


A 


9902 


2 


740 


TGWEGRAEAEVPQDDRREPRH 

S/IEVEEEDQKLVSASLEPIGG/P 

PDCPQKPQ\PQCPLSPSKKWGC 

DLCL*QHKLAQKWRREISTSVP 

SQPGLGPGRTADTGPSLPTYTPA 

GQE AG RTPA PP A WS A FDLDST 

V V KMEKG WICS* K YTRSQASC 

SELPRRLGRAGPTEELGMPTQE 

VAPLPARG*GPESLPL/ASRQEF 

LSGRTVRVKLGLPLPLTEGK1V 

LPGGEGGSPHVCPSPW11ERRTA 

DQGVVAE 


9842 


40210 


A 


9903 


1 


1376 


MPSSSVGPARPSLRGSSEQLAW 

LRGIFSYRSSPPPSPQQSSPNQTR 

SRQHYAPSVFEKYTASVTVGSK 

EVTLNLYDTAALAGPWPALHS 

WRPLRGAGCGALEAKPYTKQ 

WAALGPPMVPGLLRYLLWSLQ 

TLATPGQRPREGPHAHTPRAEA 

TAGQEPARDPKGSARNPEPQRP 

RGKGVRAAPKQGVRGMSIPAQ 

PHASTRAGSERRSEXQRRLLSSF 

TGSCDSDLLKFNQLKFRKKKLK 

FCKSHIHDWGLFAMEPSGDPLE 

SAW I H A RN APTTTPSQTPH P PPR 

EAGNPNPPPRAPEARGPGHDKA 

AQKACVHGGPNTQHPRPQPEP 

AVPPAALAPPPKHQLSSQASSPS 

RLGRAAERPHKTQQRQTPTHT 

GPRAAATAEHAPQALPPPAPAP 

HYNRTRPAQLRNPPTPKKGSEE 

PAQPTKHTPATPAKRDPKGGG 

ARRRPARPLQPHSGGEEDEKES 
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SEQ ID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9843 


40211 


A 


9904 


724 


2076 


KLCPCLYHFFHTNVQRHAPFVA 

NPFLLTHIQISTKH PAIVGTTELL 

LCVGGVQRVLQLAPQRLQLLA 

QVPALLLRLGPGHTLRLQVLLG 

LGQGCLSLPQGFQQLGPGPTLV 

FCPLPELLEEDAVGEALATDAD 

ALQDPVAAKLVQHQPWLQLPG 

LGKQPPPLPVSQLEVGRAVPLH 

HPQGALLLLALLEGLQSLLPRV 

HSPFLHDTFRRHRPVPASLQLN 

SFEQLCITTPQKLQQLFNHTMF 

VSPPAVNVQANPAGLLALLDEE 

CWFPKATDKSFVEKVAQEQGG 

HPKFQVRPRHLRDQADFSVLHY 

AGKVDYKANEWLMKNMDPLN 

DNVAALLHQSTDRLTAEIWKD 

v CVJ1 V vjIjCV^ V oOLUlyUrrUUIvr 

RRGMFRTVGQLYKESLSRLMA 
TLSNTNPSFVRC1VPNHEKRAG 
KLEPRLVLDQLRCNGVLEGIRI 
CRQGFPNRILFQEFRQ 


9844 


40212 


A 


9905 


2 


480 


VGCMGCSKGPWRQAFQVDVH 
VSDLALPQCRLQTGMRGAFGK 
PQGTVARVHIGQVIMSIRTKLQ 
nixcnv i o/A i_<rvivr\ivr ivr r vjrvv^rv v 
CS AAA PFSH LCPRPPDS VLSI A P 
♦IHISKKWGFTKFNADEFEDMV 
AEKRLIPDGCGVKYIPSRGPLD 
KWRALHS 


9845 


40213 


A 


9906 


1 


485 


SDEYDQLCSEALVGAQ1CAKK 

Y1VKCCGKNGFHIRVRLHPFHV 

ICINRMLACAGTDRLQTGMGG 

ATCfKPVOGTVARTI IGOVIM^IRT 

AlVJrvi W^VJ 1 V AYI\JL.1VJV^ V 1 IVl Ol l\. 1 

KLQNKE H V I E ALRRAKFKFPG R 
QKIHISKKWGFTKFNADEFEDM 
VAEKRLIPDGCGVKYIPSRGPL 
DKWRALHS 


9846 


40214 


A 


9907 


198 


452 


DYYLEGL1NHIVHHDHFLNLQN 
HSSNLPVAEICYR*RYRKKVQQ 
RI 1 1 AKDYTTELFSNR* LFN 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn(»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9847 


40215 


A 


9908 


2 


1968 


SYLHCKWATMEELEKDPRIAQ 

KIKRFRNKQAQMKHFFTEPDED 

LFNPDYVEVDRILEVAHTKDAE 

TGEEVTHYLVKWCSLPYEEST 

WELEEDVDPAKVKEFESLQVLP 

EIKHVERPASDSWQKLEKSREY 

KNSNQLREYQLEGMNWLLFN 

WYNRKNCILADEMGLGKTIQSI 

TFLSE1FLRGIHGPFLIIAPLSTIT 

NWEREFRTWTEMNAIVYHGSQ 

ISRQMIQQYEMVYRDAQGNPL 

SGVFKFHVVITTFEMILADCPEL 

KKIHWSCVIIDEAHRLKNRNCK 

LLEGLKLMALEHKVLLTGTPLQ 

NSVEELFSLLNFLEPSQFPSETA 

FLEEFGDLKTEEQVKKLQSILKP 

MMLRRLKDDVEKNLAPKQETI 1 

EVELTNIQKKYYRAILEKNFSFL 

TKGANQHNMPNLINTMMELRK 

CCNHPYLFNGAEEKILEDFRKT 

HSPDAPDFQLQG\MIQA\AGKL 

VLIDKLLPKLIAGGHKVLIFSQM 

VRCLDILEDYLIQRRYTYERJDG 

RVRGNLRQAAIDRFCKPDSDRF 

VFLLCTRAGGLGINLTAADTC1I 

FDSDWNPQNDLQVPEGRIQKV 

WEQMSWPRAQPQDNAAAACL 

QDFGSQLGVQSEETGPFrfNRQK 

QDSGNSHTAPRGRESFIKPPSSR 

DLLPLKIQKEGPATNYNS 


9848 


40216 


C 


9909 


223 


402 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9849 


40217 


A 


9910 


1 


1710 


MFEKAARQEWIQVAKSVTRVA 

MSSYTFQKNPDLISVGEDVEKK 

LELSYAAVTMA WGQYGDYGY 

PYQQYHDYSDDGWVNLNRQG 

FSYQCPQGQVIVAVRS1FSKKE 

ADSVSRASATGPDSGQFFLLER 

VGTCKTTA EAQPQRDDP YL VT 

RTVEGLSRTVEGVGRGLTQAA 

AGEGAGAVEAAW/NSLCGPFSS 

TPMASDEETEAIRGHETRPDDT 

AKNSGAIQQHSQCSWPLYY/RA 

PHSVKRYQTCSKNGLVAGFQS 

RYFESVLDREWQFYCCRYSKR 

CPYSCW/LSLAADQTLMTPGVG 

EAPRKCSSFRKGNRT1EPALTGP 

KSPTYSVGMPSLKLRPNDSHPS 

AVLLLPNFWLTTEYPGHYGEE 

MDMISYNYDYY1RGATTTFSAV 

ERKEERRERKGIGDKKHTEPTV 

LVWAA1PHYLRLGNLRTIEIYFH 

SSGSWKVQDQVDPEEEPARQN 

HRDRVPCHTPPLGGQEGDSQPV 

VMRAKDHYELEKQKALGQVE 

DEEDLCQQQRLPEQTYGSEEAP 

QEAKKNLGSPEPNSQAGAQKPI 

SMATNRAVFDVTCNFSPHWLQ 

CLQSRSLSPEDPGL 


9850 


40218 


B 


9911 


101 


1237 




9851 


40219 


A 


9912 


1 


622 


NLSDRHRGSHLESQHFQRLKQE 

DLLSPRIQDQPGQHWETLSHINi 

V VIGH VDSG KSTTTGHLI YKCG 

G I DKRTIEKFE KE A AEMG KG SF 

KYAWVLDKLKAERVERGITIDIS 

L WKFETSKYY VTI I DAPGHRDFI 

KNMITGXTSQADCAVL1VAAGV 

GEF\EAGISK\NGQTVREHALPG/ 

YSQKRYEEIVKEVSTYIKKIGYT 

PDTVACVP 


9852 


40220 


A 


9913 


1 


762 


VVQTQISKTADELISYWGTSFPP 

PFAASLTLYELEYCITID1SLWK 

FETSKYYATVIDAPGHRDFIKN 

MITGTSQADCAVLIFAAGVGEF 

EAVTFAPVNVTTEVKSVEMHH 

EVLSEALPGDNVDFDVKNVSV 

KEVHHGNVAGQISAGCAPVLD 

GKKLEDGPTFLKSGDAAIVDM 
VPGKPMCVESFSVYPPLSRFAV 
CDMRQTVAVGVIEAMDKMAA\ 
GAGKVTMSAQKAHNAK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possibk nucleotide 
deletion, \—possiblc nucleotide insertion) 


9853 


40221 


A 


9914 


1 


618 


MVQARPGAHPTLLPG PTAAWV 

SGFSGGGSDLTGAREAQERGR 

WSPTESSSASVSPVAKVSKFTLS 

SELEGGDYPKERERTGGGPGRP 

PDWTPHGTGA\LQSPHPRTAPA 

PHPTPCPGRPRDAGQRSPGAPA 

WSPRVH RPTPSLLPPRRWTAAA 

LWAAWQRPLPASQPGRGTSPG 

NPGPGRTPPSPQEVGSPGHIHIS 

LRTGFPPTL 


9854 


40222 


C 


9915 


3 


406 




9855 


40223 


A 


9916 


1379 


2096 


NGGGCGAARGGAAPGEGTRRG 

ACWATRGLPGTGRSAAAPARR 

GERQQLAMDVFLMIRRHKTTIF 

TDAKESSTVFR/ELKRIRRGQSS 

KRPPDEQRL\YK\DDQLLD\DG\ 

KTLG ECG FNTSQNRH RPQ A PAT 

VGSGLPASSAASSTDDTFEALCI 

EPFSS\PPEL\PDVDGRPQGFGEG 

SAQLNKAVQVETPQEGPIFPQL 

KGDLGSLPGCCLFFPPLPGMGP 

TPCGLLLGLVLGSSCAVLSPRS 


9856 


40224 


A 


9917 


1 


695 


MAHAGRTGYDNRE1VMKYIHY 

KLSQRGYEWDAGDVGAAPPG 

AAPAPGIFSSQPGHTPHPAASRD 

PVARTSPLQTPAAPGAAAGPAL 

SPVPPVVHLALRQAGDDFSRRY 

RGDFAEMSSQLHLTPFTARGRF 

ATVVEELFRDGSVNREMSPLW 

DNIALWMTEYLNRDLHTWIQD 

NGGWPWDFLIGATTPVTIPYLP 

YHSTEECQLINVKGTAEFKIPFA 

KPDEMIQAKIIDGC 


9857 


40225 


A 


9918 


3 


422 


CSLKNWREVLALLLTYSGTEKF 

PELCXDLMEKVMVLNRSLEQLR 

GPH/GGSAVLGQQSPPFPFPRIV 

VGATLHSKETSSYRLGSQPSHQ 

VPTPSPRPRVFTPQSSPAMPLAP 

SHPSPYQGPRTQNISDYRAPGP 

QA1QPLPL 


9858 


40226 


A 


9919 


1 


849 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


9859 


40227 


A 


9920 


3 


868 


NSSPPFPFPR1 VVGATLHSKETS 

SYRLGSQPSHQVPTPSPRPRVFT 

PQSSPAMPLAPSHPSPYQGPRT 

QNISDYRAPGPQAiQPLPLSPGV 

RPGPQDSWKEAPAPRGNLQRN 

KLPETFMPPAPITGPS/IM/RPHP* 

ATRDSSLTAPLSPV*VMLPQEF 

QENS\PAGDKDNVFPSLGKPPSP 

PCVQVMVDGPHSSR/PCAEGD 

WVQVPGVLTAEKGRLL1SPTLL 

*WEQCDCESLGTSP*GSHEKDS 

LPLWPFSLLLYQQLQHLPPEKM 

ERKELPPEHQSLKSSFEALLQRC 


9860 


40228 


A 


9921 


1 


307 


MKLKELERPAVQAWSPASQYP 

LYLATGTSAQQLDSSFSTNGTL 

EIFEVDFRDPSLDLKHRGVLSA 

LSRFHKLVWGSFGSGLLESSGV 

IVGGGDNGMLILYNVTHILSSG 

KEPVIAQKQKHTGAVRALDLN 

PFQPPEDIKALSWMRQAQHILSS 

AHPSGKAVVWDLRKNEPI1KVS 

DHSNRMHCSGLAWHPDIATQL 

VLCSEDDRLPVIQLWDLRFASS 

PLKVLESHSRGILSVSWSQADA 

ELLLTSAKDSQILCRNLGSSEPC 

PRLVFISQVTTESEFLMRSAELQ 

EALGSGNLLNYCQNKSQQALL 

QSEKMLWQFLKVTLEQDSRMK 

FLKLLGYSKDELQKKVATWLK 

SDVGLGESPQPKGNDLNSDRQ 

QAFCSQASKHTTKEASASSAFF 

DELVPQNMTPWEIPITKDIDGLL 

SQALLLGELGPAVELCLKEERF 

ADAI1LAQAGGTDLLKQTQERY 

LAKKKTK1SSLLACVVQKNWK 

DVVCTCSLKNWREALALLLTY 

SGTEKFPELCDMLGTRMEQEGS 

RALTSEARLCYVCSGSVERLVE 

C WA KCHQ ALSPM ALQDLM EK 

VMVLNRSLEQLRGPHGVSPGP 

ATTYRVTOYANLLAAOnSl AT 

AMSFLPRDCA/PAARDIYAPSTN 

YCSSYEPHP*ATRDSSLTAPCLQ 

SASAPAT*EDGKEGAAPRASVL 

EEQL*GASPTLLPVCN*LKDKK 
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SKQ <l> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9861 


40229 


A 


9922 


3 


2751 


SVSWSQADAELLLTSAKDSQ1L 

CRNLGSSEVVYKLPTQSSWCFD 

VQWCPRDPSVFSAASFNGWISL 

YSVMGRSWEVQHMRQADKISS 

SFSKGQPLPPLQVPEQVAQAPLI 

PPLKKPPKWIRRPTGVSFAFGG 

KLVTFGLPSTPAHLVPQPCPRL 

VFISQVTTESEFLMRSAELQEAL 

GSGNLLNYCQNKSQQALLQSE 

KMLWQFLKVTLEQDSRMKFLK 

LLGYSKDELQKKVATWLKSDV 

GLGESPQPKGNDLNS 


9862 


40230 


A 


9923 


363 


543 




9863 


40231 ; 


A 


9924 


2 


737 


EAETEYFVRCIKHMFTNHIVFQ 

LFHLLTFQFDCTNTLNDQLLEK 

VTVQMEPSESYEVLSCIPAPSLP 

YNQPGICYTLVRLPDDDPTAVA 

G S FSCTM K FT V RDCDPNTGV PD 

EDGNDDEYVLEDLEVTVSDHIQ 

KVLKPNF\AAAWEE\VGDT\FEK 

EETFALSSTKTLEEAVNXNIITFL 

GMQPCERS\DKVPENQD\SHSL 

YLAGIFRGGYDLXLVRARLALA 

DG VTMQVTVRCKH RTPVDI ILA 


9864 


40232 


A 


9925 


327 


464 


GSPTTRPAKPLTLSSGHLRSRPR 

WAEGPQYHLP*ISAPRAKLGV 

MM 


9865 


40233 


A 


9926 


2 


1 179 


WQPDIGPYGGLLNVVVDGLFI1 

GV/MYLPPHDPHVDDPMRFKPL 

FRIHLMERKAATVECMYGHKG 

PHHGHJQIVKKDEFSTKCNQTD 

HHRMSGGRQEEFRTWLREEWG 

RTLEDIFHEHMQELILMKFIYTS 

QYDNCLTYRRIYLPPSRPDDLIK 

PGLFKGTYGSHGLEIVMLSFHG 

RRARGTKITGDPNIPAGQQTVEI 

DLRHRJQLPDLENQRNFNELSRJ 

VLEVRERVRQEQQEGGHEAGE 

GRGRQGPRESQPSPAQPRAEAP 

SKGPDGTPGEDGGEPGDAVAA 

AEQPAQCGQGQPFVLPVGVSSR 

NEDYPRTCRMCFYGTGL1AGH 

GFTSPERTPGVFILFDEDRFGFV 

WLELKSFSLYSRVQATFRNAD 

APSPQA FDEM LKN 1XQSLTS 


9866 


40234 


A 


9927 


287 


537 


TGKFPSC/CLLSFYGTGLIAGHG 
FTSPERTPGVFILFDEDRFGFVW 
LELKSFSLYSRVQATFRNADAP 
SPQAFDEMLKN1QSLTS 


9867 


40235 


A 


9928 


1 


3651 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

t 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9868 


40236 


A 


9929 


1 


3720 


MEEMFGGGAADDYGKAGPPE 

DEGDPKAGAGPPPGPPAYDPY 

G P YC PG R A SG AG PETPG LG LDP 

NKPPELPSTVNAEPLGLIQSGPH 

QAAPPPPPPPPPPPAPASEPKGG 

LTSPIFCSTKPKKLLKTSSFHLL 

RRRDPPFQTPKKLYAQEYEFEA 

DEDKADVPADIRLNPRRJLPDLV 

SSCRSRPALSPLGDIDFCPPNPG 

PDGPRRRGRKPTKAKRDGPPRP 

RGRPR1RPLEVPTTAGPASASTP 

TDGAKKPRGRG 


9869 


40237 


A 


9930 


503 


739 


QGWRRRRPISKISESRNMQNFL 
HALSNCLPEGGA*DRCSSRLEE 
GRQLPPLLLGSLQVAKKSGGTG 
WMVRCSQCLFLG 


9870 


40238 


A 


9931 


1 


1148 


MGGKGDDSWVISATPLGKCCA 

AVPLGGNPTLRVDQLWRKQRP 

PLQQCTASAPGGWVTSLMGAG 

THAANTGFQLVWSSKRPMYKV 

LQAFFGVQRSDRSAMNGQGFS 

KCVGMP1THTRQQADLGRGPE 

ETEDKKQQSRGSDELRSEGEEP 

E P Y L L RTS K\ VKDKERI L K A A RE 

MKQ1IYNGAPIHLAADFSVETL 

QAKKEWCDIFKVLKKKTFYPK 

MVLTAGPSHPQSVISVSFTGLA 

NAASLTMSPDLHGQPGFAGLSS 

VAAVDWQWALLRPSPPQGRM 

GLLPICQATQGPQLCVASPSDK 

EGFLLLFGKEIARLTNKGGARL 

YKCDIVQGVCCEDPLATLDWE 

LRPDLEQGERPTPERHKPFLLG 

KSFSAPLIKICRYEWQMF 


9871 


40239 


A 


9932 


333 


689 


NSFLTCILPPVS1*TDLLQPSAQ 

WKQLSLARRNVHSTRLAGARR 

CAASGPSPVAAHCYHPVSGHSR 

LLHGCQHGHWGSWQVPEVPPG 

SPFSLAPVWKRRQTALPAILHL 

PVEHYYPEL 
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SEO H> 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ »> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*— Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


9872 


40240 


A 


9933 


84 


933 


PLTSPEAFSNRCGLRGPP\PCVP 

VGRLQRNDVSSLGICLPDSSCC 

SSWHGPHSLHH/HVQACKASIR 

ASGTAASANCAFSRYHVHCSIA 

FQIKVLHNLIVLTVIIPAAEHMA 

WGPGIAQPNPPHRASGHSSWGP 

EVGPKLSTTAILVGTYPQVPPV 

GLETGPPSLFQPLPISTHTAWNT 

ENCPANATV1AHPTLAAQGTKN 

PPTLLVHHCHYQHLSLKDDGT 

RJIENSLKLGEGKVILQTEGIQK 

GMDPTMEYATNYWKKLQLWK 

RRQTALPA1LHLPVEHYYPEL 


9873 


40241 


A 


9934 


1 


627 


M ES LDTETST WG EC H RKI RGM 

VPQVKELAEEEEAPPDGAVAE 

YRREKQKYEALRKQQSKKGTS 

REDQQI1IKNLPCWHCIWQSTH 

EHIPALSDLSGKRAKQVIPVKG 

GEHYERTLALLNQFKSKLTQA1 

AETPEND1P\ETEV\EDDEGWMS 

HVL\QFEGKSRKSGKVPSMQDS 

DTFEIYDPRNP/LVNKRREGKK 

AKSLMREKKERRLK j 


9874 


40242 


A 


9935 


1 


371 


PMRPAFTRVEMARVLMERNQY 

KERLMELQEAVRWTEM1RASR 

EHPSVQEKKKSTI WQFFSRLFSS 

SSSPLRPKRPYPSVN1HYKSPTE 

GCSVXAAGFSPPPCHLHCDVCPL 

PRLFPQDLEVTPG 


9875 


40243 


A 


9936 


2 


186 




9876 


40244 


c 


9937 


109 


408 




9877 


40245 


C 


9938 


161 


341 




9878 


40246 


C 


9939 j 


303 


439 




9879 


40247 


c 


9940 


201 


419 




9880 


40248 


c 


9941 


122 


307 




9881 


40249 


A 


9942 


3 


80 


YNPAPYKEKTITL/PCPRKLGPP 

QGS/S*NGPPSSSSSSQCSVSFND 

PHLPEGQVQAAR*WAPPGIL 


9882 


40250 


c 


9943 


249 


427 




9883 


40251 


A 


9944 


90 


244 


TVVPHDPCGTDAHVCETHMD 

MCPSHSVMLCGWLTFAEFRGA 

MGEGGRESFLLNQASFCY*CSQ 

AGFSSNLWRCSRAGRGNTADE 

LWCHMTLVAQMPTYVKHTWT 

CVPATVLCSVAGSPLLSSGVQW 

GREGGKASS 


9884 


40252 


C 


9945 


4 


204 




9885 


40253 


c 


9946 


340 


497 




9886 


40254 


c 


9947 


158 


184 





1312 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQII>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


9887 


40255 


A 


9948 


200 


386 


LFYTME*IMAFLLSSSSSPGRPF* 
RJLGGAKVYAGMQRYSFFLIGS 
RJ1TYLG1FG RELYFC 


9888 


40256 


B 


9949 


47 


622 




9889 


40257 


A 


9950 


1 


630 




9890 


40258 


A 


9951 


1 


782 




9891 


40259 


A 


9952 


1 


677 


MHGLGRWDACPQDEMSESGQ 

SSAAATPSTTGTKSNTPTSSVPS 

AA VTPLNES LQPLG DYGVGSK 

NSKRAREKRDSRNMEVQVTQE 

MRNVSIGMGSSDEWSDVQDIID 

STPELDMCPETRLDRTGSSPTQ 

GIVNKAFGINTDSLYHELSTAGN 

S*VIGDVDEGADLLGNNDRXK 

VYTSVQTRPPQACTFSVRLVES 

THAELVGIEGRLYHKIHPLRVH 

GAVGYSVLT 


9892 


40260 


C 


9953 


202 


366 




9893 


40261 


A 


9954 


1 


2429 


MKEGGWGCDPVGRGVTSGHV 

LQMKLLPFRQKKAHTME1QLNG 

GTVAEKVAWAQARLEKQVPV 

HSVFSQSEVJDV1AVTKGRGVK 

GVTSRWHTKKLPRKTHKGLRK 

VACIGAWUPARVGCSIARAGQ 

KGYHHRTELNKKIFRIGRGPHM 

EDGKLVKNNASTSYDVTAKSIT 

PLGGFPHYGEVNNDFVMLKGC 

1AGTKKRVITLRKSLLVHHSRQ 

AVENIELKFIDTTSKFGHGRFQT 

AQEKRAFMADGLSLSPAASDS 

DYPPG EMFLDSD VN PE D PG AD 

GVLAGITLVGCATRCNVPRSNC 

SSRGDTPVLDKGQGEVATIANG 

KVNPSQSTEEATEATEVPDPGP 

SEPETA TLRPG PLTEHV FTDPA P 

TPSSGPQPGSENGPEPDSSSTRP 

EPEPSGDPTG AG SS A A PTM WLG 

AQNGWLYVHSAVANWKKCLH 

SIKLKDSVLSLVHVKGRVLVAL 

ADGTLAIFHRGEDGQWDLSNY 

HLMDLGHPHHSIRCMAVVYDR 

VWCGYKNKVHVIQPKTMQIEA 

SAGQGPGEGKRLLLASSSPASSI 

RKSTRPTHDSTVKSFDAH PRRES 

QVRQLAWIGDGVWVSIRLDST 

I RT VHAHTHOH1 nnVhlPPVVQ 
L<rvu« i n/A n i nyn Lj\^lj v lji tr T v o 

KMLGTGKLGFSFVRITALLVAG 
SRLWVGTGNGVV1S1PLTETVV 
LHRGQLLG L RAN KTSPTSG EGA 
RPGGIIHVYGDDSSDRAASSFIP 
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SEQ ID [ 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=pnssiblc nucleotide insertion) 


9894 


40262 


A 


9955 


9 


452 


KIKVLSKNSQVTDFPVPTLLND 

GQCLGYNSTPYKEKAITL/PCPR 

KLGPPQGSFKTA/APSSSSPSFNF 

FNGSQNSVTNFWSSCFH*KVLI 

LKTNNLKLPHAKKKTKVV/LQ 

N1LLSF*RFYDALLSLTSLLLLN 

LNGQLKQTVMRPFFHH 


9895 


40263 


A 


9956 


I 


3223 


ATATPSTTGTKSNTPTSSVPSAA 

VTPLNESLQPLGDYGWSKNSK 

RAREKRDSR\NMEVQVTQEMR 

NVS1GMGSSDEWSDVQD1IDST 

PELDMCPETRLDRTGSSPTQGI 

VNKAFGINTDSLY\HELSTAGS\ 

EVIGDVDEGADLLGEFSGMGK 

EVGNLLLENSQLLETKNALNV 

VKNDLIAKVDQLSGEQEVLRG 

ELEAAKQAKVKLENRIKELEEE 

LKRVKSEAIIARREPKEEAEDVS 

SYLCTESDKIPMAQ 


9896 


40264 


B 


9957 


176 


658 




9897 


40265 


A 


9958 


2 


567) 


AGGPCVRSSRELWTILLGRSAL 

RELSQ1EAELNKHWRRLLEGLS 

YYKPPSPSSAEKVKANKDVASP 

LKELGLRISKFLGLDEEQSVQLL 

QCYLQEDYRGTRDSVKTVLQD 

ERQSQAL1LK1ADYYYEERTCIL 

RCVLHLLTYFQDERHPYRVEY 

ADCVDKLEKELVSKYRQQFEE 

LYKTEAPTWETHGNLMTERQV 

SRWFVQCLREQSMLLE1IFLYY 

AYFEMAPSDLLVLTKMFKEQG 

FGSRQTNRHLVDETMD 


9898 


40266 


A 


9959 


1 


404 


MVDQEAIFGCKNRNNCSHLEPP 

VSRLEGGAFVRDLLSPTQYLLA 

SCPYQYDGSFVIQQ1PSSNLFMV 

VVDSSCLCESVAPITMAP1EIRY1 

LLCVEVHSLPRKPENARECGGA 

PSL\QAQTVLLLLPLLLMLFSR 


9899 


40267 


A 


9960 


1 


1374 




9900 


40268 


A 


9961 


102 


205 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9901 


40269 


A 


9962 


1 


1527 


MVPDAAVLAQLAIRARVNRRW 

PTGLSAPHLCGAACSRCRHAA1 

AKYFGDALPACAKGCDHCQNP 

TAVRRRLEALERSSSWSKTCIG 

PSQGNGFDPELYEGGRKGYGG 

FSRYDEGSGGSGDEGRDEAHK 

REWNLFYQKQMQLRKGKDPKI 

EEFVPPDENCPLKEASSRRIPRL 

TVKAREHCLRLLEEALSSNRQS 

TRTADEAD\FRAKAVELEHETF 

RNAKVANLYKASVLKKVAD1H 

RASKDGQPYDMGGSAKSCSAQ 

AEPPEPNEYDIPPASHVYSLKPK 

RVGAGFPKGSCPFQTATELMET 

TR1REQAPQPERGGEHEPPSRPC 

GLLDEDGSEPLPGPRGEVPGGS 

AHYGGPSPEKKAKSSSGGSSLA 

KGRASKKQQLLATAAHKDSQS 

IARFFCRRVESPALLASAPEAEG 

ACPSCEGVSGTPDWPORSTOGR 

KMEPGDIRLPLPRLRSASGRGO 

APARPETRAPLKSSPPLQRTHG 

KGKRPRFPARRTQRASLRRGHA 

PQPIPPS 


9902 


40270 


A 


9963 


2 


99 




9903 


40271 


A 


9964 


115 


1360 


ENGQLHMVNLALDGVRSSLQK 

PRPFRLFPKGFSVELCMNREDD 

TARKEKTDHFI FT YTREGNLRY 

SAKSLFSLVLGF1SDNVDHIDSLI 

GFPEQIAEKLFSAAEARQKFTEP 

G\AGL\RALQKFTGGLWEVWVL 

CSLCFLLWKLPDICCKLGDEHE 

LLEHLTNEALSRY*PVTTCR*IV 

SVLF*RLIQQDYRVMKRGLENL 

TLLDLSCKFSSKL*IILMLEEWP 

*RSCSSFSGTGLKVRLLVPSLIFL 

DSTI*YFACANWEFDHSNCKTE 

GWADQVLQIFLPCG*CSFSS*FQ 

VSYPTSRETAESCFRSTLSLVQN 

MHDEA AQRFCEKFPFL* SFLPFI 

CILKAVRLF*KLQFYKEKAPDC 

HGPVLKHEAISSQESKKSKKRP 

FEESETEQNNSSQPSKQKYVCL 

AVEDWDLLNSY 
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SEQ H> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9904 


40272 


A 


9965 


3 


1026 


DNVDHIDSLIGT PEQIAEKLFFA 

AEARQK.FTEPGAGLRALQKFTE 

AYGSLVLCSLCLRNRYLVISEK 

LEEIKSFRELTCLDLSCCKLGDE 

HELLEHLTNEALSSVTQLHLKD 

NCLSDAGVRKJV1TAPVRVMKR 

GLE\NLTLL\DLSCNP\EITGGRA 

LGYPLFLFRGNLN\CFRDISGDR 

GSRDIKTL\KHKLQTHIGLVHSK 

VPLKEFDHSNCKTEGWADQ1V 

LQWERVTAEAVKPRETSEPIAA 

AQRFYGKRSRAEAPLKACPLAD 

TH\MNSS\EKLQ\FYKEKAP\DCH 

GPWLKHEAISKPRSPKKSKKRP 

FEESETEQNNSSQPSKQKYVCL 

AVEDWDIALNSY 


9905 


40273 


A 


9966 


1 


289 


VKHCLHRPILWDPWXTSGIQQ 

VLTPL*KAMEKLEAILLIICSLE 

AIGLITLPSLSMTQFLQLHVECC 

YVSPDQTPYFIDVETEAMKDEV 

TVHNPHG 


9906 


40274 


A 


9967 


I 


1413 


MVVPPNIAELKNLEVLNFLNMQ 

IEKLPTQISRLQKLKHLNLGFLS 

PCNSMNRLNISPQGFGSLPALE 

VLDLTYNNLNENYLPGNFFYLT 

TLCALYLSDNDFEILPPDIGKLT 

KLQILSNRDNNLiSLPKEIRVLT 

QLKELH IQGNRLTVLPPELGSR 

GGSGSRFSAETATGGAQNAPPS 

VLGSAGT1FKAQRRNPSPAALRG 

GSVAA*PSPAAAKYGKDQREH 

LPT A A G DG VG W E PTRD1 Q VG S 

ATAQALSQANAARGRLSTAQA 

AGSLHVECCYVSPGQTLYFTDV 

EIEAMKDESRGISILYKHRHLK 

VPLDQKLPKSKGHQPDGYGQH 

DHKPQMTSLTRNIATLR 


9907 


40275 


A 


9968 


1 


619 


MNRLNISPQGFGSLPALEVLDL 

TYNM LN EN YLPGN F FY LTTLCA 

LYLSDNDFEILPPDIGKLTKLQI 

LSNRDKNLISLPKE1RVLTQLKE 

LHIQGNRJLTVLPPELASSSRCGP 

LSHPYAGKRIPRNAVFKFEQNTA 

PWHTPPKFCAGREMLLDVTGFP 

EAATSKPPAFLHRRRGRGSWNP 

RSRSSSLQRTPWPPGSREAEYPP 

ASGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9908 


40276 


A | 


9969 


810 


1672 


GLPSVTMSKSLKKLVEESREKN 

QPEVDMSDRGISNMLDVNGLF 

TLSHITQLVLSHNKLTMVPPNIA 

ELKNLEVLNFFNNQIEELPTQ1S 

SLQKLKHLN LG MM RLNTLPRG 

FGSLPALEVLDLTYNNLSENSL 

PGYNFFY L\TTL\RA L YLSDNVDF 

EILPPDIG\KL\TKLQ1LSLRDNDL 

ISLPKEIGELTQLKELH1QGNRLX 

T V V PPE L\GN LG F * LG QKQ V F K 

AENNPWVTP1ADQFQLGVSHVF 

EY1RSETYKYLYGRHMQANPEP 

PKKNNDKSKKISRKPLAANNR 


9909 


40277 


C 


9970 


120 


347 




9910 


40278 


A 


9971 


2 


10018 


LC VSPVTAGRP A RSLREMEVEQ 

EQRRRKVEAGRTKLAHFRQRK 

TKGDSSHSEKKTAKRKGSAVD 

ASVQEESPVTKEDSALCGGGDI 

CKSTSCDDTPDGAGGAFAAQP 

EDCDGEKREDLEQLQQKQVND 

HPPEQCGMFTVSDHPPEQHGM 

FT VG DH PPEQRG MFTVSDHPPE 

QHGMFTVSDHPPEQRGMFTISD 

HQPEQRGMFTVSDHTPEQRGIF 

TISDHPAEQRGMFTKECEQECE 

LAITDLESGREDEAGLHQ 


9911 


40279 


A 


9972 


2 


5196 


APLDGEVELLQQKLREKLDEFN 

ELA1QKESADRQVLMQEEEIKR 

LEEMNINIRKKVAQLQEEVEKQ 

KN1VKGLEQDKEVLKKQQMSS 

LLLASTLQSTLDAGRCPEPPSGS 

PPEGPEIQLEVTQRALLRRESEV 

LDLKEQLEKMKGDLESKNEEIL 

HLNLKLDMQNSQTAVSLRELE 

EENTSLKVIYTRSSEIEELKATIE 

NLQENQKRLQKEKAEEIEQLHE 

VIEKLQHELSLMGPVVHEVSDS 

QAGSLQSELLC 


9912 


40280 


A 


9973 


1 


8277 


GEFGSEKKTALH EKEETLRLQS 

AQAQPFHQEEKESLSLQLQKKN 

HQ VQQLKDQ VLS LSHE1 EECRS 

ELEVLQQRRERENREGANLLS 

MLKADVNLSHSERGALQDALR 

RLLGLFGETLRAAVTLRSRIGE 

RVGLCLDDAGAGLALSTAPAL 

EETWSDVALPELDRTLSECAEM 

SSVAEISSHMRESFLMSPESVRE 

CEQPIRRVFQSLSLAVDGLMEM 

ALDSSRQLEEARQIHSRFEKEFS 

FKNEETAQVVRKHQ 


9913 


40281 


A 


9974 


1 


393 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/0863.1 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9914 


40282 


A 


9975 


2 


153 




9915 


40283 


A 


9976 


184 


790 


KFTKHISMNQEDLDPDSTTDVG 

DVTNTEEELIRECEEMWKDME 

ECQNKLSL1GTETLTDSNAQLSL 

LIMQVKCLTAELSQWQKXTPE 

TIPLTEDVLITLGKEEFOKARGO 

DLEMVLSTKESKNEKLKEDLER 

EQRWLDEQQQIMESLNVLHSE 

LKNKVETFSESRJFNELKTKML 

NIKEYKEKLLSTLGEFLEDHFPL 


9916 


40284 


C 


9977 


23 


217 




9917 


40285 


A 


9978 


25 


100 




9918 


40286 


A 


9979 


1 


2850 




9919 


40287 


A 


9980 


108 


1132 


HPHQVETSRDVAGEQSHAVAF 

MSTGISQADVCRLEWFSAPNLK 

GRPRKKKPCPQRRDSFSGVKDS 

NNNSDGKAVAKVKCEARSALT 

KPKNNHNCKKVSNEEKPKVAI 

GEECRADEQAFLVALYKYVMK 

ERKTRJERIPYLGFNQINLWTMF 

QAAQKLGGYETITARRQWKHI 

YDELGGNPGSTSAATCTRRHYE 

RLILPYERFIKGEEDKAPLPP1KP 

RKQENSSQENENKTKVFGTKR1 

KHEIPKSKKE1CENAPKPQDAAE 

VSSEQEKEQETLISQKSIPEPLPA 

ADMKKKIEGYQEFSAKPLASR 

VDPEKDNETDQGSNSEKVAEE 

AGEKGPTPPLPSAPL 


9920 


40288 


B 


9981 


177 


3543 




9921 


40289 


B 


9982 


63 


374 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9922 


40290 


A 


9983 


1 


2023 


MGGGSWAPTGLCPLQSLLAMS 

PEKRKLAAQEGQFTEPRJPEEPP 

FCEKLHTLEEFSYEFFRAPEKDM 

VSMAVLPLARARGHLWAYSCE 

PLRQPLLKRVHANVDLWDIAC 

QIFVDILPHQPACTSAVVGVSV 

YPQSVSAWSCPSTVLLDSHTML 

RYMGDYPSRQAWPTLELTDQIF 

TLALQHPALQDEVYCQILKHLT 

HNSDRHSEERGWQLLWLCTGL 

FPPSKGLLPHAQKFIDTRRGKLL 

APDCSRRIQKVLRTGPRKQPPH 

HVEVEAAEQNVSRICHKIYFPN 

DTSEMLEVVANTRVRDVCDSI 

ATRLQLASWEGCSLFIKISDKVI 

SQKEGDFFFDSLREVSDWVKK 

NKPQKJEGEEASVELGEGVAGW 

VEGALAASVRPMPIHPSIRSRVS 

LGCGNNQALGPGGAPVTLPYQ 

VYFMRKLWLNISPGKDVNADT 

ILHYHQELPKYLRGFHKCSRED 

AIHLAGLIYKAQFNNDRSQLAS 

VPKILRELVPENLTRLMSSEEW 

KKSILLAYDKHKDKTVEEAKV 

AFLKWICRWPTVFGSAFF/EGEG 

KPCPTPGPPTQAASAQPSPSRPS 

\ /xr/^i itc \i /atop r>o ■\./'r>r , \\ Tit i a i-v t 

VNQH i bWQl ShPSYPDVILIAIN 
RHGVLLIHP\KTKDLLTTYPFTK 
ISSWSSGSTYFHMALGSLGRGS 
RLLSE'RSLGYKMDDLLTSYVQ 
QLLSAMNKQRGSKAPALAST 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, ^possible nucleotide insertion) 


9923 


40291 


A 


9984 


428 


2502 


VSKEI VYNKLLPYAERLDAESD 

LQLAQIKCNLGRAVQLQELWP 

GGLFWTRKLS/TRAGPLALSSLE 

LSPSGDPRVVTEPVKYSSRPPCH 

FPTGLPGSLPSLYVLRJCFSRSV 

RVVVFPPGGPWVAQGPRPRGR 

ETWGFTMLLRYIRLYGRKFSKE 

DHVLFIKLLYELVSIPKLEISMM 

QGFARLLIMLLKYFPADATAEM 

LEEWTIPLMCPFDVTMQKAITY 

FEIFLPTSLPPELHHKGFKLWFD 

ELIGLWVSVQNLPQWEGQLVM 

LFARLATDNIGYIDWDPYVPKG 

GPSKLVQKHLAGLFNSITSFYH 

PSNNGRWLNKLMKLLQRLPNS 

VVRRLHRJBRYKKPSWLTPVPDS 

H KLTDQD VTDF VQC 1 1 QP V LL A 

MFSKTGSLEAAQALQNLALMR 

PELVIPPVLERTYPALETLTEPH 

QLTATLSCV1GVARSLVSGGRW 

FPEGPTH M LPLLMRALPG VDPN 

DFSKCMITFQFIATFSTLVPLVD 

CSSVLQERNDLTEVERELCSAT 

AEFEDFVLQFMDRCFGLIESSTL 

EQTREETETEKMTHLESLVELG 

LSSTFSTILTQCSKEIFMVALQK 

VFNFSTSHIFETRVAGRMVADM 

CRAAVKDWGKPGDLWNLGIQ 

WHVPSSEEVSFAFYLLDSFLQP 

EL VKLQHCGDGKLEMSRDDI L 

QSLTIVHNCLIGSGNLLPPLKGE 


9924 


40292 


A 


9985 


2 


5396 


AESDLQLAQIKCNLGRAVQLQE 

LWPGGLFWTRKLSTYIRLYGR 

KFSKEDHVLFIKLLYELVS1PKL 

E1SMMQGFARLLFNLLKKKELL 

SRADLELPWRPLYDMVER1LYS 

KTEHLGLNWFPNSVENILKTLV 

KSCRPYFPADATAEMLEEWRP 

LMCPFDVTMQKAITYFEIFLPTS 

LPPELHHKGFKLWFDELIGLWV 

SVQNLPQWEGQLVNLFARLAT 

DNIGYIDWDPYVPKIFTRJLRSL 

NLPVGSSQVLVPR 


9925 


40293 


A 


9986 


1 


477 


VREFPGRRFRGCCGALRPRYKR 

LVDNIFPEDPNGYVCIAMEALDQ 

LLMACHCQSINLFVESFLKMVA 

KLLESEKSNLQILGTNSFVKFA 

N1EEDTPSYHRSYDFFVSRFSEM 

CHSSHDDLEIKTK1RMSGIKSLQ 

GVVRKTVNDELQANIWDPQH 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


9926 


40294 


A 


9987 




2371 


AGGARLRPARGRPPRLLPPRPG 

PCRPPPVPAPTVNERRAPPRAG 

WERRSDAGLSRGARPAEMYGV 

CGCCGALRPRYKRLVDNIFPED 

PEDGLVKTNMEKLTFYALSAPE 

KLDRIGAYLSERLIRDVGRHRY 

GYVCIAMEALDQLLMACHCQS 

1NLFVESFLKMVAKLLESEKPN 

LQILGTNSFVKFANIEEDTPSYH 

RSYDFFVSRFSEMCHSSHDDLEI 

KTKIRMSGIKGLQGVVRKTVN 

DELQANIWDPQHMDKIVPSLLF 

NLQHVEEAESRSPSPLQAPEKE 

KESPAELAERCLRELLGRAAFG 

NIKNAIKPVLIHLDNHSLWEPK 

VFAIRCFKIIMYSIQPQHSHLVIQ 

QLLGHLDANSRSAATVRAGIVE 

VLSEAAVIAATGSVGPTVLEMF 

MTLLRQLRLSIDYALTGSYDGA 

VSLGTKJIKEHEERMFQEAVIKT 

VGSFASTLPTYQRSEVILFIMSK 

VPRPSLHQAVDTGRTGENRNR 

LTQIMLLKSLLQVSTGFQCNNM 

MSALPSNFLDRLLSTALMEDAE 

IRLFVLEILISFIDRHGNRHKFSTI 

STLSDISVLFCLKVDKCSRQDTV 

FMKKHSQQLYRHIYLSCKEETN 

\ //""M/" l_I"V/ C A I I A I ipici AXIP 

V^KH Y fcAL YuLLALISIhLANE 
EVVVDLI RLVL A VQD V AQVNE 
ENLPVYNRCALYALGAAYLNLI 
SQLTTVPAFCQHIHEVIETRKKE 
APYMLPEDVFVERPRLSQNLDG 


9927 


40295 


A 


9988 


I 


662 


IPGSTISWSPAAARGLSVCRCCR 
LH PASAMDLFGDLPEPERSPRP 
AAGKEAQKGPLLFDDLPPASST 
DSG/SSLQALPGSGGPLLFDDLP 
PA SSG DSG SL ATSI SQM VKTEG 

KVCKASSVIFGLKGYVAERKGE 
REEMQDAHVILNDITEECRPPSS 
LITRVSYFAVFDGHGGIRASKF 
AAQNLHQNL1RKFPKGDVISVE 
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BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9928 


40296 


A 


9989 


-> 
J 


1 145 


KEAQKGPLLFDDLPPASSTDSA 

VAALGTTPSPVTLWFLQTRRGS 

K1WRNSLDYQSKVGAEPWCHE 

RQQICADRFLGKRGRVPASSVIF 

GL\KGYVAERKGEREEMQDAH 

VILNDITEECRPPSSLITRVSYFA 

VFDGHGGIRASKFAAQNLHQN 

LVRKFPKGDVISWEKTVKRCLL 

DTFKHTDEEFLKQASSQKPAW 

KDGSTATCVLAVDN1LY1ANLG 

DSRA1LCRYNEESQKHAALSLS 

KEFfNPTQYEERMRIQKAGGNV 

RDGRVLGVLEVSRSIGDGQYK 

RCGC H LC A PTS RRC\QLTPYN D R 

FI/LVWPCDGLRKVFTPEEAVN 

FIL\SCLEDEKIQTREGKSAADV 

RLRSSPATRLANKAVAAGARP 

DNVTV\MVVR\IGH 


9929 


40297 


A 


9990 


2 


419 




9930 


40298 


A 


9991 


2 


1842 


CLRLIAAAPPI/AIEPATTSSLALF 

LLLQRDQSSRTRGLPEEKEEVT 

MDTSEN RPENDVPEPPM PI ADQ 

VSNDDRPEGSVEDEEKKESSLP 

KSFKRKISVVSATKGVPAGNSD 

TEGGQPGRKRRWGASTATTQK 

KPSISITTESLKSLIPDIKPLAGQE 

AVVDLHADDSRISEDETERNGD 

DGTHDKG LK ICRTVTQV VPAE 

GQENGQREEEEEEKEPEAEPPV 

PPQVSVEVALPPPAEHEVKKVT 

LGDTLTRRSISQQKSGVS1TIDD 

PVRTAQVPSPPRGK1SN1VHISN 

LVRPFTLGQLKELLGRTGTLVE 

EAFWIDKIKSHCFVTYSTVEEA 

VATRTALHGVKWPQSNPKFLC 

ADYAEQDELDYHRGLLVDRPS 

ETKTEEQG I PRPLH PPPPPP VQPP 

QHPRAEQREQERAVREQWAER 

EREMERRERTRSEREWDRDKV 

REGPRSRSRSRDRRRKERAKSK 

EKKSEKKEKAQEEPPAKLLDDL 

FRKTKAAPCIYWLPLTDSQ1VQ 

KEAERAERAKEREKRRKEQEE 

EEQKEREKEAERERNRQLEREK 

RREHSRERDRERERERERDRGD 

RDRDRERDRERGRERDRRDTK 

RHSRSRSRSTPVRDRGGRR 


9931 


40299 


A 


9992 


1400 


2959 




9932 


40300 


C 


9993 


169 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


9933 


40301 


A 


9994 


2 


199 


STSR/KMTELEEVTLNGKPLQA 
LRVTDLKAALEQRGLAKSGQK 
SALVKRLKGVRSRRCWGVGGE 
RTR 


9934 


40302 


A 


9995 


1 


4033 


MWRRKHPRTSGGTRGVLSGNR 

GVEYGSGRGHLGTFEGRWRKL 

PKJV1PEAVGTDPSTSRKMAELEE 

VTLDGKPLQALRVTDLKAALE 

QRGLAKSGQKSALVKRLKGAL 

MLENLQKHSTPHAAFQPNSQIG 

EEMSQNSFIKQYLEKQQELLRQ 

RLEREAREAAELEEASAESEDE 

MIHPEGVASLLPPDFQSSLERPE 

LELSRHSPRKSSSISEEKGDSDD 

EKPRKGERRSSRVRQARAAKLS 

EGSQPAEEEEDQETP 


9935 


40303 


A 


9996 


3 


6305 


ELEEVTLDGKPLQALRVTNDLK 

AALEQRGLAKSGQKSALVKRL 

KGALMLENLQKHSA\PHAAFQP 

NSQIGEEMSQNSFIKQYLEKQQ 

ELUSSRLEREA RE A A ELEGKSS 

SISEEKGDSDDDKPRKGERRSS 

RVRQARAAKLAEGSQPAEEEE 

DQETPSRNLRVRADRNLKTEEE 

EEEEEEEEEDDEEEEGDDEGQK 

SREAPILKEFKEEGEEIPRVKPE 

EMMDERPKTRSQEQEVLERGG 

RFTRSQEEARKSHL 


9936 


40304 


B 


9997 


99 


332 




9937 


40305 


A 


9998 


3 


236 


YIFTILNTLQGVFILLFGCLMDR 
KIQEALRKRFCRAQAPS/SHHLP 
GELLPSDPQLCIQEHVRRHSMA 
LLRGHGHSQKL 


9938 


40306 


B 


9999 


1 


3099 




9939 


40307 


A 


10000 


355 


858 


RASSAAWGPSRKTSASSSAFSSS 

CWSSS*QS*SYSSSSLS\HGQGE 

RERQEGPEGRPAAVPHREQRG 

* r? r? r> i cut it*/"* * rv a x a i u/m i*i i ■ 

AEERLEHHPG*DAMLWCH*LH 
RLVPSAGGEHGSRPLLHGELPG 
LRAQRHHAFVENGLL*KGEDV 
VR*Q*ARAGHGGDVHPHHADP 
GHGLLHDPLPAHPPDW 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9940 


40308 


A 


10001 


3 


1478 


GRALTSRRRACQGASEAAGSPA 

QVTTSTGHHQHRSHQHRSPPA 

QVTTSTGHHQHRSPAQATTSTG 

HHQHRPPPAQVTTSTGHHQHR 

SPAQATTSTGHHQHRSHVHTGH 

HQHRS/HTSTGHHQHRSPAQAT 

TSTGHHQH RPPP AQ VTTSTG H H 

QHXGHQHRPPPA/HGHHQHSSPP 

A/HGHHQHRPPPA/HGHHQH\G 

HHQHSSPPA/HGHHQHR\HHQ\P 

GHHQHRSP/HSTAHHQHNGHHQ 

HSSPPA/HGHHQHHQHNGHHQH 

SSPYQHXGHHQHRPPPA/HGHH 

QHRSH\HTAHHQHRSHQH\GHH 

QXPGHHQHRSPAQATTSTGHTS 

TGHHQHRP/HTSTGHH\HTGHH 

QH RSHQH RSPP AQ ATTSTA H H 

QHSS/HTSTGHHQHRSP/HSTGH 

HQHSSPPA/HGHHQHSSPPAQA 

TTSTGHHQHRESPAVAAAADPS 

ALSAARRGSPGPAAAPQSRGTR 

GGGAPAKWWGSALGLGWAGR 

ARARLGRPLRPILGAMPPAPRT 

PRERREHGEVE 


9941 


40309 


A 


10002 


5 


341 


PPRRRGQKRRQK/REEGERERG 

ERKRPRDRKEERKG/RRTKRQG 

GTETRESRPNGDGPQAKRKKQ 

TAGQREREEGEQRSSRQRGAA 

ERERGRETTHITCLLVPCWWEP 

NGRLCL 


9942 


40310 


A 


10003 


i 


582 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTL1MDEEALGNCGGSS 

G SQTCEKA VC 1 HM LPFLTSHA F 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSRPGVMPSGTS 

H WKQRSQKVEDNRTEM VKG IQ 

GDT\VKHQQHLPRJNGN*LAYM 

TAKSRTWLPVQQDPGPQTI 


9943 


40311 


A 


10004 


1 


332 


MEYYAAIKNDEFMSFVGTWM 

KLETIILSKLSQGQKTKHHIFSLl 

EAQAQVSPPPPYPAPQELTQPL 

LQQPRAPEAPAQQ/PPGSLLTAT 

VRLSASPGPGLIFDQLLPRCGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


9944 


40312 


A 


10005 


1 


1108 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVCIHNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSLSTTNLSGPSR 

RRQPPVSPLTLSPGPEAHQGFSR 

QLSSTSPLAPYPTSQMVSSDRS 

QLSFLPTEAQAQVSPPPPYPAPQ 

ELTQPLLQQPRAPEAPAQQPQA 

ASSLPQSDFQLLPAQGSSLTNFF 

PDVGFDQQSMRPGPCLSSTGAS 

GAT\GSRELQDSFHLRPSPYSNC 

GSLPNTILPEDSSTSLFKDLNSA 

LAGLPEVSLDVDTPFPLEEELQI 

EPLSLDGRVHMLSDSSMGLLDP 

SVEETFRADRL 


9945 


40313 


A 


10006 


1 


691 


M RERARPPRGCL APPLPPG/E/S 

GADGQPAPRGRGTAGG/ELAA 

AGCGARAAMHRGAVPSAEPVP 

ASP/DGRWQWAGEGRPCNAAG 

GSRT/GAGCGWPAPAGWGPAP 

SSAASCPASGGATHRGASAAPG 

GGGGGRAP/GPDALEQRRAGAP 

PNAPGTPGSPEESSLRMRRESA 

AGAPAVGMAAATSLGQALGPR 

VPRSPYRTAVVLSSRSAFGYFSL 

ITLARYTLGCLSHSD1TLFEC 


9946 


40314 


A 


10007 


1 


1065 


MADKRAGTPEAAARPPPGLAR 

EGDARTVPAARAREAGGRGSL 

HPAAGPGTAFPSPGRGEAASTA 

TTPSLENGRVRDEAPETCGAEG 

LGTRAGASEKAEDANKEEGAIF 

KKEPAEEVEKQQEGEEKQEVA 

AEAQEGPR/PPEPWCPN/C/MDP 

LEAIQWEAEAVSAQADRAYLP 

LERRFGRMHRLYLARRSFIIQNI 

PGFWVTAFLNHPQLSAMISPRD 

EDMLCYLMNLEVRELRHSRTG 

CKFKFRFWSMPYFQNKVIVKEY 

ECRASGRVVSIATRIRWHWGQE 

PPALVHRNRDTVRSFFSWFSQH 

SLPEADRVAQIIKDDLWPNPLQ 

YYLLGDRPCRARGGLARWPTE 

TPSRPYGFQSG 


9947 


40315 


A 


10008 


2 


433 






*tUj 1 o 


A 
J\ 




1 ZD 




1 KKbGCLKlRFHVFLFLYRNPG 
MDVADAYVTFVRHSQDVLRD 
KVNE\EMY1\ERLF 


9949 


40317 


A 


10010 


1 


774 




9950 


40318 


A 


looi i 


1 


1749 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9951 


40319 


A 


10012 


1 


1 175 


MFASCYMRNIPKRVIEFGTCLW 

RTCKNCLSSLEFKMPFPPHPRSV 

TYNLKQERCRLSLDASLSCMLS 

IEDSQIPNTRLECCKGLSRCTSV 

ASTCPLVTFSFCLFSPKMEQYS 

KDDSEKTLKGWFSPGQVFVLD 

EYCARNGVRGCHRHLCYLRDL 

LERA ENGAM 1 DPTLLH Y SFA FC 

ASHVHGNSQQMHVYLSGLPPN 

TDPEGSKTPSPPEPEAKJCDTKK 

ESKKRKDSKTQANQELKRSLTS 

NLP/ICEPTQ/W*TFPKYQIYQLT 

SL*ASHKCLLFRHRHGWLLY/ID 

ADNGSGTSEDLFWKLDALQTFI 

RDLHWPEEEFGKHLEQRLKLM 

ASDM1ESCVKRTRVIAFEVKLQK 

TSSIQQI FR VPQFNMAPCFN VM 

GLMAKGS1QPKLACSMEMGQE 


9952 


40320 


A 


10013 


1 


3951 


MLDPSSSEEESDE1VEEESGKEV 

LGSAPSGARLSPSRTSEGSAGSA 

GLGGGGAGAGAGVGAGGGGG 

SGASSGGGAGGLQPSSRAGGG 

RPSSPSPSVVSEKEKEELERLQK 

EEEERKKRLQLYVFVMRCIAYP 

FNAKQPTDMARRQQKISKQQL 

QTVK DRFQAFLNGETQI MADE 

AFIVTNAVQSYYEVFLKSDRVAR 

MVQSGGCSANDSREVFKKHIE 

KRVRSLPEIDGLSKETVLSSWM 

AKFDAIYRGEEDPRKQQ 


9953 


40321 


A 


10014 


1 


457 


VAAVAATALKGGGARNARVL 

RGIFAGATA\NKAS\HNRTRALQ 

Tsl/HTASPEGKEEP\EPLIPGTGKY 

IPQKRGAKNPHENCGNLPWAIG 

FPCG I LL FDPSPKR/RXLDKDR V\ 

KQMKARQNMRVSNTG\EYES\Q 

RFRASSQS\APSP\DVGSGVSGV 

QT 


9954 


40322 


A 


10015 


464 


863 


TPAAVESSPSfPLAPRLLYTG*PL 

QP/GPRGQGCVPR1VPCCPKP/V 

CAPRPPWPRRSQRLRSAGLSPL 

CAAAAPPVPAGSHGTPGRVWA 

PLSNSACCTCCRHPS*LHPGTLD 

PGRWQAR*GPALPRGPLPGSPP 


9955 


40323 


A 


10016 


1 


300 


PKILVGASKVVLL\SAHKLGFIG 

DTLSRQAK\AVDVASRVTHYSN 

LL\CDFL\QG1VATTKAAALQYP 

IAFPGPKDMVERVKELGHSVTQ 

QFRRVLGQLAAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


995 o 


A t\"l ~) A 

40324 


A 


1 001 7 


3 


291 


AKl/Vh Allbr Yr MPCCPLTA/SSF 
YLLSGLLDAFDGHALALLTKFC 
VRGSESHKM1DLSGNP/VLR1YY 
TS/RVGSVGLFR/MGLWVTAPIA 
LLKSLISVIT 


9957 


40325 


A 


10018 


1 


344 


VLIRARLSDNPAVRGSESHKMI 
DLFCYPVLRIYYTSRPALFTLCA 
GNELFYCLLYLFHFSEGPLVGS 
VGLFRMG L WVTAPIVALLKSLIS 
VI H LIT A A RN M A\ A LG RQQDRA 
KKK 


9958 


40326 


A 


10019 


1 


469 


MVRSCFVDDRRICRCNFNRQAS 

EVLNEYFYSHVSNPYHSEEAKE 

ELAKKCGITVSQVSNRFGNKKI 

RYKKNIGEFQEEANIYAVKTAV 

SVTQGGHSSTS\SPTPPSCAGCG 

GSFNISGSGDMFLGMPGLNGDS 

YSASQALESGDASPAQSEMPK 

MGT 


9959 


40327 


A 


10020 


232 


1728 


PGGGRGGAGRGPQGPPPAMDE 

RLLGPPPPGGGRGGLGLVSGEP 

GGPGEPPGGGDPGGGSGGVPG 

GRGKQDIGDILQQIMT1TDQSLD 

EAQGQKTPPLNCPVRKKPVLFS 

GRGEIKEKTG\LSIRSSQEEEPVD 

PQLMRLDNMLLAEGVAGPEKG 

GGSAAAAAAAAASGGGVSPDN 

SIEHSDYRSKLAQ1RHIYHSELE 

KYEQACNEFTTHVMNLLREQS 

RTRPVAPKEMERMVS1IHRKFS 

AIQMQLKQSTCEAMMMLRSRF 

LDARRKRRNFSRQATEVLNEYF 

YSHLSNPYPSEEAKEELAKKCG 

ITVSQVSNRFGNKKIRYKKNIG 

KFQEEANIYAVKTAVSVTQGG 

HSSTSSPTPPSSAGSGGSFNISGS 

GDMFLGMPG\LNGDSYSASQ/V 

WESLRJ4SlVlGARGVIGG*TFGG 

RARCYSPRVEMRANGSWQEAV 

TPSSVTSPTEGPGSVHSDTSNLI 

LPLRVTGVGALTRRLEEDAGFQ 

RTNPNTGEAQDREGPMGSSPP 


9960 


40328 


A 


10021 


337 


830 


IPRLPGSIQLSFVGAFGQTSKSLF 
FLCVFILLLFQFFLCSVYVPMCT 
E/RRINIPIGPCGGMCLSVKGRC 

CD\/| fTJC^CAU/DCCl MPC1/CDD 

Jt-r V LlVDrurAW 1 boLNLoi\.rrr 

QNDrfNHMCMEGPGDEEVPLPH 
KTPIQPGEECHSVGTNSDQYIW 
VKRSLNCVLKC/GYDACLYSRS 
AQE VT\DI WMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9961 


40329 


A 


10022 


1 


1561 


MAWRGAGPSVPGAPGGVGLSL 

GLLLQLLLLLGPARGFGDEEER 

RCDPIRJSMCQNLGYNVTKMPN 

LVGHELQTDAELQLTTFTPLIQ 

YGCSSQLQFFLCSGYVPMGTEK 

INIPIGPCGGMCLSVKRRCETPS 

LK\EFGFA\WPVESLNCSK7YPHP 

QNDVHNPHVPWKGPGDEEVPLP 

HKTPIQP\GEECHSVGTNSDQYI 

WVKRSLNCVLKCGYDAGLYSR 

SAKEFTD1 WMAVWASLCFISTA 

FTVLTFLIDSCRFSYPERPHFLS 

MCYNIYS1AY1 VRLTVGRERISC 

DFEEAAEPVLIQEGLKNTGCAII 

FLLMYFFGMASS1WWV1LTLT 

WFLAAGLKWGHEAIEMHSSYF 

H1AAWAIPPVKTIVIL1MRLVDA 

DELTGLCYVGNQNLDALTGFV 

VAPLFTYLVIGTLFIAAGLVALF 

KIRSNLQKDGTKTDKLERLMV 

K1GVFSVLYTVPATCVIACYFY 

EISNWALFRYSADDSNMAVEM 

LKIFMSLLVG1TSGMW1WSAKT 

LHTWQKCSNRLVNYT 


9962 


40330 


A 


10023 


496 


664 


FYKAVPSIHQLDVPQTHQP*ST 
GLVQKVYSRSKH VSL* PKYYY 
VQLVPKLDHLIFY 


9963 


40331 


A 


10024 


1 


954 




9964 


40332 


A 


10025 


127 


481 


GRTREATWRVYSVAVGVSRSQ 

IIRJAREFADNADKTHGRSMIIV 

GAGLNHWYHLDMNYRGLINM 

LIFCGCVGQSGG/GWAHYVGQ 

EKLRPQTGWQPGVCLDWQRPA 

RHMNSTSYFLLVP 


9965 


40333 


B 


10026 


161 


234 




9966 


40334 


A 


10027 


3 


199 


DDFLDLAESPNASDTESSDEIPL 

KAGPGTL1MATGVQDFNRTEFD 

RLNAIKGHLEIXALLEKHFFT 


9967 


40335 


A 


10028 


37 


455 


LRTHLLPRLSQSSPVSSLPRALL 
RPPGQLELWAVPAGPGPLLAAA 
DASQNLTQHMEALASQSRGRV 
DMSDGHLAVLSPIEEELRKLRE 
ETNAEMLRQELDRERQRRMEL 
EQKVQEVLKARTEEQMAQQPP 
KGQAQASNGA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


9968 


40336 


A 


10029 


1 


1721 


DKIRFRGHKRDDFLDLAESPNA 

SDTECSDEIPLKVPRTSPRDSEE 

LRDPAGPGTLIMATGVQDFNRT 

EFDRLNEIKGHLEIALLEKHFLQ 

EELRKLREETNAEMLRQELDRE 

RQRRJV1ELEQKVQEVLKARTEE 

QMAQQPPKGQAQASNGAERRS 

QGLSSRLQKWFYERFGEYVED 

FRFQPEENTVETEEPLSARRLTE 

NMRRLKRGAKPVTNFVKNLSA 

LSDWYSVYTSAIAFTVYMNAV 

WHGWAIPLFLFLAILRLSLNYLI 

ARGWRIQWS1VPEVSEPVEPPK 

EDLTVSEKFQLVLDVAQKAQN 

LFGKMADILEK1KNLFMWVQP 

E1TQKLYVALWAAFLASCFFPY 

RLVGLAVGLYAGIKFFLIDF1FK 

RCPRLRAK Y DTPYII WRSLPTDP 

QLKERSSAAVSRRLQTTSSRSY 

VPSAPAGLGKEEDAGRFHSTKK 

GNFHEIFNLTENERPLAVCENG 

WRCCLINRDRKMPTDY1RNGV 

LYVT\ENYLCFESSKSGSSKRNK 

VIKLVDITDIOKYKVLSVLPGSG 

MG1AVSTPSTOICPLVFGAMVH 

RDEA FETILSOYIKITSAAASGG 


yyoy 


*tu_>.> / 


A 
r\ 


I UUJU 


1 ft 
1 o 


573 




yy ivj 






i UOJ 1 


71 


205 




GQ7 1 

yy / 1 


^uj«?y 




1 \J\J j£ 


ion 






QQ77 




A 
r\ 


1 \}\J J J 


1ft 

I o 


283 




yy /.> 




A 

/A. 




1 
l 


190 




yy /** 




A 
r\ 


irims 

1 \JKJj D 


1 

i 


X J J 




9975 


40343 


c 


10036 


90 


137 




9976 


40344 


B 


10037 


272 


560 




9977 


40345 


A 


10038 


3 


422 




9978 


40346 


A 


10039 


205 


1090 




9979 


40347 


A 


10040 


1 


2142 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion. \=possiblc nucleotide insertion) 


9980 


40348 


A 


10041 


15 


1524 


FPGRRFRAEGERTECAEPPRDEP 

PADGALKRAEELKTQANDYFK 

AKDYENAIKFYSQAJELNPSNAI 

YYGNRSLVYLRTECYGYSL*D 

ATRAIELDKKYIMGYYRRAVAS 

NMALGKFRAALRDYETVVKV 

KPHDKDAKMKYQECNKA1VKP 

KAFERAIAGDEHKLRSVVDSLDI 

ESMTIEDEYS*PKLEDGK VTISF 

M KELMQ W Y K DQKKL H R KC A Y 

QILVQVKEVLSKLSTLVETTLK 

ETEK1TVCGDTHGQFYDLLN1FE 

LNGLPSETNPYIFNGDFVDRGSF 

SVEVILTLFGFKLLYPDHFHLLR 

GNH\ETDNMNQ1YGFEGEVKA 

KYTAQMYEMFSEVFEWLPLAQ 

CrNGKVLIMHGGLFSEDGVTLD 

DIRKIERNRQPPDSGPMCVDLLW 

SDPQPQNGRSISKRGVTCQFGP 

DVT1CAFLEENNLDYHRSHEVK 

AEGYEVAHGGRCVTVFSAPNY 

CDQMGNKAS\YIHLQG\SDLRP\ 

QFHQF\TAVP\HPNVK\P MAYAN 


9981 


40349 


A 


10042 


94 


188 


VIEHLVSQDGLDFL/NLVICPPR 
PPKVLGLQA 


9982 


40350 


A 


10043 


419 


495 


EPTNENSPIALSR*VNSQKJSMK 
AV 


9983 


40351 


A 


10044 


1 


265 


EMESRSIAYRMECSGSISAHCKL 
RLPGSHHSPASVSRVAGTTGTC 
HHARLIFLYF/LLETGFHCVSHD 
GLHLL/NLVICPPRPPKVLGLQA 


9984 


40352 


A 


10045 


3 


706 


ADAWAWPHC/CTVLL*CLGFA 

GVLFGWPSLVFVFKNEDYFKD 

LCGPDAGPIGNATGQADCKAQ 

DERFSLIFTLGSFMNNFMTFPTG 

Y 1 FDRFKTT V A RL I A I FF YTTAT 

L 1 1 A FTS AG S A VLLFL A M PM LT1 

GGILFLITNLQIGNLFGQHRSTIi 

TLYNGAFDSSSAVFLIIKLLYEK 

GISLR/VLLHLHLCLQYLACSTH 

FPPDAPGAHP1PTAPQLQLWPV 

PWEWHHKGREGNS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9985 


40353 


A 


10046 


1 


1413 


MKRGNGSRRRRRLLSENNGVF 

H1ESFAQHPKDEKSRKLLGPIEH 

WTFVVEKGKGKPEETGTVSMV 

LEDGEVEADIKQGSVVGCCNV 

PPDAARERAEKAYMDGEQPTL1 

LLLWDLKKQIPVHKGTHSVGR 

HQTELLPNNGGGVVRFFYTTAT 

LMAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQIGNLFGQHRSTII 

TLYNG A FDSSSA VFLII KLLYEK 

GISLRASF1FISVCSTWHVARTF 

LLMPRGHIPYPLPPNYSYGLCP 

GNGTTKEEKETAEHENRELQSK 

EFLSAKEVSTYTNAFAFTQFGV 

LCAPWNGLLMDRLKQKYQKE 

ARKTGSSTL A VALCSTV PSLAL 

T91 1 PI PiFAI PA^VPII PI OVI T 
I OLiLvV^LiVJ r aLLn j V i 1 LrLy I LI 

FIT OV19R<iFI Vn^PiRFI TI A F 

PSEHFGKLFGLVMALSAWVSL 
LQFPIFTLIKGSLQNDPFXYVNV 
MFMLAILLTFLPPLSGISGMPYL 


9986 


40354 


B 


10047 


316 


395 




9987 


40355 


A 


10048 


1 


1614 


RMQQQAVMHYMQQQQQQQQ 

QQLGGPPTPAINTPVHFQSPPPV 

PGEVLKVGPVLACPPPCPH*SQ 

PPLEPLPYLSETYGNKFAAHISP 

AQVALRNPHQPPPQGCELDTCC 

PPPLATVLP/ISPMAMLHIGSNPE 

REVSEELASGHAACRARAHCC 

ASETMPNTVLL A R VG WVCKGS 

REGGTHCGSEPGESGVTSSSCP 

ADLTQKRELTGTASLYPCAFEY 

PTPPSFSPSLPAAPLPASLFLVLT 

WAG*KANDL*/VRFLRGRVMG 

LGGQQLTARLSALLQKSRELEN 

HSRRLEMTNKQLWLR1QVWS* 

TWTSLVTLTLNLAPGPKGQYFR 

MFCFGNKQSSASLSNTYQLEVL 

FCETLI LAPTLLAPSSLMAHLEL 

ALKAIVTLKVPHVTSVQWAWP 

MQAHSTSTLTSLAQQVVKQEL 

PSEEGPGEALMLGAEVPDPEPL 

PALPPOAPLPLPTOPPSPFHHLD 

FSHSLSFGGREDEGPPGYPEPLA 

PGHGSPFPSLSKKDLDLMLLDD 

SLLPLASDPLLSTMSPEASKASS 

RRSSFSMEEGDVL 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9988 


40356 


A 


10049 


1 


1651 


GGVTAGARAPARGSVTAEAAA 

RAGRGSGRGADGGREGRTGRA 

SLVARGRSRPGAGGGHSLRAR 

H PN L RQ V AG A/G G A RA A DRLT 

FRAREPAPAATMASR1GLRMQL 

MREQAQQEEQRERMQQQAVM 

H YMQQQQQQQQQQLGG PPTP 

AINTPVHFQSPPPVPGEVLKVQS 

YLENPTSYHLQQSQHQKVREY 

LSETYGNKFAAAH1SPAQVALR 

NPHQPPPQGCELDTCCPPPLAT 

VLPISPM AM LH IGSN PERELDD 

V1DNIMRL\TMSLGYINPEMQM 

PNTVLLARLPLSSSHLNVYSSDP 

QVTASLVGVTSSSCPADLTQKR 

ELTDAESRALAKERQKKDNHN 

LIERRRRFNINDRIKELGMLIPK 

ANDLDVRWNKGTILICASVDYI 

RRMQKDLQKSRELENHSRRLE 

MTNKQLWLRJQELEMQARVHG 

LPTTSPSGMNMAELAQQVVXKQ 

ELPSEEGPG E A L M LG A\EG P\DP 

EPLPALHRQAPLPLPTQAPSPFH 

S/HWDFSHSL\SFGG\RVDDWSP 

GLPRTPGAG A WLPI PQPVQEGS 

GPHAPGRLTATAGL 


9989 


40357 


A 


10050 


2 


76 


TPLAPPPKPVRRRLKSRR* IKAR 
S 


9990 


40358 


A 


10051 


3 


206 




9991 


40359 


A 


10052 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


9992 


40360 


A 


10053 


2 


2395 


KQTELRRSGSRDVTGALLVAA 

AVASEAVGSLRVAEGGPNTLLL 

QVLR\SW\PWCNKATQTMEERK 

VKRRSPKSFSAHCTQVVNVQK 

KMSIPV\SKS\TGFSNPASQVNFT 

SRPKVKKEVMK\EKTKPQGLEE 

GQRHSSQLPIQHSFLTADVSRCS 

RKMERGLLSULNDFHSWKTFK 

H FGN\ECS1\EQMEH VSGELQEK 

LARLNLELYGELEELPEDKRKT 

ASDS\NLDRLLSDCR£MIPAFRT 

FLKRHDKTIVTKMLSLPELLLY 

PSRRFEEYLNLLYAVRLHTPAE 

HVDRGDLTTA1DQIKKYKGYID 

QTLSEVNRYLIRVQDVAQLHCC 

DEEISFSLSVACRSVDSASPESL 

PEMQNSQATLALLNQNLHFNKI 

TRLYEHIHDLSLFLFNDALLVSS 

RGTSHTPFERTSKTTYQFIASVA 

LHRLLI ENIPDSK Y VKNAFI LQG 

PKYKWICATEIEDDKFLWLSVL 

RNAIKSSMEKACGLVFTGQFMF 

DTMGMTNI LNNQDTAQALADG 

LMELSKEDSKCGKK1KDVEGN 

V J PTKCDPKTTFSLFMKERNV V 

EDNSWDTKSRLSKNDLNFEALI 

NLERILQKDSAEKRARVVRELL 

QSERKYVQILEIVRDVYVAPLK 

AALSSNRAILSAANIQIIFCD1LQ 

ILSLNRQFLDNLRDRLQEWGPA 

HC VGEI VTKFG SQLNTYTN FFN 

NYPVILKTIEKQWETFSERSSSS 


9993 


40361 


A 


10054 


2 


296 




9994 


40362 


A 


10055 


2 


369 




9995 


40363 


B 


10056 


82 


2483 




9996 


40364 


A 


10057 


2 


3343 


YDV VLDAIDTMQR V A WH 1ND 

MFCRKH EH A VRLQE1QSLLTN W 

KGPDLTSYGELVLEGTFR1QRA 

KNERTLFLFDKJLLL1TKKRDDT 

FTYKAH1LCGNLM L VEVI PKEP 

LSFSVFHYKNPKLQHTVQAKSQ 

QDKRLWVLHLKRLILENHAAKI 

PAKAKQAILEMDAIHHPGFCYS 

PEGGTKALFGSKEGSAPYRLRR 

KSEPSSRSHKVLKTSETAQDIQ 

KVSREEGSPQLSSARPSPAQRNS 

QPSSSTMISVLRAGG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Siop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9997 


40365 


A 


10058 


32 


483 


LKGHADAVLAAGTEAVKCHLL 

LGRHLLRLMASSGIHHK1VN*R 

QYAKFSHG*IQKF**WQHRQQF 

RGKETEMASAVDLPVTLTETEA 

NFPPEYEKFWKTVENNPQDFTG 

WVYLLQYVEQENHLMAARKA 

FDRFFIHYPYCYGYWKKYADL 


9998 


40366 


A 


10059 


1 


1090 


MRQKRKEEKELFrfNKDCEKKE 

KNSWERMRHTGTEKMASESET 

PTGAISQYKERMPSVTHSPEIM 

DLSELRPFSKPEIALTEALRLLA 

DED/WDKQLHALEQLLASCYS 

GTRHTTSSFHCGHQGMWWHPE 

AWRC/LATAEPQREPGKSTISSH 

SSLWN*Q/LHSHKLQSVPGLKV 

KNLRSGVSRAAVVCLSDLFTYL 

KfCSMDQELDTTVKVLLHKAGE 

SNTFIREDVDKALRAMVKNVT 

PARAVVSLINGGQSHLHIAVRR 

CTAQHLSDVLEFMEPER1LSAA 

KDMAERILPAAAKFAQDSSQET 

RYYGRKMLFFMMCHPNFEKM 

LEK Y VPSKDLPYI KDS V RN LQQ 

KVCGKSLFYKQLYKQSLFLHP 


9999 


40367 


A 


10060 


36 


203 




10000 


40368 


A 


10061 


I 


798 


MKFQ Y KEDH PFEYRKK EG EK I 

RKKYPDRVPVIVEKAPKAR/RA 

*SGQEEVPSAL*PYCCLP/DGAG 

LGTCS/H AM PEPPTHSMGTC AA 

RASPTSTTPCSTAPSPIDRE\EQT 

TQGLRNASARRGTGRQLHLQ/S 

PVWDPLGEASWAPESSGNVESI 

SSSG1VNIPISTLCLAQGFSRFVN 

APIDTLYLAALVGPWRTFMSSS 

G1VNTPIGTLYLAQGMVHYHKS 

PFPTCLVQMSK1ESLPKEKGAQ 

GVAAGLPSSLAPTCPPPDPSMK 

LHNN 


1000! 


40369 


A 


10062 


164 


605 


ALLKQHLRTVHRSAPPIRGHCC 

VSSSWT*G/AGKLSLEHTEEPSD 

VPSHLLYRWSISSA1TEVFQALA 

SS\1PPRSQ*MSTPRRYNESTR>1SP 

GPSIEEVKECMQDDN*YLQGTS 

YAPAGSQSYSAKLCFQVLKRN 

TCPPEKPNPASER 



1334 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10002 


40370 


A 


10063 


3 


2480 


RPITGAEIVAIINSLPTKKSPGLD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEAS1ILIPKPG 

RDTTKKENFRPISLMMDAKILN 

KILAN RIQQHIKKL1H HDQVGF1 

PGMQGWFN1RKS1NV1QHINRT 

KDKNHMHSIDAEKAFDKIQQ/R 

LHAKNS/RIN*VLM/ETYFKI!RA 

IYDKP1ANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKiNVQKSQAFLYTN 

NRQTESQ1MSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRINI 

VKMA1LPKV1YRFNAIPIKLPMT 

FFTELErCTTLKFIWNQKRAHIA 

KSILSQKNKAGGITLPDFKLYY 

KATITKTAWYWYQNRD1DQW 

NRTEPSEITPHTYNCL1FDKPEK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTK1NSRWIK 

DLNVRPKTIKTLEENLGITIQNI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFATYSSDKGLISRIY 

NELNOIYKKKTNNPIKKWAKD 

MNRH FS KEDI Y A AKKHM KKCS 

SSLA1 REMQI KTTMR YHLTPVR 

MAIIKKSGNNRCWRGCGE1GTL 

LHCWWDCKLVOPLWKSVWRF 


10003 


40371 


A 


10064 


317 


582 


STVCCFLLRFIGGGFRHIPLSVD 
LWIHY1KILKETLDPGDPETNNT 
IRGYVEH*Y*NVFYDINNYSDV 
DNRAHES*AGSLTSIPLLKK 


10004 


40372 


A 


10065 


41 


434 


GDLQPTAALWEPLSGLAKAGA 
r^t «ii oonvnnFAR artr a ar 

r\uL.JL(y VJ U V \JVJCr\i\/\I\ 1 iV/A/AIx. 

GACGPAAAPGGHGLGGHALGA 
AGR/RLLALGRLGTCSLPCLSLP 
PSPWAPVPPEPPR*VPPHAPGRP 
VPSATQRLRSAGAQRRTGRQL 


10005 


40373 


A 


10066 


67 


459 


LRDCKYTHRHCVSSSRFINTP1N 
TLCL AOG L* VHOSTLCI * LL WV 
GGLGGNFCVQYSVSN*SDGDV 
EN LCI*LRDCKCTNQHPVKTGH 
FGSTNQQDVGWGQIKJUKAGLP 
EPASGNSLGSPSTLWELCSLQ 
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SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn» 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10006 


40374 


A 


10067 


2481 


2882 


IPQGNYRVIARNAKTQRGGNLT 

LTKPS/G1GRRGENSSISSWQRQ 

QKGKKETGSQRKRQRGRDKXL 

ERKRDRHRSQREGKKERKRQR 

RSQRERWK**RKNSVP1PLKLAR 

VNFSLPTQGNSLLDLNPYLPLK 

QLKK 


10007 


40375 


B 


10068 


52 


5199 




10008 


40376 


A 


10069 


1510 


2454 




10009 


40377 


B 


10070 


97 


3414 




10010 


40378 


A 


10071 


164 


620 


PPTGCGTGPIGCSGPGTGPVPVP 

VAP\PFPQEGARTQPGSAGA\PG 

ARGLRRAETLVALGAVGPGLP 

TPPPPPPPAPQSQAPGGPEAQPF 

GSRVCVLASCCAHRPRPAPSAP 

PA PPA PPESTV RP A PPTR PG ESS 

YSSISHAFTATNFPFGTA 


10011 


40379 


A 


10072 


1 


513 


MATLAGEGRPAGWVPWISLLA 
VGVL1IW1CLWPAPPIGGELQFA 
FVCFLLGNVYEAFEHWKRLLN 
LLCRSEAAMKK/HATRLWINLI 
SILHHQLGEIPADFFVD1VSQHN 
FLTSTLQVFFSSACSIAVDATLR 
KKAEKFQAHLTKKFRWDFAEE 
PEDCAPVVEELPEGIEMG 


10012 


40380 


A 


10073 


1 


1642 


MDYIRTDLTTAAPSPPRRLGPPP 

PGEQPPSGSGHVRPPGARPPHR 

GGGRGGGGGDPAAPPARGGGG 

GGKARPPGGGAAPCEPGCQCR 

APMVSVSSERHPLYNRVKTGQI 

ANCALPCHNPFFSQDERAFTVF 

WIGLWSVLCFVSTFATVSTFLID 

MERFKYPERP1IFLSACYLFVSV 

GYLVRLVAGHEKVACSGGAPG 

AGGAGGAGGAAAGAGAAGAG 

AGGPGGRGEYEELGAVEQHVR 

YETTGPALCTVVFLLVYFFGMA 

SS1WWV1LSLTWFLAAGMKWG 

NEA1AGYSQYFHLAAWLVPSV 

KSIAVLALSSVDGDPVAGICYV 

GNQSLDNLRGFVLAPLVIYLFIG 

TMFLLAGFVSLFR1RSV1KQQD 

G PTKTH KLEKJL M I RLG L FT V L Y 

TVPAAVVVACLFYEQH1MRPRW 

EATHNCPCLRDLQPDQARRPD 

YAVFMLKYFMCLVVGITSGVW 

VWSGKTLESWRSLCTRCCWAS 

KGAAVGGGAGATAAGGGGGP 

GGGGGGGPGGGGGPGGGGGSL 

YSDVSVTGLTWRSGTASSVSYP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10013 


40381 


A 


10074 


3 


475 


HSSLNSVDKARALEADNGELE 

VNIRDWYQKQGPGASRDYSHY 

YTTIQDLRDK1LGAT1ENSRJVL 

("Vr^TsJ A T?T A A riPlFwrfcTPTCrLJ A I 
^ll^lN/\rvL,/\/AlJL/r K 1 rvr fc, 1 bHAL 

RMSVEA DINGLRR VLDELTLAR 
TDLEMHIEGLKEELAYLKKNHE 
EEI STLRGQ VGGQ VT V * V DS A P 
GTDL 


10014 


40382 


A 


10075 


39 


1323 


NGMWSNWNPLIPQRWEEKFQS 

PSRHRGSSSRGVSLSSNSGGYSGI 

LSGSNGLLAGNEKLTMH7MLNN 

CLASYLDKVHALEAANSKLEF 

GLSVWVLDEVTLARTDLEAQI 

KGLKEELAYLKKKHEEEFNALR 

GQVGDQVHILSDRQSQYE1MA 

KQNWKDAEAWFTSWTEELNQ 

EVTGHIEQLQISRSEVTDLQCTL 

QGLEIELHSQLSVKAPLEGTLA 

ETEACFGAQLVQIQALISS1EAQ 

LGDVRADGEWQNQEYQRLLE 

QEIATYRSLLEGQEDHYNNLST 

SKVQIPECTVSNVPVASVCLQT 

LEPHSLASNPGSSTYSVTFGQYI 

XII Q\/Ct>tri 1 | PA XI A P. A 1/ 1/ A AT 

GNNSTOFSPPAEROLC1FTCPRT 
IPLTTASHAGSYGPKLVKYTSL 
RPLPMAAPTESNPALPSSRATA 
HRLLPAPGHFPSGL 


10015 


40383 


B 


10076 


133 


180 
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SEQ in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop endon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10016 


40384 


A 


10077 


1 


2182 


MSVDKAELCGSLLTWLQTFHV 

PSPCASPQDLSSGLAVAYVLNQ 

IDPSWFNEAWLQGISEDPGPNW 

KLKVSNLKMVLRSLVEYSQDV 

LAHPVSEEHLPDVSLIGEFSDPA 

ELGKLLQLVLGCAISCEKKQDH 

1QR1MTLEESVQHVVMEAIQEL 

MTKDT\P\DSLSPETYGNFDSQS 

RRYYFLSEEAEEGDELQQRCLD 

LERQLMLLSEEKQSLAQENAGL 

RERMGRPEGEGTPGLTAKKLLL 

LQSQLEQLQEENFRLESGREDE 

RLRCAELEREVAEUQHRNQAL 

TSLAQEAQALKDEMDELRQSS 

ERAGQLEATLTSCRRRLGELRE 

LRRQVRQLEERNAGHAERTRQ 

LEDELRRAGSLRAQLEAQRRQ 

VQELLGQRQEEAM1CAEKWLFE 

CRN LEEK YES VTKEKERLLAER 

DSLREANEELRCAQLQPRGLTQ 

ADPSLDPTSTPVDNLAAEILPAE 

LRETLLRLS/LLENKRLCRQEAA 

DRERQE/EKLQRHLEDANXRAR 

HG\LETQ\HRLNQQAAYSELRA 

QVEDLQKALQEQGGKTEDA1SI 

LLKRKLEEHLQKLHEADLELQR 

KREY1EELEPPTDSSTA\RRJEEL 

QHNLQKKDADLRAMEERYRR 

YVDKARMVMQTMEPKQRPAA 

GAPPELHSLRTQLRERDVR1RH 

LEMDFEKSRSQREQEEKLLISA 

W\YNMGMALQ\QRAGE\EPAPA 


10017 


40385 


A 


10078 


1 


687 




10018 


40386 


A 


10079 


1 


1 104 




10019 


40387 


A 


10080 


1 


677 


MAAAGGGGGGAAAAGRAYSF 

KVVLLGEGCVGKTSLVLRYCE 

NKFNDKH1TTLQASFLTKKLN! 

GGKRVNLAIWDTAGQERFHAL 

GPIYYRDSNGAILVYDITDEDSF 

QKVKNWVKELRKMLGNXETCL 

CIVGNKIDLEKERHVSIQEAESY 

AESVGAKHYHTSAKQNKGIEE 

LFLDLCKRM1ETAQVDERAKG 

NGSSQPGTARRGVQIIDDEPQA 

QTSGGGCCSSG 


1 0070 


40388 


A 


1008 1 


1 


1467 




10021 


40389 


A 


10082 


2 


244 




10022 


40390 


A 


10083 


1 


257 




10023 


40391 


A 


10084 


1 


558 




10024 


40392 


B 


10085 


41 


618 




10025 


40393 


A 


10086 


1 


591 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10026 


40394 


A 


10087 


128 


851 


KMEKEKGNDDGIPDQENSLDFS 

EHFNQLELLETHGHLIPTGTQSL 

WVGNSDEDEEQDDKNEEWYR 

LQEKKMEKDPSRLLLWAAEKN 

RLTTVRRLLSEFCATHVNTARDE 

DEYTPLHRAAYSGHLDIVQEL1 

AQG AD V HAVTVDG WTPLHS A 

CKWNNTRVASFLLQHDADINA 

QTKGLLTPLHLAAGNRDSKDT 

LELLLMNRYVKPGLKNNLEET 

AFDIARRTS1YHYLFEIVEGCTN 


10027 


40395 


A 


10088 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSH1CRCRS 


10028 


40396 


A 


10089 


2 


461 




10029 


40397 


A 


10090 


2 


749 




10030 


40398 


B 


10091 


1 


1077 




10031 


40399 


A 


10092 


1 


1114 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVRVCFAVMGIP 

ASRKTDNVPGYTIQTLATFFSM 

WNI1CHITGIPYNSQGQAIVGRIN 

LSLKQRLQKQKEGNREYRTPQ 

MQLNLALLALIFLSLSKGQMLS 

AAEQHLQKPPAKTEAEQLIWW 

RDTKTRSWE1GKI1TCGRGYAC 

VSPG QNQQP1 WTPS RHLKPY HE 

PDAKVKRFREDPEDPPSCSHVKT 

DA EEDPNCH EQH PSNTA 1 H LRS 

DQEAVTDGRRKPEESGTTSHNE 


10032 


40400 


A 


10093 


239 


783 


RRAPGTA PDAGPELRS\LHNLL 
GPAC1FLRKGFAENRQPVQLRE 
AFREFDKDKDG Y INCRDLGNC 
M RTMG YMPTEM EL I ELSQQ IN 
MMLGGHVDFDDFVELMGPKLL 
A ETA DM 1 G VKELRVD AFREFDT 
NGDGE1STSELREAMRKLLGHQ 
VGHRDIEEIIRDVDLNGDGRVD 

ETC" A DCDPOCXl 

rfcAPr FOooN 


10033 


40401 


A 


10094 


1 


304 




10034 


40402 


A 1 


10095 


3 


154 




10035 


40403 


B 


10096 


126 


251 




10036 


40404 


B 


10097 


122 


2916 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10037 


40405 


A 


10098 


3 


2433 


LAELSSLSVLRLSKNSISHIAEG 

AFKGLRSLRVLDLDHNEISGTIE 

DTSGAFSGLDSLSKLTLFGNKIK 

SVAKRAFSGLEGLEHLNLGGN 

AIRSVQFDAFVKMKNLKELHIS 

SDSFLCDCQLKWLPPWLIGRML 

QAFVTATCAHPESLKGQSIFSVP 

PESFVCDDFLKPQ11TQPETTMA 

MVGKDIRFTCSAASSSSSPMTF 

AWKKDNEVLTNADMENFVHV 

HAQDGEVMEYTTILHLRQVTF 

GHEGRYQCVITNHFGSTYSHKA 

RLTVNVLPSFTKTPHDITIRTTT 

MARLECAATGHPNPQ1AWQKD 

GGTDFPAARERRMHVMPDDD 

VFFITDVKIDDAGVYSCTAQNS 

AGSISANATLTVLETPSLVVPLE 

DRVVSVGETVALQCKATGNPP 

PRITWFKGDRPLSLTERHHLTP 

DNQLLVVQNVVAEDAGRYTCE 

MSNTLGTERAHSQLSVLPAAG 

CRKDGTTVGIFT1AVVSSIVLTS 

LVWVCIIYQTRKKSEEYSV TNT 

DETVVPPDVPSYLSSQGTLSDR 

QETVVRTEGGPQANGHIESNGK 

ASVTVKQSSAVTVSLGAGGGL 

QVFTGQVPG1RWGKLGEVEGG 

VCPRDASHFPEPDTHSVACRQP 

KLCAGSAYHKEPWKAMEKAE 

GTPGPHKMEHGGRVVCSDCNT 

EVDCYSRGQAFHPQPVSRDSAQ 

PSAPNGPEPGGSDQEHSPHHQC 


10038 


40406 


A 


10099 


1 


164 




10039 


40407 


A 


10100 


368 


566 
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SfcQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10040 


40408 


A 


10101 


3 


1160 


RDQRGYRDDRSPAREPGDVSA 

RTRSGGGGGRSATTAMPPPVPN 

GNLHQHDPQDLRHNGNVVVA 

GRPSCSRGPRRAIQKPQPAGGR 

RSGRGPAAGGLCLQPPDGGTC 

VPEEPPVPPMDWEALEKHLAG 

LQFREQEVRNQG\QARTNSTSA 

QKNERESIRQKLALGSFFDDGP 

GIYTSCSKSGKPSLSSRLQSGM 

NLQICFVNDSGXSDKDSDADDS 

KTETSLDTPLSPMS1CQSSSYS\D 

RDTTAEEESESLGWTWDFLYKG 

KRNLQAEAKMALAMAKPMAK 

i vi v^/ v l v Div^n ivi\i\or v al/lli n 

MPHISECLMfCRSLKPTDLRDXLl 
MGQLQVIVNDFISQMKSLNEEW 
VQLLLI\QDELHTEQDAMLVDIE 
DLTRHA ESQQKHM AEKM PAK 


10041 


40409 


A 


10102 


1 


506 


RGPRTEPQDPCCPRAAAGARPS 

GPG/QDLPRLRLPGSPGAPGAG 

GGAGTAAGRKGPGLPEEAAAD 

UA W IvLUl/VJ WAAAjct-rArrUr 

HTSQRGASPPQPGWARAAGLS 
NQPTKDRIFGGSHKAAPQASAD 
SPTSLQCGAAGHCPKASRRALG 
DNPETEATSSLSPTEWLQ 


10042 


40410 


A 


10103 


1 


429 


MGSRLNWMEVJPEQCTYLHVLI 

kT P N/fFFWTsJRfYHRnnT HF kT A A ! k' 
ivv^ivxr r w in rvv^ n cvvj vj i v^/ e> rv/-\ /\ L, IV- 
OR TPRIFHFK>JTPP VI I VOF*W 

RSNAFGEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEETLFSNM 


10043 


40411 


A 


10104 


4 


122 




10044 


40412 


A 


10105 


53 


619 


ILVWS1VPEGKILWGTKQQRRD 

SRTQRLLKKSPWRAKQSVWEE/ 

ERKKKNKEEKEEKEKKEKEKK 

EKEKEKKRKKKRKXKKKKKK 

KKKKKKKKKKKKKKFFFFFFF 
rv rv rvrvrv-rv xv rv rv rv rv rv rv i\ Ct d d c* llcc* 

F HF FFFFF F F F \C K K K F \C F F \C V kT 

F kT K K F F K KVOFF kT F FFM/FF F F kT 

1 l*il WVIf "NITI PFI 1 HPA 


10045 


40413 




10 106 


?R? 1 

Z. O Z. 1 






10046 


40414 


A 


10107 


18 


1 

1 JJJ 




10047 


40415 


A 


10108 


"± 
j 


)dQd 

I HZ/^f 




10048 


404 16 


A 






O 1 / 




10049 


40417 


A 


101 10 


3 


1 142 




10050 


40418 


B 


1011 I 


1 


2151 




10051 


40419 


B 


10112 


1 


1461 




10052 


40420 


A 


10113 


1 


1248 




10053 


40421 


A 


10114 


2 


1624 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


i 00^4 


404?? 


A 


10115 




1416 




i ooss 


404?^ 


A 


10116 


"j 


2262 




1 UUjO 


404?4 


A 


10117 


1 


1791 




i oos7 






10118 


1 


1497 




10058 


40426 


B 


101 19 




1599 




10059 


40427 


A 


10120 




1722 




10060 


40428 


A 


10121 




3168 




10061 


40429 


A 


10122 


; 


1083 




10062 


40430 


A 


10123 




589 


MGAIYDKPTANIILNGQKLEAF 

PLKTGIRQGCPLSLLLFNIVLEV 

LARAIRQEKEIKVIQVGICEEVK 

LSLFADDM1VYLEDP1ISAPNLL 

KL1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQ1MSELPFTIASK 

RJKYLGIQLTRDVKDLFKENYK 

PLLKE\KEDTNKWKNIPCSWVG 

RJNIVKMA1LPKPYVES 


1 006^ 


4041 1 


A 


10124 


1 


1566 




1 UuOH 


4041? 




10125 


1 


2406 




i oo^s 


404 H 


A 


10126 


1 


2478 




10066 


40434 


B ! 


10127 


69 


1259 




10067 


40435 


B 


10128 


225 


997 




10068 


40436 


A 


10129 


2 


1 124 




10069 


40437 


A 


10130 


I 


2058 




10070 


40438 


A 


10131 


258 


823 


TLMQKSSAKYWQTESSSTSKSL 

STMIKWASSLGCKAGSIYANQ* 

M*SSI/YTNNRQTESQIMSELPFT 

1ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKE1KEDTNKWKNIPCS 

WVGRJNIVKMAILPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIRNQ 

KRAC1AKS1LSQTKLEASRYLTS 

NYTTRLQ 


1 007 1 


40439 


A 


10132 




1512 




1 007? 


40440 


A 


10133 


■j 


992 




I007T 


4044 1 


B 


10134 




2019 




10074 


40442 


A 


10135 




1203 




1 007 S 


40443 


A 


10136 


] 


1578 




10076 


40444 


A 


10137 




2956 




10077 


40445 


A 


10138 




1983 




\ 007 R 

1 vv / O 


40446 


A 


10139 




3156 




1 0070 


40447 


A 


10140 


-j 


3325 




1 00R0 


4044R 


A 


10141 


! 


1870 






40440 


A 


10142 


-j 


1446 




1 00 R? 


404S0 


A 


10143 


1 


2310 




1 OOR^ 
1 Ul/o J 


404 S 1 


A 


10144 




1293 




10084 


40452 


A 


10145 


, 


1038 




10085 


40453 


A 


10146 




1713 




10086 


40454 


A 


10147 




2271 




10087 


40455 


A 


10148 




3654 




10088 


40456 


A 


10149 


1090 


1647 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




A ft A C"7 

4045 / 


B 


10 1 50 


1 


1248 




1 ftftftft, 

1 0090 


A ft A CO 

40458 


A 


10151 


1 


1884 




1 OUV I 


Aft A Cft 

40459 


A 


10152 


1 


1 140 




I 0092 


A ft A £.ft 

40460 


B 


10153 


1 


1545 






A ft A C 1 

40461 


A 

A 


101 54 


1 


3300 




1 0UV4 


A ft A /C> 

4046^ 


A 


10155 


1 


1824 




i ft ft ft c 

1 0095 


A ft A £L1 

40463 


A 


10156 


1 


1023 




I OOyo 


A ft A £.A 

40464 


A 


10157 


1 


2169 




1 009 / 


a ft a a c 
40465 


A 


10158 


y 


2661 




i ooy& 


A ft A £Z£L 

40466 


A 


10159 




1 104 




10099 


40467 


A 


10160 




1668 




10100 


40468 


A 


10161 


; 


1945 




10101 


40469 


A 


10162 




3303 




10102 


40470 


A 


10163 




1382 




10103 


40471 


A 


10164 




399 


MPPVDASRDLRELNPLSSYKAK 

PNEYLLLVQVLFLNRNTKEGLI 

RLLARYPDDLQQTESQIMSELP 

FTIASKRIKYPGIQLTKDVEDLF 

IvfciN YlvrLLoKXrvbDANKWKNIP 

CSW1GRIN1VKMAVLPKKKIWV 


10104 


40472 


A 


10165 


1 


2218 




10105 


40473 


B 


10166 


1 


2562 




10106 | 


40474 


A 


10167 


1 


3169 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possinle nucleotide insertion) 


10107 


40475 


A 


10168 


1 


2105 


M ICA El KM FFETN EN K.DTTY QN 

LWDAFKA VCRGKFIALNAHKR 

KQERSK1DNLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERJNKIDR 

PLARLIKKKREKNQIDTIKNDK 

WDITTDPTE1QTT1REYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIGKEGILPNSFYE 

ASIILIPKPGRDTTKKANFRPISL 

MN I DA KI LNK1LAKRJQQHIKKL 

IHHDQHINKAKDKNHM1ISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYFKIIRAIYDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKE1KG1QLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLlSNFSKVSGYKfNVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKAE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGR1NIVKMAILPKGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

G PGGEGQS A V A RLTG EKKN H P 

GAQYANRLSPRVGRFINAAGTT 

G FPTG KRAVSATQLM DF A D FG 

TTIKQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


i n i or 


40476 


A 

r\ 


10169 


1 


1689 




10109 


40477 


A 


10170 


425 


1333 




101 10 


40478 


A 


10171 


1 


2274 




101 1 1 


40479 


A 


10172 


1 


3828 




101 12 


40480 


A 


10173 


3 


3130 




10113 


40481 


A 


10174 


1 


960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10114 


40482 


A 


10175 


746 


2470 


TLMQKSS1KYWQNESSSTSKSL 

STMIKWASSLGCICAWFNIRKS1 

KVIQHINRAKDKNHM1IS1DAEK 

AFDKIQQPFMLKTLNKLG1DGT 

YFKI1 R A I YDKPTAN IILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLIRNFSKVSGYKINVQKSQ 

AFLYTNMRQTESQ1MSELPFT1A 

SKRIKYLGIQLTRDVKDLLKEN 

YKP\LLKE1KEDTNKWKNIPCS 

WVGRJN I V KM A 1 LPKN WKKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSKWIKDLNVRPK 

TIKTLEENLGITIQDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKL 

KSFCTAKEATIRVNRQPTKWEK 

IFATYSSDKGL1SRIYNELKQIY 

KKKTNNPIKKWVKDMNRHFA 

K£DIYAAKKHMKKCSPSLAIRE 

MQIKTTMRYHLTPVRMAIIKKS 


1A1 K 


40483 


A 


10176 


1 


3492 




1 01 16 


A A A O A 

40484 


A 


10177 


1 


3139 




1 A1 1*1 

1011/ 


40485 


A 


10178 


637 


2760 




1 A 1 1 o 

10118 


A A A O ZT 

40486 


A 


10179 


2 


3932 




1 A 1 1 A 


40487 


A 


1 A 1 OA 

101 80 


1 


1865 




1 A 1 ")A 

10120 


40488 


A 

A 


10(81 


1 


5754 




10121 


40489 


A 
j\ 


10182 




1 O I J 




10122 


40490 


A 


10183 


701 


6973 




10123 


40491 


A 


10184 


3 


3319 




10124 


40492 


A 


10185 


I 


3296 




10125 


40493 


A 


10186 


1 


2296 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possiblc nucleotide insertion) 


10126 


40494 


A 


10187 


1614 


2615 


TLMQKSS1KYWQTESSSTSKSL 

STMIKWASSLGMQGWFNICKSl 

NVIQHINRTKGKNHMIISIDAEK 

AFDKIQQPFLLKTLNKLGIDGT 

YLKIIRAIYDKPIANIILNGQKLT 

FEKFPLKIGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLAKE 

EVKLSLFADDMIVYLENPIVSV 

QNLLKLISNFSKVSGYKIYKIDV 

QKSQAFLYTKNRQTESQIMSEL 

PXFTIASKRIKYLGIOLTRDVKDL 

FKVENHKPLLKEMKEDTNKWKN 

IP\CSWVGGRINLVKMAIL\PKVl 

YRFN AIP1KLVPMTFFTELEKN Y F 

KVHMEPKKEPVLPSOS 


10127 


40495 


A 


10188 


141 


401 




10128 


40496 


A 


10189 


1 


156 


MQFPKTKTKKKEEEEEEEEEEE 
EEEEEEEEE\EEEEEEEEEEEGEE 
EKEEU 


10129 


40497 


A 


10190 


1 


1446 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10130 


40498 


A 


10191 


272 


2722 


ETSCPLVRVH Y A EA ITGRCTA P 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLMSSP/STEPRVCLTIEG 

QE1DFLLDTGAAFSVLISCPGRL 

SSTSVTIQG1LGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRDILAKAGAI1YMNMGNKL 

PICCPLLEEG1NPEVWALEGQFG 

RAKNAHPVQIRLKDPTTFPYQR 

QY/PLRPEAHKGLQNIVKHLKA 

QGLVRKCSSPCNTPILEVQRPRL 

VQDLRL I1M EAVISL YPVVPNPYT 

LLSQIPEEAEWFTVLDLKDAFF 

CVPLHSDSQFLFAFEDPTNHTS 

QLTWMVLPQGFRDSPHLFGQA 

LAICDLGHFSSPGTLVLQYVDDL 

LLATS*EALCQQATLDLLNFLA 

NQGYKVSMSKAQLCLQQVKY 

LGLILAKGTRALSKE*IQPILAY 

PRPKTLKQLREFLGITSFCRLWI 

PGYSETARPLYTLIKDTQRANT 

HLVEWESEAETAFKTLKQALV 

QAPGLSLPTGQNFSLYVTERAG 

IALGVLTQTRGTTPQPVAHLSK 

ETDVVAKGWPHCLRVVAAVA 

VLVSEAIKIIQGKDLIVWTTHEV 

NG1LGAKGSLWLSDNCLLRYQ 

ALLLEGPVLQICTCMALNPATF 

LPEDGEPIKHDCQQIIVQTYAAR 

DDLLEVPLTNPDLNLYTDGSSF 

VENGI/RKVSDVTILESKPLPPGT 

SAQLAELVALTWALELGKGKR 



1347 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ H> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1013! 


40499 


A 


10192 


1 


2529 


MTQEPSAIMREVPEMVNILKGT 

GDIHNTEIQNDNGKVGMTKCM 

AKPKDELRNLKL1LSESLESAQR 

QGVSKQEKVLQCRRAQDLQPT 

MPEPPIPSMGSCAARASPTSATP 

CSRAPSPTDHPTAAKCRRMAR 

YWQAAPPAALVLDQLGEASW 

APESANLVGKWRTFVSSSGTA 

NAP1STLSKQTTGLYQSAGCGW 

GQNLGAKYRAPVGQLKATSTA 

ARLKTRVSGFLGKGSLTTPDSS 

ELGPLDPTDHTSQLTWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLILQYVDDLLLATSLEALCQ 

KATLDLLN FLANQG YK VSRLK 

AQLCLQNSEIARPLYTLIKETQR 

ANTHLVVSEPEAVI/AFETLKQA 

LVHAPALSLPIGQNFSLYITERA 

G1ALGDLTQTCGTTPQPVAYLS 

KEIDVVAKGWPHCLRVVAAVA 

1LVSEAIKIMQGKLDLTVWTTHD 

VNG1LGAKGSLWLSDNHLLRY 

QALLLEGLVLQ1CTCVALNTAT 

FLPEDGEPIEHDCQQIIVQTYAT 

RDDLLEVPLTNPDLNLYTDGSS 

VVENGIRRAGYAIVSDVTILESK 

PLVPGTSAQLAELVALTRALEL 

GKGK1INVYTDSKYAYLILHAH 

AAIWKEWEFLTSGNPHGCHRE 

VMELLHMVQETKEVGVLHYQS 

HQNGKERGEQQRKQLAEASAA 

FLWGRALDLQPTMPEPPIPSMG 


10132 


40500 


A 


10193 




197 




10133 


40501 


A 


10194 


, 


259 




10134 


40502 


A 


10195 


j 


295 




101 35 


40503 


A 


10196 


j 


439 




10136 


40504 


A 


10197 


1268 


1420 




10137 


40505 


A 


10198 




389 




10138 


40506 


c 


10199 




298 




10139 


40507 


A 


10200 


2 


90 




10140 


40508 


A 


10201 


3 


1252 




10141 


40509 


A 


10202 


2 


82 


WMKLETSKLT*EQKTKHCMFS 
LISGS 


10142 


40510 


A 


10203 


149 


244 




10143 


40511 


A 


10204 


485 


668 




10144 


40512 


B 


10205 


1 


598 




10145 


40513 


C 


10206 


422 


784 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


10146 


40514 


A 


10207 


3 


899 


JYTnIHLIFDKPDKNKQWG kadsl 

FNKWCWENWLAICRKLKLDPF 

LTPYTKINSRWIKDLNVRPKTIK 

TLEENLGNTIQDIGMGKDFMTK 

TPEAMATKAKIDKWDLIQLKSF 

CTANETVIRVNRQPTEWEKIFAI 

IYPSDKGLISK1YKELYEKKTNN 

LIKKWA KDMN RH FSK EDF YE A 

KKHEKSSSLLGQGVTKGGCCLP 

MNLLGTYRSEENPSEYQRRQLI 

KTLRVCKPSSSYFLTSDFLDTPS 

FSCEPTQTNELQGCSLRFRVAT 

AAGPVQVRGARLPSFAAPERGL 

AQIPRQMDSKI 


10147 


40515 


A 


10208 


3 


352 


A PG RR RR LCQ PAG G PGA WPG S 

AVPGSVSPAPDARSPISGPSRAL 

RRH LRPS A AGG PG LEIPTHDPH 

LPGVDYKEGRP\PSG1CAGRGGP\ 

PGKGSPSASGARALGVPAAAA 

TPRASTL 


10148 


40516 


A 


10209 


1 


510 




10149 


40517 


A 


10210 


73 


327 




10150 


40518 


A 


10211 


1 


957 


MWSTCKLHGQGAKYILCAAEL 

SWGAASCLHGSTMSLTVVSMA 

CVGVAWPLMGGQDKP/FLSARP 

STVVPRGGHVAF/RCHYRRGFN 

NFMLYK/EDRSHVPIFHGRIFQE 

S/Fl MG P VTP A H AGTYRC/RG SR 

PH SLTGWSA PSN P/LV1MVTGN 

HRKP/SLLAHPGPLLKSGETVI/L 

QC/V/LSA/PSDPLDIVIT/GWENP 

CLSHVL*S*SHS*ELPADDGEKH 

GQMQR£PKTG*NPSSSWPSPTE/ 

PSSKSGICR/HLHVLIGTSVVIFL 

FI/LLLFFLLYRWCSNKK\DSDE 

QDPQE VTY AQL/N HC VFIQRKIS 

RPSQR/PKTPLTDTSVYTELPNA 


1 0 1 S 1 
ivl J I 


Adl 1 O 

HUJ 1 " 


A 
/\ 


I VZ I z 


jj I 


All 


A WIGDMGLL/WRYGLRVEISA 
WbGDMGLbWRYGLxREGMFN 
DTI RI iriFHHnfiV^ANF^IQR 

MKQDLAGTYRCYGSVTHSPYQ 
LSAPSDPLD1V1I 


10152 


40520 


A 


10213 


1 


1314 




10153 


40521 


A 


10214 


1 i 


1008 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10154 


40522 


A 


10215 


3 ! 


1080 


GQDKPLLSAWPSLVVPLGHVIL 

RCHSYLGFNNFSLYKEG VHRKP 

SLLAHPGRLVKSEETVILQCWS 

DVRFEHFLLHREGKFKDTLHL1 

GEHHDGVSKANFSIGPMMQDL 

AGTYRCYGSVTHSPYQLSAPSD 

PLDJVITGLYEKPSLSAQPGPTV 

LAGESVTLSCSSRSSYDMYHLS 

REGEAHERRFSAGPKVNGTFQ 

ADFPLGPATHGGTYRCFGSFRD 

SPYEWSNSSDPLLVSVTGNSRY 

LHAL1GTSVVI1PFAILLFFLLHR 

WCANKKNAAVMDQEPAGNRT 

VNSEDSDEQDHQEVSYA*LDH 

CVFTQREITRPSERPKTPPTDTS 

M YIELPN A EPRSKVVFCPRAPQ 


10155 


40523 


A 


10216 


3 


1379 




10156 


40524 


A 


10217 


352 


1825 




10157 


40525 


A 


10218 


1 


1497 


MGLEWRYGPGGADMDLEWRY 

GPGVEMWVWSGDMGLEVEIR 

AWSGDMGLEWRYEPGDGDMG 

LEWRYGPGGGQDKPLLSTWPS 

LVVPPEHVTLRCHSNLGFNNFS 

LYKDDGVPVPELYNR1FWKSLF 

MGPVTPSHTGTYRCRGSHTHSP 

SGGSAPSNPLV1VVTGFRRKPSL 

LAHPGPLVKSEETVILQCWSDV 

MFEHFLLHREGTFNHTLRLIGE 

H1DGVSKGNFS1GRMTQDLAGT 

YRCYGSVTHSPYQLSAPSDPLD 

IVITGLYEKPSLSAQPGPTVLAG 

ESVTLSCSSRSSYDMYHLSREG 

EAHERRLPAGPKVNRTFQADFP 

LDPATHGGTYRCFGSFRDSPYE 

WSKSSDPLLVSVTGNSSNSWPS 

PTEPSSETGNPRHLHVLiGTSVV 

KLPFTILLFFLLHRWCSNKKNA 

SVMDQGPAGNRTVNREDSDEQ 

DHQEVSYA*LDHCVFTQRKITP 

PSQRPKTPPTDSSM YIELPN AES 

RSKAVFCPRAPQSGLEGIF 


10158 


40526 


B 


10219 


114 


1944 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10159 


40527 


A 


10220 


20 


1 138 


AGARPPVCTGSTMSLMVMMAC 

VGFFLLQGAWPQEGVHRKPSF 

LALPGHLVKSEETV1LQCWSDV 

MFEHFLLHREGKFNNTLHLIGE 

HHDGVSKANFSIGPMMPVLAG 

TYRCYGSVPHSPYQLSAPSDPL 

DMVJ1GLYEKPSLSAQPGPTVQ 

AGENVTLSCSSRSSYDMYHLSR 

EGEAHERRLPAVRSINGTFQAD 

FPLGPATHGGTYRCFGSFRDAP 

YEWSNSSDPLLVSVTGNPSNSW 

PSPTEPSSKTGNPRHLHVLIGTS 

\/\/l/IDCTII I CCI I Tjnu /ncrM/i/iLi 

V VKJrr I ILLrr LLHKWCSDKJCN 
AAVMDQEPAGNRTVNSEDSDE 
QDHQEVSYA*LDHCVFTQRKJT 
RPSERPKTPPTDTSMYIELPNAE 
PRSKVVFCPRAPQSGLEGIF 


10160 


40528 


A 


10221 


1 


1334 


MSLMVVSMACVGLFLVQRAGP 

HMGGQDKPFLSAWPSAVVPRG 

GHVTLRCHYRHRFNNFMLYKE 

DRIHIPFFHGRIFQESFNMSPVTT 

AH AGN YTC RG SH PHSPTG WS A 

PSNPVVIMVTGNHRKPSLLAHP 

GPLVKSGERVILQCWSDIMFEH 

FFLHKEG ISKDPSRL VGQIHDG 

VSKANFSIGPMMQDLAGTYRC 

YGSVTHSPYQLSAPSDPLDIVIT 

GLYEKPSLSAQPGPTVLAGESV 

TLSCSSRSSYDMYHLSREGEAH 

ERRFSAGPKVNGTFQADFPLGP 

ATHGGTYRCFGSFRDSPYEWSN 

SSDPLLVSVTGNPSNSWPSPTEP 

QQP'm\IDD UI U\/l l/ -> T , C\/\/f if ci 

LLLFFLLHRWCSNVKKNAAVM 
DQESAGNRTANSEDSDEQDPQ 
EVTYTQLNHCVFTQRKITRPSQ 
RPKTPPTDI I V YTELPN AESRSK 


10161 


40529 


A 


10222 


50 


492 


RARHRVTRPSIRKHSGHIRRILC 

LTCSSGVFLQGLRAGSRGTGPG 

LRTGWRLSPRAPRRRLHTPSAS 

SP*CSQ*RGPSAGTAAGARRRW 

RCRGQLRHPAGTSPPGRRWTG 

TACGPPAAPPAPWHSSWSCPHS 

GAGPPWSPACRTASL 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


10162 


40530 


A 


10223 


3 


3159 


QAEFAAASTTPALGSDGVRVT 

MDSALTARDRVGVQDFVLLEN 

FTSEAAF1ENLRRRFRENLIYTYI 

GPVLVSVNPYRDLQIYSRQHME 

RYRGVSFYEVPPHLFA VADTV 

YRALRTERRDQAVMISGESGA 

GKTEATKKLLQFYAETCPAPQR 

GGAVRDRLLQSNPVLEAFGNA 

KTLRNDNSSRFGKYMDVQFDF 

KGAPVGGH1LSYLLEKSRVVHQ 

NHGERNFHIFYQLLEGGEEETL 

RRLGLERNPQSYLYLVK 


10163 


40531 


A 


10224 


i 


2810 


MLNGCAHAHP1FPTRILSECPRG 

MLRAGFHLNRREALPPSRSHIS 

AAVLAPGALLSWGPDHPLELY 

GLHSHQDPPTGYEGVKGAPVG 

GHILSYLLEKSRVVHQNHGERN 

FHIFYQLLEGGEEETLRRLGLER 

NPQSYLYLVKGQCAKVSSINDK 

SDWKVVRKALTVIDFTEDEVE 

DLLSIVASVLHLGN1HFAANEES 

NAQWTTENQWKYLTRLLSVE 

GSTLREALTHRKIIAKGEELLSP 

LNLEQAAYARDA 


10164 


40532 


A 


10225 


I 


416 


FRGVARQLRTSAMTMPVNGAH 

KDADLWSSHDKMLAQPLKDSD 

VEVYNIIKKESNRQRVGLELIAS 

ENFASRAVLEALGSCLNNKYSE 

GYPGQXGSPANFAVYTALVEPH 

GRJMGLDLPDGGHLTHGFMTD 

KKKISATSI 


10165 


40533 


A 


10226 


135 


840 


GSPANF/AV/YTALVETHGCIMG 

LDLPDGGHLTHGFMTDKKKIS 

ATS1FFESMPYKGGPHMHTIAG 

VAVALKQAMTLEFEVYQHHV 

VANCRALSEALTELGYQTVTG 

CSDKHLILVDLHSIKGTDGRRA 

EKVLEACSIACNKNTCPDDRNT 

LRPSGLRLGNPALTSLGLLEKG 

FQKVAHFIHRGIELTLQIQSNAG 

IRATLKEFKERLAGHKYQGCV 

QALQEEVESFTLFPLPGLPDF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


10166 


40534 


A 


10227 


2 


1355 


QLRTSAMTMPVNGAHKDADL 

WSSHDKMLAQPLKDSDVEVYN 

1IKKESNRQRVGLEL1ASENFAS 

RAVLEALGSCLKNKYSEGYPG 

QRYYGGTEFIDELETLCQKRAL 

QAYKLDPQCWGVNVQPYSGSP 

ANFAVYTALVEPHGR1MGLDLP 

DGGHLTRGL\MTDKKKISATSIF 

F*SMPYKANPETGYINYGQLEE 

NARLFHPKL11AGTSCYSRNLEY 

ARLRKIADENGAYLMADMAHI 

SGLVAAGVVPSPFEHCHVVTTT 

THKTLRGCRAGMIFYRKGVAV 

ALKQAMTLEFKVYQHQVVAN 

CRALSEALTELGYKIVTGGSDN 

HLILVDLRSKGTVDGGRAEKVL 

EACSIACNKNTCPGDRSALRPS 

GLRLGTPALTSRGLLEKDFQKV 

AHFIHRGIELTLQIQSDTGVRAT 

L1CEFKERL AGDK YQ A A VQ ALR 

EE VESFASLFPLPG LPDF 


10167 


40535 


A 


10228 


2 


243 


GTACNPA WPPPG LA PH LTH Y A 
DLLPGSPFHVALPPPESELWETP 
D V S L 1 TG\PRLG QTP VTE A V SG R 
RGIAIAYEDEGSG 


10168 


40536 


A 


10229 


1 


1194 


MESMFSSPAEAALQRETGVPGL 

LTPLPDLDGVYELERVAGFVRD 

LGCERV A LQFPDQLLG D A V A V 

AARLEETTGSKMF1LGDTAYGS 

CCVDVLGAEQAGAQAL1HFGP 

ACLSPPARPLPVAFV/LSSTFCG 

LGALCQGL*GPEPRPQSACGAA 

\GEPACAHALDTGKTQDEGAR 

AGRLRARRRYLVERARDARVV. 

GLLAGTLGVAQHREALAHLRN 

LTQ A AG K RS Y V LA LG RPTPA K 

LANFPEVDVFVLLACPLGALAP 

QLSGSFFQP1LAPCELEAACNPA 

WPPPGLAPHLTHYADLLPGSPF 

HVALPPPESELWETPDVSLITGD 

LRPP PA WKS SN D H G S L A LTPRP 

QLELAESSPAASFLSSRSWQGL 

EPRLGQTPVTEAVSGRRGIAIA 


10169 


40537 


A 


10230 


35 


429 


KE K RYL V Y LGCC DLPEK * ESV* 

T7\J PX/OPT Pi Q A \A \A A VDV/ A A I CD 

HVA/RLNT*MTNVTEKLSF*S*L 
T*I*V*PHVFSGYCTGQCRSS*A 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSASDK*WAEASPRVR 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10170 


40538 


A 


10231 


73 


393 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQRXETGVPG 

LLTPLPDLGRSVALQFPDQLLG 

DAVAVAARLEETTGSKMFILG\ 

DTAYGSCCVDVLGAEQAGAQ 


10171 


40539 


B 


10232 


191 


367 




10172 


40540 


A 


10233 


131 


1681 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQRETAGVPG 

LLTPLPDLDGVYELERVAGFVR 

DLGCERVALQFPDQ\LLGDAVA 

VAARLEE\TTG\SKMFI/LGVDT 

AYGSCCVDVLGAEQAGAQALI 

HFGPACLSPPARPLPVAFVLSST 

FCG LGTLCQDL WG PK PR PQS AC 

GAA\GEPACAHALEALATLLRP 

RYLDLLVSSPAFPQPVGSLSPEP 

MPLERFGRRFPLAPGRRLEEYG 

AFYVGGSKASPDPDLDPDLSRL 

LLG W A PGQPFSSCCPDTG KTQD 

EGARAGGLRARRRYLVERARD 

ARVVGLNLAGTLGVAQHREAL 

A H\LRNL\VQA AGVKCSY VLALG 

RPTPAKLANFPEVDVFVLLACP 

LGALAPQLSGSFFQPILAPCELE 

A ACN PA VAPPPG/LWVPH LTH/Y 

IADLLPGSPFHVALPPPESELWE 

TPDVSLITGDLRPPPAWKSSND 

HGSLALTPRPQLELAESSPAASF 

LSSRSWQGLEPRLGQTPVTEAV 

SGRRGIAIAYEDEGSG 


10173 


40541 


A 


10234 


3 


605 


AAAREAAGRDMLAADLRCSLF 

ASALQSYKRDSVLRPFPASYAR 

GDCKDFEALLADASKLPNLKEL 

LQSSGDNPQTGPGDLVSLDFYP 

QKVLTNPQVQ/WECRSFEKDSK 

S*LGLLTRLFLHRTSCLKLST/SD 

PANAKFYETKGERDLI YAFHGS 

RLENFHSIIHNGLHCHLNKTSLF 

GEGTYLTSDLSLAL1YSPHGHG 

WQH 


10174 


40542 


A 


10235 


197 


895 


LGLLTRLFLHRTSCLKLST/SDP 

ANAKFYETKGERDLIYAFHGSR 

LENFHSNHNGLHCHLNKTSLFG 

EGTYLTSDLSLALIYSPHGHGW 

QHSLLGPILSCVAVCEV1DHPD 

VKCQTKKKDSKEIDRRRARIKH 

SEGGDIPPKYFVVTNNQLLRVK 

YLLVYSQKPPKRASSQLSWFSS 

HWFTVM1SLYLLLLLIVFCGLL 

ALQDRGLPQVCPQIPCGWRPPS 

EGSQVFETQPGL 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*~Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 




40j4-> 


B 


10236 


1 


1059 




101 76 


40544 


B 


10237 


226 


522 




10177 


40545 


A 


10238 


159 


306 


LGSGNLP*EINPLSSCSLFR£EDP 

PTTSGPQTNQPKEHLTNFKSAA 

ED 


1 A l TO 

1 0 1 75 


A f\ C A 

40546 


B 


10239 


101 


397 




101/9 


40547 


A 


10240 


2 


253 


LQEFGTRKDPPTTSGPQTDQAR 
EHLTNFKSSA/CQIPWNSGPRLS 
E*LLPRSSRLSS*RLT/RAQSPW 
ICPTGQSQMLWVTLTVEGT 


101 80 


40548 


B 


10241 


1 


409 




10181 


40549 


C 


10242 


1 


462 




10 1 82 


40550 


A 


10243 




861 




10183 


40551 


C 


10244 




140 




10184 


40552 


B 


10245 


\ 


1773 




10185 


40553 


B 


10246 




320 




101 86 


40554 


C 


10247 


1 


420 




1 f\ 1 0*7 


40555 


A 


10248 


273 


485 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
P\TENRTVQL\TWQPLPEPLELW 
PKAL 


1 Al OO 

10155 


40556 


A 


10249 


508 


558 




101 89 


40557 


B 


10250 


76 


358 




10190 


40558 


C 


1025 1 


83 


414 




10191 


40559 


B 


10252 


1 


1111 




10192 


40560 


C 


10253 


1 


411 




10193 


40561 


B 


10254 


1 


1054 




10194 


40562 


B 


10255 


57 


229 




10195 


40563 


B 


10256 


1 


222 




10196 


40564 


A 


10257 


230 


1272 


LLCSSACKCLMLGLHFVIVGNI 

CATLKEKYSSMLHLDVTMKKN 

G E K RTRLQ KRKKG M PPHP A YE 

DLNIAAITLPANVVLHQPSGFRT 

SGQLDPVWWSLDTDAHE1WCQ 

DPGLGSGDFPWEITPLSSYSLLH 

E KDPPTTSG PQTDQPKKH LTNF 

KSKTKETGFIHGPKTPAPVTDW 

EGSLPLVFNHCRDTSLIIHPCFK 

GVRPRRDACLGPSPLAASPAFL 

EKGQDLINLAFKVYNNRKKLQ 

EPQRPGVPPEPPPTGACYMCRKA 
SGHWXTRNAGSPGFLLSRVPSV 
WDPTENRTVQLTWQPLPEPLEL 
WPKALCLTDSFPDLLGLAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
scq uencc 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


10197 


40565 


A 


10258 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 

QAITKHFSPKISDLILCLKKKIM 

NKHFSKEDIYAAKKHMKKCSP 

SLAIREMQ1KTTMRYHLTPVRM 

A1IKKSGNNRCRRGCGE1GTLLH 

CWWDCKLVQPLCKSMWRFLR 

DLXDPAIPLLGIYPKDYKSCCYK 

DTCTRM F I A A L FTI A KT WNQP 


10198 


40566 


A 


10259 


1 


1947 


MNIDAKILNKILANRIQQH1KKL 

IHHDQVGFIPGRQGWFN1CKSI>4 

VIQHINRAKDKNHM1ISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FK1IRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFN1VLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLFADDM1VYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTKNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGRIN1VKMA1LPKVIYRFNA1PI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKA1LSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYL1FD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

IT1QDIGMGMDFMSKTPKAMAT 

KDK1DKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISRIYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLA1REMQIKTTMRYH 

LTPVRMA1 1 KKSGNNRC WRGC 

GEIGTLLHCW\WINWMKJCTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


10199 


40567 


A 


10260 


1 


347 


TNKIDRPLARL1KJCKREKKQID 

A I KN DKG Dl TTDPTETQTTI KE Y 

YKHLYANKLENLEEMDKFFDT 

YTLPRLNQEEVESLNRPIAGSEI 

EA1INSLPT/KKSPGPDGFTAKFY 

QRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10200 


40568 


A 


10261 


31 


809 


KPRLENYVKNAEASGADA1NW 

KKGY/LVMEDEMNEMKREGKF 

RJEKRIKRNEQSLQEIWDYVKRP 

TLHLIDVPETLN AH KRKQERSK 

TDTLTSQLKELEKQEQTHSKAS 

RRQEITKIRAELKEIETEKTLQKI 

NESRSWFFERINK1DRPLARLIK 

KJCREKNQIDAIKNDKGD1TSDP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAHNSLPTKKSPG 

PDGSTAEFYQRYKEEL 


10201 


40569 


A 


10262 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRJSRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIKKKREKNQIDTIKNDKGD 

ITTDPTEIQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRP1TGSEIEAJTNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEASII 

LIPKPGRD TTKKGNFRPISLMN1 

DAKIL 


10202 


40570 ; 


B 


10263 


1 


2265 




10203 


40571 


A 


10264 




2832 




10204 


40572 


A 


10265 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10205 


40573 


A 


10266 


1 


2114 


MKEKMLRAAREKGRVTHKGK 

PIRLTADLSAETPQARREWGPIF 

NILKEKNFQPR1SYPDKLSF1SEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTKKEN 

FRPISLMNIDAK1LNKILANRIQ 

QHIKKLIHHDQVGFIPGMQGWF 

NIHKSrNVIQHINRTIDKNHMIIS 

IDA EKAFDKIQQLFM LKTLN KL 

GIDGTYLKIR1KYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRAR1AKS1LSQKNKA 

GGITLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSEITPH 

1YTYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRWIKDLNVRPKT1K 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAK1DKWDQIKLKSF 

CTA KETT1 R VN RQPTK WE K I F A 

TYSSDKGLIFRIYNELKQIYKKK 

TNNPIKXWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TM RYHLTPVRM All KKSGN1MR 

QTESQ1MSELPITIASKRIKYLGI 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSW1GRTNIVK/T 

WPYCPSPQMYMSPTWQPKTLQ 

LWRQPKYPWKGTHRRKK 


10206 


40574 


A 


10267 


1 


2952 


MLLNQGRJCLPRVFAEETLKFK 

GTSNKPQTLEQISTSIIAQKEAT 

VMVPGSNQEIPSGAYA1RALGF 

KHKTGRLFEQTLNYLQEFLFTP 

QWHLECQQERTVHSPGKAAEA 

REPSVIDRHLIQESSNWHLVGA 

ALGQSFQRKEQAAIFAVLQPLL 

VIPRQTGSGVDLQKTPTDLQQR 

GLIVRRKTNKQKGIVHNSTTRE 

QNWTENEFDKLTEGGFKRWVI 

TNSSELKEHVLTQCKEDKNLEK 

SAIKLELR1KNLIQN 


10207 


40575 


A 


10268 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10208 


40576 


A 


10269 


1 


1751 


MIISIDAE1CAFDKIQQPFMLKTL 

NKLG1DGTYFKHRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

1KG1QLGNVEVKLSLFADDMJV 

YLENPIVSAQNLLKLISKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKN1PCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKF1WNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRD1DQWNRTEPSEI 

TPHIYNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLA1CRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFT1QDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

K K TNTN P 1 K O W A K DM1MR 1-1 F<s IF 

DTYA AKICHMkCKr^^^T ATRFM 

I— ' l I ArtJVIVri IVI IVtVV^L300L</A.IIVl_/IVj 

QIKTTMRYHLTPVRMA1IKKSG 
NNRNHLDFKHIRILGICYL/D*KI 
YQP*LHLVSRNRKPEKLSPKQA 


10209 


40577 


A 


10270 


1 


4729 




10210 


40578 


A 


10271 


I 


1428 
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SEQ ID 

NO: 


SKQ H> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10211 


40579 


A 


10272 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVKRLLLYEFVVEI1PGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

FNRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEEIRTN 

GKJEVKSFEKKLDEW1TRJTNAE 

KSLKHLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQK1NESRSWFFEKINKID 

RPL A RL 1 KKKREKNQTDTI KN D 

KGDHTDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLSQSIEKERILPNSSYE 

AS1ILIPKPGRDTTKKENFRPISL 

MN I DAK1LNK1LANRTQQH I KK 

LIHHEQVGCIPGMQGWFN1RKS 

1NVIQH1NRTKDKNHMIISIDAE 

KL1SKFSKVSGHKIMVQKSQAF 

LYTDNRQTESQ1MSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNE1KEDTNKWKNIPCSWVG 

RIN1VKMALLP\RFSA1PIKLPMT 

FFTELEKTTLKFIWN/QKRARJA 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSE1MLLIYNYLIFDKPDK 

KKEWGKDSLFNKWCWENWLA 

1CRKLKLDPFLTPYTKMNSRW1 


10212 


40580 


A 


10273 


396 


1227 


SLGRNSTSQKRVGAN1QHS*RK 

EFSTQNFISSQTTLHK*RRNKIL 

YRQANAERFCHHQACPKTAPE 

RSTKVLERNNRLPARLIKKKREK 

NQIDATKNDKGD1TTDPTEIQTT 

IREYY1CHLYANKLENLEEMDK 

FPDTYTLPRLNQEEVESLNRPIT 

GSEIEAIIKSLPTKKRPGPDRFTA 

EFYQRYKEELVPFLLKLFQSTE 

KEGILPNSFYEASIILIAKPGRDT 

TKKENFRPISLLNIDAK1LNKILA 

NRIQQHIKKLIHHDQVGFIPGM 

QGWFNI 


10213 


40581 


A 


10274 


1 


2168 




10214 


40582 


A 


10275 


1 


1845 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codou for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ui»kno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10215 


40583 


A 


10276 


1 


2877 


MENDFDELREEGFRQSNYSELR 

ED1QTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKGEGKFREKRIKRNE 

QSLQEIWDYVKRJ>NLCL1GVPE 

RDGQNGTKLENTLQDVIQENFP 

NLARQANVQIQEIQRTPQRYSS 

RRATPRHI1VRFTKVEMKEKML 

RAAREKEIQTTISEYYKHLYTN 

KLENLEEMDKFLDTYTLPTLNQ 

EEVESLNRP1TGAE 


10216 


40584 


A 


10277 


1 


1689 


MIFS1DAEKAFDKIQQPFMLKTL 

NKLGIDGMYLKHRAMYDKPA 

ANIILNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPITSAQNLLKLISNYSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSELPFTI ASFCRI KYLGIQLT 

RDVKDLFKENYKPLLNKIKEDT 

NKWKN1PCSWVGRINIVKMA1L 

PKVIYTFSA1P1KLPMTFFTELEK 

TTSKFIWNQKRAR1AKS1LSQKN 

KAGG ITLPDFKL YYKATVTKTA 

WYWYQNRD1DQWNRTEPSEIM 

PHIYNYLIFDKPDKNKQWGKJ3S 

L FN K WC WEN WLD 1 WRKL KLD 

PFLTPYTKINSRS1KDLHVRPKTI 

KTLEENLGDT1QDIGMGKDFMS 

KTSKAMATKAKIDKWDLIQLK 

SFCTAKETTIRVNRQPTEWEK1F 

AIYSSDKGLIFRIYKELKQIYKK 

KTNSPIKKWVKDMNRHFSKEAI 

V A Ak'PHMkf kT'QQQI ATUP\/fOTk r 
Y /\/\lvrvti IVI IS.tVL^oooLA IrvfclVll^lK 

TTLSLPAQVSVV/RHGLSFCWD 
S RG\CG KSGLFLAYSIN PFPQSH 
WDQEQVM 


10217 


40585 


A 


10278 


1 


2142 
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SEO H> 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10218 


40586 


A 


10279 


1 


1722 ; 


M1ISIDAEKAFDKIQQRFMLKTL 

NKLGIDGLYLKIIRAI YDKPTAN 

IILNGQKLEALPLKTGTRQGCPL 

SPLQFNIVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLLADDMIVYL 

ENPIVSAQNLLKV1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRINIVKMAILPK 

VI YRFN A I P1KLPMTFFTELEKTT 

LKFIWYQKRARITKS1LSQRNK 

AGDITLPDFKLYYKATVNKTA 

WYWHQNRH1DQWNRTKPSEIT 

LH1YNYLFFDNPDKNKKWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSR WIKDLN 1 RPKTI 

KTLEENLGITIQDIGMGKYFMT 

KTPKAMATKAKIDKWDLIKLK 

SFCTGKETTIRVNRQPTKWEKIF 

ATYSSDKGLISRJYNELKQIYKK 

KTNNPIKKWAKDMNRHFSKED 

1YAAKKHMKKCSPSLAIREMQI 

KTTMRYHLTPT/RLIVIGIEECLR 

GKEKLETLYYWNSDTDHQV*W 

LGWP* WKSDHKKEQPSF 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide locution ot last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10219 


40587 


A 


10280 


1 


2076 


MDKPLNTYTIPRLNQEEVESLN 

RSITGSEIEA1IKNLPTKRSPGPD 

GFTPEFYQRYKEELVPFLL1CLF 

QS1 VKEGFLPNSFYEGSIILITKS 

G RDTTKK ENLRP I SLMN IN A K i L 

NKILANQIQQHIKKL1HHEQVDF 

IPGMQGWFNIRKSINVIQHINRT 

NDKNHMIISIDAEKAFDKIQQLF 

MLKTLNKLGIDGTYLKIIRAIYD 

KHTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIS 

QEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKLIGNF 

SKVSGYKISVQKSQAFLYTNKR 

QTESQIMSELPFTIVSKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIQ 

DETNKWKNXCSWVGRINIVKM 

VILP/KELEKTTLKFIWNQKRAR 

IAKTILSQKNKAGGITLPDFELH 

Y KAT VTKTA C Y L YQN RD I DQR 

NRTEPSEIMPHIYNYLIFDKSDK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLPPYTKINSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

GMGKDFMSKTPKAMSTKAKID 

KWDLIKLKSFCTAKETAIRVNR 

t,r 1 bWbKlrAIYbSDKGLlSRIYN 

EFKQIYKKKTNNPIKKWAKDM 

NRHFSKEDIYAANRHMKKCSSS 

LAIREMQIKTTQVGGSEEKSAS 

ELGNKLIELDQSEEWRGKED \ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10220 


40588 


A 


10281 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEI ITN YLSDDS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLDDY WVFfNEMKAElKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKlRAELKEIETQKTVQKiNES 

RSWFFERJNKIDRQLARLIKKKR 

EKNLIDAIKMDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAI1NSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRJN1VKMA1LPKVIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

\RAHIAKSA^LSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRJYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLA1CRKLKLDPFLTPYT 

KINSRWIKDLN1RPKTIKTLEEN 

LGITIQDIGMGKDFMSKTP1CAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


10221 


40589 


A 


10282 


1 [ 


1996 
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SEQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, j 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10222 


40590 


A 


10283 


1 


1778 


MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

IlPNGQrCLEAFPLKTGTTQGCPF 

SPLLFN1VLEVLARVIRQEKE1K 

GTQLGKEEVTLSLFADDMIVYL 

QNPIVSAQNLLKLIGNFSKVSG 

YK1NVQKSQAFLYTNNRQTESQ 

IMSELPFT1ASKRIKYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKN1PCSWVGRINIVKMAILPK 

VI YRFN A I PI KLPMTFFTELEKTT 

LKFKWNQKRACIAKS1LSQKNK 

AGGIMLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PH I YN YLIFDKPDQNKQ WGKDS 

LFNKWYWENCLAICRKLKLDP 

FLTPYTKINSRWIKDLNVRLKTI 

KALEENLGNTIQDIGMGKDFMS 

KTPKAMATKDKIDKWDL1KPK 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDJCGLISRNYNELKQIYK 

KKTJGP1KKWAEDMNRHFSKE 

DTYAAKKHMKKCSSSLAIREM 

V</1 rv 1 I ]VIJ\ I ML 1 r V I\JV1 VlilVKoU 

NNRCWRGCGETGTLSHCWWD 
CKL/IQPLW/RFLRD*GPKTGGD 
S*MIQVKY*PQQKKKGCPNA 


10223 


40591 


A 


10284 


3 


2875 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN " 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10224 


40592 


A 


10285 


1 


1838 


MI1PIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMAILPKV1Y 

RFNA1PIKLPMTFFTELEKTTLK 

FIWNQKRARJAKTILSQKNKDG 

GITLPDFKLYYKATVTKTAWY 

QYQNRD1DQWNRTEPSEI1PHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLICLDPFL 

TPYTKINSR WI K DLN V RPKTI KT 

LEENLGNT1QD1GMGKDFMSKI 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEKIFAIC 

LSDKGL1SRJYKELKQRHKKKT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMPIKT 

TMRYHLTPVRMAI I KKSGNNRC 

WTIGCGEIGTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

ISLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 


10225 


40593 


A 


10286 


1 


2046 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10226 


40594 


A 


10287 


1 


1700 


M E D E MM EM KQEG KFREK Ri K R 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQ1QE1QRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RAAREKE1QTTIREYYKJ-ILYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSEIVAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMAJLPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKFIWNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKWXCWENWVLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

ETLEENLGITIQDIGMGKDFMS 

KTSKAMSTKAKIDKWDLIKLKS 

FCTAKETTIKVNRQPTKWEKFF 

ATYSSDKGLISRIYNELKQIYKK 

KNTNNPIKKWVKDMNRHFSKE 

D1YAAKRHMKKCSSSLAIREMQ 

1 KTTMR YHLTP V 


10227 


40595 


A 


10288 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

A L RF I KQ VLRDLQRDLDS H Tl 1 M 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELR1KNLTQN RSTT WKLNNLL 

L.1NLI I W V nlNclVIKAblrJVlrrb 1 N 

ENKDTTYQNLWDTFKAVCRGK 
FIALNAHKRKQERSKIDTLTSQL 
KELEKQEQTHSKASRRQEITKIR 
AELKEIETQ 
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SKQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


iMet 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibk nucleotide insertion) 


10228 


40596 


A 


10289 


I 


2019 


MDTIKNDKGDITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SE1EAIINSLPT/KKSPGPDEFTAE 

FYQRKVAFDKIQQAFTLKTLNK 

LVIDGTYRK1IRAICDKPTAN1IL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFN1VLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDM1VYLENP 

I1SAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGRINIMKMAILPKVIYR 

FNAIPIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGVI 

M L PDFKL Y YKATVTKTA W Y W 

YQNRDIDQWNRTEPSEIMLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWEN WLDIWRKLKLDPFLT 

PYTKINSR WIKDLNVRPKTI KTL 

EENLGNTILD1GMGKDFMSKTP 

KAMAT1CAKIDNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKKKT 

NNPMNKWAKDMMRHFSKEDI 

YAAKRHMKKCSSSLA1REMQIK 

TTMRYHLTPVRMVIIKKSGNNR 

PPLSKEQPPIFRLSI1LATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


10229 


40597 


A 


10290 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

A1KPELRJKXLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQ1CRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 


10230 


40598 


A 


10291 


1 


2274 




10231 


40599 


A 


10292 


1 


2250 




10232 


40600 


A 


10293 


1 


822 





1368 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10233 


40601 


A 


10294 


1 


2605 


MKAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSKIDTLTSQLKELEKQEQ 

SHSKAGRRQE1TKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARL1KKKREKNQIDTIKNDK 

GDITTNPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVGSLNTPITGSEIVAIfNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

PGR VPTKKENFRPISLMN I DA KI 

LNKILANRJQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHIN 

RAKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYFRIIRA 

I YDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLE VLAR 

A1RQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYNFYVQKSQAFLYT 

NMRQTESQ1MSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKV1YRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

xidtcdc c i k /four vtvivm i cni/nr iy 
INK 1 troclMrrll Y IN YLlrlJKPbK 

NKOWGKDSI FNKWfWFNWl A 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GVGKDFMSKTPKAMATKAKID 


10234 


40602 


B 


10295 


Ill ( 


2440 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insertion) 


10235 


40603 


A 


10296 


1 


1795 


MI1SIDAEKAFDKIQQPFMLKTL 

NKLSIDGTYFKIIRAIYDKPTANl 

ILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFAHDM1VYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSGVGR1NIVKMA1LPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKGACITKTILS\QKNK 

VGG1TLPDFKLYYKATVTKTA 

WYWYQXNRDIDQWNR1KPSEIM 

PHMYNYL1FDKPEKNRQWGEDS 

LFNKWCWETWLAIWRKLKLDP 

FLTLYAKFN* RWIKDLN VRPKTI 

KTLEENLGIT\IQD\IGMGKDFM 

SKTPKAMATKAKIDKWDLIQL 

KSYCTAKENTIRVNRQPTKWE 

KIFATYSSDKGLITRIYNELKQI 

YKKKTNMP1KKWAKDMNRHFS 

KEDIYAAKKHMKKCSSSLAIRE 

MQIKTTMRYHLTPVRMAIIQKS 

GKNRTKRT1YRRNDDDDDNDD 

NDDDSLMSLSRTEIPFSSYSELN 

VVLHKPRPEPSASTILLLHTA 


10236 


40604 


A 


10297 


1 


2851 




10237 


40605 


B 


10298 


1 


3220 
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SEQ II) 

NO: 


SKQII) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10238 


40606 


A 


10299 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFREKRJQRNEQ 

SLQEIWDYVKRPNLRLIGVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTE1QTTIREYYKHLY AN K 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRP1TGSEI V Al INSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTKITSILIHQ 

QQTN REPNHE* TP1 HNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQ1QCHPH* 

ATNAFLHRIGKNYFKVHMEPK 

KSPHRQVTMPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L* QT* EKQ EMG KG F PI * * MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKNY*QTEQATCKMGENFHN 

f ¥ t*ad AXiirwri /~\*T , /~\T r Kii Ari/\i 

LLI^yKANlQNLQ* 1QTNLQEKN 
KQPH QK VG KG HEQTLL KRRH L 
CSQKXNHEKMVTITGHQRNAN 
QNHNEIPSHAS*NGNH*KVRKQ 
VLERMCRNRNTFTLLVGL*TSS 
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SEQ M> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJn known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10239 


40607 


A 


10300 


1 


2704 


MYSHVITVCRHVKNGDILLLNR 

QPTLHRPSIQAHRARILPEEKVL 

RLHYANCKAYNADFDGDE1VTN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGL1QDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPSILKPFPL 

WTG KQH IN RTKDKN HMIISIDA 

EFCAFDKIQQPFMLKTLN K LG I D 

GTYLKIIRAIYDKPTAS1ILNGQK 

LEAFPLKTGTRQGCPLSPLLFN I 

VLEVLARAIRQErCEIKSIQLGKE 

EVKLSLFADDMIVYLENPTVSA 

QNLLKLMSNFSKVSGYK1NVQ 

KSQAFLYTNNRQTESQIMSGLP 

FTITSKRJTYLGIQLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

NT1PIKLPMTFLTELEKTTLKF1 

WNQKRAHIAKS1LSQKNKAGGI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMPHI/Y 

YNYLIFDKPEKNKQWGKDTLF 

NKWCWENWLAICRKLKLDPFL 

TPYTKINSRWIKDLNVRPKTIKT 

LEENLGNTIQDIGMGKDFMSKT 

PKATATKAKIDKWDLIQLKSFC 

TAKETTIRVNRQPTEWEEIFAIY 

SSDKGLISRIYNELKQIYKKKTN 

NPIKKWAKDMNRHFSEEDIYA 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMVI1KKSGKNRC 


10240 


40608 


B 


10301 


1 


3345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10241 


40609 


A 


10302 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRA WLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSl/EKEGILPNLFDEASIILI 

PKRG RDTTKKENFRPI SLMN I D 

AKILNKILANRNQQHIKKL1HH 

DQVGF1PGMQGWFNICKSINVI 

QHINRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYKIMVQKSQAF 

LYTNNRQTESQiMSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNE1KEDTKKWKNIPCSWVG 

RINIVKMAJLPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAG\GIT\LPDFK 

LYLQGLQ*PKTAWYWY\QNRD 

IDQWNRTEPSEITPHIYNYLIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLATCRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTIKTLEENLGI 

TIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDL1KLKSFCTA1CETA 

IRVNRQPTTWEKIFATYSSDKG 

LISRJYNELKQIYKKK\TNMPIKK 

WAKDMNRHFSKEDIYAANKH 

MKKCSPSLAIREMQIKTTMRYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10242 


40610 


A 


10303 


1 


2467 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTE1ITNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLMDYWVNNEMKAEIKMFFEI 

NEDKDTTYQNRWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRJIQEI 

TEIRAELKEIETQKTLQKMNES 

RSWFFEKIKNIDRLLARL1KKKR 

EKNQ1DAIKNHKGDITTNPTEIQ 

TT1REYDKHLYANKLENLEETD 

KFLDTYILPRLNQEQVESLNRP1 

TGAEI E A I W SLRTKKSPGXPGGF 

TAEFYQRYKEKL1VLEVLARAI 

RQEKEIKGIQLGKEELKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYSNNR 

QTESQiMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEV 

KEDTNKWKNIPCSW1GRINIVK 

MA1LPKVIYRFSAIPIICLPMTFFT 

ELEKTTLKFIWNQKRSNRJAKSIL 

SQKNRAGGITLSDFKLYYKATV 

TKTAWYWYQNRDIDQWNKTE 

PSEIMPHTYT4YLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKT1KTLEENLG1T1QDTGM 

GKDFMSETPKAMATKDKJDKW 

DLIKLKSFCTAKETTIRVNRQPT 


10243 


4061 1 


A 


10304 


2 


2480 




10244 


40612 


A 


10305 


1 


4793 


MGDFNTPLSTLDRSTRQKVMK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAE11TNYLSDHS 

A I KLELRI KNLTQSRSTT WKLN 

NLLLNDYWVNNEMKAEIKMFF 

ETKENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQ1DTIKNDK 


10245 


40613 


A 


10306 


1 


4320 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10246 


40614 


A 


10307 


1 


3229 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLQ 

PKSTEYTFFSAPHHTYSKIDHJV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEJKMFF 

ETNENKDTTYQN L\WDAFKAV 

CRGKFlALNAHKRKOFRSKTrm 

LTSQLKELEKQEQTHSKASRRQ 

EITVKJRAELKEIETKKVTLQKINE 

SRSWPFERIKKTDRPLARLIKKK 

REKNQIDTI 


10247 


40615 


A 


10308 


1 


3392 


MGDFNTPLSTLDRSRRQKVNK 

NTQELNSALHQVQLIDIYRTLH 

PKSTEYTLFSAPHHTYSEIDHVV 

GSKALLSKCKRTEI1TNCLSDHS 

AIKLELRJKKLTQNCSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYPNLWDTFKAVC 

RGKF1ALNAHKRKOFRSFIDT1 

TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFEK1NKIDRPLARLIKKKRE 
KNQ1DSIKNDK j 


10248 


40616 


A 


10309 ; 


1 


4137 


MGKKQNRKTGNSKKQRASPPP 

KEHSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITR1TD1EKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKQ 

EGKFREKRIKRNEQSLQEIWDY 

VKRPNL PPI DVPFSDR FN OTK I 

ENTLQDVIQENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRFUIVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


10249 


40617 


A 


10310 


1 


5195 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIHIYRTLH 

PKSTEYTFFSAPHHTYSKIDHiV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETN EN KDTTYQN L WD A FKAVC 

RGKF1ALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

IMKIRAELKEIETQKTL\QK1NE\ 

SRSWFF\ERJNKIDRPLARLIKKK 

REENQIDXAI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10250 


40618 


A 


1031 1 


1 


2958 


MKQEGKFRJEKRIKRNEQSLQE1 
WDYVKRPNLHLIGVPESDREN 
GTrCLENTLQDIIQEDFPNLARK 

ANIQIQEIQRTPQRYSSRRATPR 

HTIVRFTKVEMKEKMLRAARE 

KGRVTHKGKPIRLTADLSAETL 

QARRELNQEEVESLNKPVTGSE 

VVAirNSLPTKKSPGPDGFTAEF 

YQKYKEEPVPFLLKLFQSIEKE 

GILPNSFYEAS1ILIPKPGRDTTK 

KENFRPISLMNIDAKILNKILAN 

RJ\QQHI\rCK 


10251 


40619 


A 


10312 


521 1 


7687 


TDTSQKKTFYAAKRHMKKCSS 

SLAIREMQIKTTYHAGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEASIILIPKPGRDTT 

KK\ENFRPISLMNIDAK1LNKILA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKS1NWIQHINRAKDK 

NHMIISIDAEKAFDK1QQPFMLK 

TLNKLGIDGTYFKIIRAIYDNPT 

ANI I LNGQKLE AFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADNMI 

VYLENPIVSAQNLLKJLISNFSKV 

SGYKINVQKSQAFLYTNMRQTE 

SQIMSQLPFTIASKRIKYLGIQLT 

RJDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSGVEGRINIVKMAIL 

PKNWKXTTLKFIWNQKRARIA 

KSILSQKNKAGG1TVPDFQLYY 

KATVTKTA WY WYQNRDI DQ W 

NRKEPSEIMPHIYDSLIFGKPDK 

NKQWGKDSLFNKWCWEDWLA 

lCRKLKLDPFLTPCTKrNSRWV 

KDLNIRPKTIKTLEEN LGNTIQD 

IGMAKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTRIAKEPTIRV 

NRQPTKWEK1FATYSSDKGLIS 

R1YNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSSSLAIREMQ1KTTMRYHLT 

PVRM A 1 1 KKSGNNRC WRGCG E 

TGTLLHCWWDCKLAQPLWKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10252 


40620 


A 


10313 


1 


4525 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1 YRTLH 

HKSTEHTFFAAPHHTYSKIDHIL 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

LLLNNYWVHNEMKAEIKMFFE 

TNKNKDTTYQNLWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKQLEKQEQTHSKASRRQE1 

TKIRGELKE IETQKTLH KIN ESR 

SWFFERINKIDRLLARLIKKKRE 

KNQIDAI1NDKG 


10253 


40621 


A 


10314 


1 


1 185 


MED1KRTQNKLSEMKATLAEM 

KNTLDGINDHGRDSRRKIRKLQ 

DNGGDDPTGNTQRKKNLINGP 

SLSVHIGEKRGGRRSWAETLTP 

LQTKALRLGPTTPSARRKCG1V 

PNLQTRKTEAYRYPDTHPGETP 

VGTAVLSIQKPKLESVIDVRVN 

MSSFHPEPELQPTQTSVLPDQD 

ATVAGSTTKFPEEQEARQGRVR 

ERPATRERPVPGGVSVPGLHH1 

HFLRGPSLPLASLTRJTVLEAVV 

CFFSVWSIVGLSGFHTYLISSNQ 

TTNEDIKGSWSNKRGKENYNP 

YSYGNIFTNCCVALCGPISPRT/ 

LSHTGQRPTP1ECEPH LN L VTS A 

ETLL A S K PD/PTEEG TSSPTRRS 

QQHPPMASPCTGPRSHRVTCTL 


10254 


40622 


A 


10315 


44 


302 


GLLGPGPPTAC*CGPHCGI HPES 
SPQSWCLCHSHRSSRAPPLARL 
SGDRHPGWRTWGGRDARSVA 
RGQWWCLVEPVLPFSTRSAFW 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10255 


40623 


A 


10316 


3 


2182 


1RDPGKKPVMLFLHGGSYMEG 

TGNMFDGSVLAAYGNVIVATL 

NYRLGVLGFLSTGDQAAKGNY 

GLLDQIQALRWLSENIAHFGGD 

PERITIFGRYSQPGLSYHIAFGPV 

VDGDVVPDDPEILMQQGEFLN 

YDML1GVNQGEG\LKFVEDSAE 

SED/GAFDFTVSNFVDNLYGYP 

EGKDVLRJET1ICFMYTDWADRD 

NGEMRRKTLLALFTDHQWVAP 

AVATAKLHADYQSPVYFYTFY 

HHCQAEGRPEWADAAHGDELP 

YVFGVPMVGATDLFPCNFSKN 

DVMLSAVVMTYWTNFAKTGD 

PNQPVPYDTKFIHTKPNRFEEV 

VWSKFNSKEKQYLHIGLKPRL 

WSRFRGVLYQVFHDTICEKEAP 

KSSLLRKQTQPPKKQSSPA VH L 

RCTMDPVMMTVSPPPAHRHRR 

RGSPTRCAHCPVAWAPDTDDE 

KPHQYPAICSYHWDVPEDWEG 

FQHTQGTWVPWSQDAPESPPQ 

TIRFQPTVEERPLKTGIWSELGL 

RAYVYPVNPPPPSPEAPSHKNG 

RJVYDARDMRRRLRELTREVE 

ALSGCYPLASGSSTAEETSKNW 

VYRSLTGSQKMSQLHRVPFFD 

QEDPDSYLEEEDNLPFPYPKYP 

RRGWGGFYQRAGLPSNVGLW 

GHQGGILASLPPPSLYLSPELRC 

MPKRVEARKCQDLGDSILLLLG 

SFILLNVWINVVTLLWKHLKSS 


10256 


40624 


B 


10317 


37 


241 




10257 


40625 


A 


10318 


2 


815 




10258 


40626 


A 


10319 


1 


943 


RAGGQGVG*GWGPPSVPCSVH 

GGKGL/PPEEGPGQVTHLERGR 

GDGLLTPWWPLTGDGRGPSA/S 

LASQRTCSQ*GMWLPAAQPSPS 

HPGPAGTVGQSHLHL*GLLGPG 

PPHCLLMRPTLRDSSRVFTSKL 

VSVPQPQVQQGPTTRKTVWRS 

ASWMENLGRKGCQVCSTWPM 

VVPGGACTSIWEWEADRVTPG 

GHRGSSCSHSAAGGANAAPHG 

PRGRPGGHAAAGGRHSTDGRS 

SCSPRPPDPGAARPQSAVHTDY 

RSPSLGTFPLAQPFGESKSDQSA 

PGIRGQKAPLAVARRGQQTPRP 

RGQARGRGRGTRPR 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10259 


40627 


A 


10320 


39 


621 


SCPEEEESSLLSPGTSWPLHAW 

ACSAAQVTGRERVVADWPGY 

HPGGPTAPHWRAGPLSDKTRPS 

RDVGTWDTGRAGCPPPPGRNP 

GPPDQRKALGVVVTSFGSQLG 

NGTPNSCLSPRQCWIQRLGGSS 

RTGPPPPGSVPEAAVSCPGHHT 

LFGLRSGAGKIQG*LLGPGWEL 

GQAGTEPPLPLAPPPPHRSCG 


10260 


40628 


A 


10321 


1 


496 


AAATYVQNQSEDCLYLNLYVP 

TEDGPLTKKRDEATLNPPDTDI 

RDPGKKPVMLFLHGGSYMEGT 

GNMFDGSVLAAYGNV1VATLN 

YRLGVLGFLSTGDQAAKGNYG 

LVLDQIQALRWLSENIAHFGGDP 

ERITI FGSG AG ASC VNLLILSH H 

SEGLFQKAIAQSGT 


10261 


40629 


A 


10322 


1 


4304 


MLPVWFTDNLGAAATYVQNQ 

SEDCLYLNLYVPTEDGPLTKKR 

DEATLNPPDTDIRDPGKKPVML 

FLHGGSYMEGTGNMFDGSVLA 

AYGNVIVATLNYRLGVLGRYS 

QPGLSYH1AFGPVVDGDVVPDD 

PEILMQQGEFLNYDMLIGVNQG 

EGLKFVEDSAESEDGVSASAFD 

FTVSNFVDNLYGYPEGKD/DW 

ADRDNG EM RRKTALLALFTDH 

QWVAPAVATAKLHADYQSPV 

YFYTFYHHCQAEGRPEWADAA 


10262 


40630 


A 


10323 


1 


2765 


MDVGFSRTTVQTLSRSHCKNIK 

Q K I SQ WEG RANG I SN PE K WCPK 

DFG VRYNCHQE1 RLKKNPIAER 

KSKNLDVTSRENVGLDINENTK 

SHDQSENENKKHEYDDTHFFK 

NESESNWVCSRVKEIESCKEDV 

LDPETSLPPGNFYTSQILWKKIE 

ALPPDKLLNLALEHCDSSEKEL 

NFRVLDSSYGITKSLENIYSEPE 

GQECGPSINPLPKPRRTFRYLSE 

SGVTPYKERNCDKKYCENNSC 

AQSSLASSQEPE 


10263 


40631 


A 


10324 


2 


597 


RWLIPKVMRIYDTQKICMDREA 
SQAALQKMLTLLMLPPTFGDLL 
REE Y IG DNG DPQTLQAQFQEM 
MADSMFV1PALQVAHFQCSRA 
PVYFYEFQHQPSWLKNIRPPHM 

WA1MFARNGNPNGEGLPHWPLF 
DQEEQYLQLNLQPAVGRALKA 
HRLQLWXKKALPQKIQELEEPE 
ERHTEL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10264 


40632 


A 


10325 


2 


1766 


PGQPLGEQQRVRRQRTETSEPT 

MRJLHRLRARLSAVACGLLLLL 

VRGQGQDSASP1RTTHTGQVLG 

SLVHVKGANAGVQTFLGIPFAK 

PPLGPLRFAPPEPPESWSGVRDG 

TTHPAMCLQDLTAVESEFLSQF 

NMTFPSDSMSEDCLYLSIYTPA 

HSHEGSNLPVMVWIHGGALVF 

GMASLYDGSMLAALENVVVVI 

IQYRJJ3VLGFFSTGDKHATGN 

WGYLDQVAALRWVQQNIAHF 

GGNPDRVTIFGESAGGTSVSSL 

VVSPISQGLFHGAIMESGVALLP 

GLIASSADV1STVVANLSACDQ 

VDSEALVGCLRGKSKEEILAIN 

KPFKMIPGVVDGVFLPRHPQEL 

LASADFQPVPSIVGVNNNEFGW 

LIPKVMRIYDTQKEMDREASQA 

ALQKMLTLLMLPPTFGDLLREE 

Y 1 G DN GD PQ\TL PKRK F\QKMM 

ADS\MFV1PALQVAHFQ\CS\RAP 

VYLPTSSQH\QPSWLKNIRPPH 

MKADHGDELPFVFRSFFXGGNY 

IKFTEEEEQLSRKMMKYWANF 

AR\NGNPNGEGLP\HWP\LFDQE 

EQYLQLNLQLAVG\RALKAHRF 

\QFWKKALPQKIQ\ELEEPEERH 


10265 


40633 


A 


10326 


2 


435 


ILAEFGSLHLEFLHLTELSGNQV 

FAEKVRNIRKVLRKIEKPFGLYP 

NFLSPVSGNWVQHHVSVGGLG 

DSFYEYLIKSWLMSGKTDMEA 

KNMYYEALET/HKLGPEAFWF 

NSGREAVATQLSESYYILRPEV 

VESYMYLWRQTHNTK 


10266 


40634 


A 


10327 


3 


583 
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SEQ Il> 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn 7 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10267 


40635 


A 


10328 


1 


1299 


MHJLNQLPPILSRLGAVGFFGSM 

KAHLVSVSRQVRNIRKVLRK1E 

KPFGLYPNFLSPVSGNWVQLPI 

PGSVAAGEMPASYPYRHRAPE 

VRRVCE ALPHH VS VGGLG DSF 

YEYLIKSWLMSGKTDMEAKN 

MYYEALEA1ETYLLNVSPGGLT 

YIAEWRGGILDHKMGHLACFS 

GGM!ALGAEDAKEEKRAHYR£ 

L A VQITKTC YES Y AR\SDTKLG P 

EAFWFNSGREAVATQLSEE/YT 

Y1LRPEVVESYMYLW\RQTHNP\ 

SYRXEWGWEVVLALEKYCRTE 

AGFSGDSKTCYSRHPQPRTTSR 

QSFFLAETLNRCLVSACNGPDT 

GLEARDTAESETVISPAVKGSR 

GEKAMVRETDKPAKCIGKKSK 

NGKSDLKAASKMDAQFRSLCF 

EEVTPLWFEKVLEMNGPASPSV 

SPGGLSLEVWSLVMWHKDARP 


10268 


40636 


C 


10329 


186 


401 




10269 


40637 


A 


10330 


194 


482 




10270 


40638 


A 


10331 


224 


495 




10271 


40639 


B 


10332 


138 


1810 




10272 


40640 


A 


10333 




1351 


MGGVGEPGPREGPAQPGAPLPT 

FCWEQ1RAHDQPGDKWLVIER 

RVYDISRWAQRHPGGSRLIGHH 

GAEDATDAFRAFHQDLNFVRK 

FLQPLLIGELAPEEPSQDGPLNA 

QLVEDFRALHQAAEDMKLFDA 

SPTFFAFLLGHILAMEVLAWLLI 

YL\LGP\GWVPSALAAFILAISQ 

AQSWCLQHDLGHASIFKKSWW 

NHVAQKFVMGQLKGFSAHWW 

NFRHFAQHHAKPNIFHKDPDVT 

VAPVFLLGESSVEYGKKKRRYL 

PYNQQHLYFFLIGPPLLTLVNFE 

VENLAYMLVCMQWADLLWA 

ASFYARFLSLSYLPFYGVPGVL 

LFFVAVRVL\ES\HWFVWITQM 

NHIPKEIGHEKHRDWVSSQLAA 

TCN VEPSVLFTN WFSGH LNFQIE 

HHLFPRMPRHN\YSPVAPLV\KS 

LCAK\HGLSYE\VKPFL\TALVDI 

V RS LKKXSG DI V L DA Y LHQ 


10273 


40641 


A 


10334 


43 


399 
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SEQ l» 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10274 


40642 


A 


10335 


1 


2229 


FLKVCPQNNAETFGCLGTGXEK 

GDRGNQTQKP\LHYKSWSLFHR 

SCPRDFYGSKVGDFQGKENGR 

G\GES\1YGGFFEDEGVSLVKDH\ 

KEFLLSMANRGKDTNGSQFFIT 

T\KPTPHLDGHHVVFGQVI\SGQ 

EVVREI ENQKTDAASKPFAEVR 

ILSCNGELIPKSKVKXEEKKRHK 

SSSSSSSSSSDSDSSRYSXQSSSDS 

SDSESATEEKSKKRKKKHRKNS 

RKHKKEKKKRKKSKKS ASSES 

EAEN/LLEAQPPVLLFRPEEIPLP 

IPENRFLMRKXSPPKADEKERKN 

RERERERECNPPNSQPASYQRR 

LLVTRSGRK\LKGRGPRRYRTPS 

RSRSRDLFRRS\ETP\PHWRQEM 

QRA\QRMRVSSGER\WIKGDKS 

ELNEIKENQRSPVRVKERKITD 

HRNVSESPNRKNEKEKKVKDH 

KSNSKERDIRRNSEKEDKYKNK 

VKKRAKSKSRSKSKEKSKSKER 

DSK\HN\RNEEKRMRFKELKGR 

DHENVKEICEKQSDSKGKDQER 

SRSKEKSKQLESKSNEHDHSKS 

KEKDRRAQSRSRECDITKGKHS 

YNSRTREXRSRRRDSSSRVRSRP 

HDRDRSMSK\EYHRYRDQVYS 

RRVRSRSRERRTPPGRSRSRDR 

RRRRRDSRSSEREDSQSRNKDK 

YRNQESKSSHRKENSESEKRM 

YSKSRDHNSSNNSREKKADRD 

QSPFSKIKQSSQDDELKSSMLK 


10275 


40643 


A 


10336 


3 


3366 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, impossible nucleotide insertion) 


10276 


40644 


A 


10337 


3 


2431 


GCLQELSVLFARGEPRGPCKNL 

LHYMLALIGVPEVFWAFLFHCS 

LGLEEEKLAPL1KGEEKIVWLRS 

SFYFQHCLVDKSTLLPSSSVSLG 

IFHEEKNSGEFPIFAKAVRLALV 

PLRYVKLEDRDNWISVDSVTSE 

IKLAKLPDFESRYVQNGTYTVK 

IVAISEDYPRKTITGTVL1NVEDI 

NDNCPTLIEPVQTICHDAEYVM 

VTAEDLDGHPNSGPFSFSVIDKP 

PGMAEKWKIARQESTSVLLQQ 

SEKKLGRSEIQFLISDNQGFSCP 

EKQVLTLTVCECLHGS\GCREA 

QH DS YVG LG P A A I ALMI L AFLL 

LLLVPLLLLMCHCGKGAKGFTP 

1PGTIEMLHPWNNEGAPPEDKV 

VPSFLPWDQGGSLVGRNGVGG 

MAKEATMKRKVSSASIVKGQH 

EMSEMDGRWEEHRSLLSGRAT 

QFTGATGAIVMTTETTITARATG 

ASRDVAGAQAAAVALNEEFLK 

NYFTDICAASYTEEDENHTAKD 

CLLVYSQEETESLNASIGCCSFI 

EGELDDRFLDDLGLKFKTLAEV 

CLGQKIDINKEIEQRQKPATETS 

MNTASHSLCEQTMVTMSENTYS 

SGSSFPVPKSLQEANAEKVTQEI 

VTERSVSSRQAQKVATPLPDPM 

ASRNVIATETSYVTGSTMPPTT 

VILGPSQPQSLIVTERVYAPAST 

LVDQPYANEGTVVVTERVIQPH 

GGGSNPLEGTQHLQDVPYVME 


10277 


40645 


A 


10338 


5 


354 


RPRLTSQDIKKPDC/DGEDAIGR 

UrcLUULnLblvlVnrALHLtKJN 

VNQSLLELHKLATDKNDPHLC 
DFI ETH YLNEQVKAIKELG DH V 
TNMHEMGAPDSGVAEYLFDKH 
TLGDSDNES 



BNSDOCID: <WO 017S067A3_IA> 
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SEO li> 

NO: 


SEQ 1!) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


10278 


40646 


A 


10339 


1 


2024 


GEALMYHTHFSELLDEFSQNVL 

GQLLNDPFLSEKSVSMEVEPSP 

TSPAPLIQAEHSYSLCEEPRAQS 

PFTH ITTSDSFNDDE VESEKWY 

LSTDFPSTS I KTEPITDEPPPG L V 

PSVTLTITAISTPLEKEEPPLE1EQ 

WGLIPRARPLFPK1KLEPHEVDQ 

FLNFSP\KEAKHLH1FPSWAACT 

CGSSGNS A I Rl ILA YSLALRVPT 

ETKKPRDLFGKTGREKGKEETS 

REKLYVAERERKAPVDHLHLPP 

TPPSSHGSDSEGSLSPNPRLHPF 

SLPQTHSPSRAAPRAPSALSSSP 

LLTAPHKLQGSGPLVLTEEEKR 

TL1AEGYPIPTKLPLSKSEEKAL 

K K I RRKJ KN K I S AQESRRK KKE 

YMDSLEKKVESCSTENLELRKK 

VEVLENTNRASHGELVIGVLGK 

GRRWDPLLTSPHAGDQCLGSV 

QGWAGECTPRQLDGSRTTLISE 

EDPGSPEMGGGEALGAIVSYA 

WRGREALHASRVGAVIQAPIA 

AGSDICLSDIRESATSSQTNISVT 

RTLLQQLQKLQTLVMGKVSRT 

CKLAGTQTGTCLMVVVLCFAV 

AFGSFFQGYGPYPSATKMALPS 

QHSLQEPYTASVVRSRNLLIYE 

EHSPPEESSSPGSAGELGGWDR 

GSSLLRVSGLESRPDVDLPHFIIS 

NETSLEKSVLLELQQHLVSAKL 


10279 


40647 


A 


10340 


1 


489 
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PCT/US01/0863! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


10280 


40648 


A 


10341 


1 


2665 


MESTLTLATEQPVKKNTLKKY 

KIACIVLLALLVIMSLGLGLGLG 

LRJCLEKQGSCRKKCFDASFRGL 

ENCRCDVACKDRGDCCWDFED 

TCVESTRJWMCNKFRCGETRLE 

ASLCSCSDDCLQKKDCCADYK 

SVCQGETSWLEENCDTAQQSQ 

CPEGFDLPPVILFSMDGFRAEYL 

YT WDTLM PN IN K L KTCG I H S K Y 

MRAMYPTKTFPNHYTIVTGLYP 

ESHGI1DNNMYDVNLNKNFSLS 

SKEQNN PA W WHGQPM WLTA 

MYQGLKAATYFWPGSEVAING 

SFPSIYMPYNGSVPFEERJSTLL 

KWLDLPKAERPRFYTMYFEEP 

DSSGHAGGPVSARVIKALQVV 

DHAFGMLMEGLKQRNLHNCV 

NTILLADHGMDQTYCNKMEYM 

TDYFPRINFFYMYEGPAPR1RA 

HNIPHDFFSFNSEEIVRNLSCRK 

PDQHFKPYLTPDLPKR±,HYAKN 

VRIDKVHLFVDQQWLAVRSKS 

NTNCGGGNHGYNNEFRSMEAI 

FLAHGPSFKEKTEVEPFENIEVY 

NLMCDLLRIQPAPNNGTHGSLN 

HLLKVPFYEPSHAEEVSKFSVC 

G F ANPLPTESLDC FC P H LQN ST 

QLbQVNQMLNLTQEEiTATVK 

VNLPFGRPRVLQKNVDHCLLY 

HREYVSGFGKAMRMPMWSSY 

TVPQLGDTSPLPPTVPDCLRAD 

VRVPPSESQKCSFYLADKNITH 


1 AOO 1 
J UZo 1 




A 

A 


1 ClIA") 

1 lL>4z 




900 


PLYSATVPSAFCSGQ/LVPHIKS 

FCRLNIFNR*LIELRHLVFFVLLL 

FRDLQHIMACNMRDAVRFFVC 

FLVIFFREGLSRSSCQKCSRKSQ 

NCGLFYNFFDVHVH 


10282 


40650 


A 


10343 


l 


804 




10283 


40651 


A 


10344 


207 


299 








A 
/\ 




/DO 


I0U7 


EDASCDEGSTARAVHSMEPAG 

ARNRQKPHPFQVRGAEPHPPW* 

RCSHPAVAVDPG1HALSGKPLC 

SWRJLGSDLPTVWPLPTPDPPVS 

VS 


10285 


40653 


A 


10346 


150 


509 


QLPAGSGEGPYHLEGQLSYCHR 

HflPI^ AI A A! 1 QQPTCl/TD encen 
UUClVALAAbLoor I olS. 1 Kor 0C1 

DPEQDEQKLRFCICRHLYGOQP 
RSPVEIRLQHVAIAYQTHHAYD 
♦FVQLYNQHVAQPVLEFPYPGA 
VVALLSRHL 



1385 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10286 


40654 


A 


10347 


120 


620 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYP1W 
IMQPSAHHPARQPEHDNHFR* V 
QQLYDGDSHRQFL*HQILFDRT 
PVSVDQSVEKKG*DHPVRPQ*A 
APGHVHYLTIPERSSQHYHPGA 
LQETSHPDH 1QARGSILASVLS 
GSDRWRRTYRCL 


10287 


40655 


A 


10348 


599 


1 185 


MCQNLMTHSKSTEWKITKRFL 
TETE K H 1 RTFS SLSM KAI1H PA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DAELANGALG1IELNNDYTSEK 
SNEAADHFKHVPQAKGNNVVI 
TSYMTNRGFFEDKKATFAPSFL 
MN1KGNKTSVVKNSILEQGQLT 


1 09RR 

1 UZ.OO 


406S6 




10349 


1 


975 






406 S 7 

4UUJ / 




10350 





1080 






40658 


B 


10351 


58 


1 128 




10291 


40659 


B 


10352 




1029 




10292 


40660 


A 


10353 


10 


108 




10293 


40661 


B 


10354 


208 


2237 




1 UZ74 


4066? 


A 


i \j j 




1 153 




10295 


40663 


A 


10356 


1026 


1274 


LH1EKSNEAADHFKHVACHR*R 
♦ACTCHCNNPWFPRPLPQPDCP 
TSATVEPPLYPIRSRGRTRKPAE 
GSRAPGCCCCQRPGK 


10296 


40664 


A 


10357 


434 


1 128 


MCQNLMTHSKSTEWKITKRFL 

TETE KH I RTFS SLSMKA 1 1 H PA/H 

NHTLRDPHYVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFRKESQKLQQSAKKR 

DAELANGALGI1ELNNDYTLKK 

VMKPL1TSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

NSNDIYMLGYVSNSLTGPYKPL 

NKTGLVLQMGLDPNDVTFTYS 

HFAVPQAKSNNVVNYGA 


10297 


40665 


A 


10358 


300 


491 


SYVKYFPHQPAQKYFQQ1HSAI 

GLHNADHVHKHLLGDNRYP1W 

IMQPSAHHPARQPEHDNHFR*V 

QQLYDGDSHRQFL*HQPAQKY 

FQQIHSAIGLHNADHVHKHLLG 

DNRYPI W1MQPSAHHPARQPEH 

DNHFR 


10298 


40666 


B 


10359 


1 


1226 




10299 


40667 


A 


10360 


1369 


1548 




10300 


40668 


A 


10361 


1 


1365 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10301 


40669 


A 


10362 


1560 


2384 


MCQ1LMTHSKSTEWHTKRFLTE 

TEKHI RTFSSLSM KAIIH PA/HN H 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DI YM LG Y VSN SLTG P Y K PLN KT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGNNVV1TSYMTTRGFFE 

DKKATICAPSFLN4NIKGNKASV 

VKNSILEQGQLAVN 


10302 


40670 


B 


10363 


783 


881 




10303 


40671 


A 


10364 




1359 




10304 


40672 


A 


10365 


1512 


2010 


ENFPHQPAQKYFQQ1HSAIGLH 

NADHVHKHLLGDNRYPIWIMQ 

PSAHHPARQPEHDNHFR*VQQL 

YDG DSH RQFL* HQILFDRTP VS 

VDQSVEKKG*DHPVRPQ*AAP 

GHVHYLTIPERSSQHYHPGALQ 

E*TSHPDHIQAK*WHYR\GHYS 

YARN*RJHHRGSWCR 


1 Uj>Uj 


4UO / J 


A 

A 


IU_>oo 


62 


j>68 


TGARRVPWPRRGARLRGRARA 
RSDESGSAGDQPPSFPP W WG W 
RWVTTAASPANLWPSVARSTM 
VDRAINL/FFLKMKGDLALTED 
K R EQ AQNEQS A WKFTPGR 


1 UJUO 




A 

A 


luJo / 


o i 
Z 


.505 


CT INN PKSF/HG VG FKQH A PQ A 
LTEIQKFAMKEMGTPDVRJDTR 
LIKAVWAKG I RN VPYRJRVRLS 
RKRNEDEDSPNKLYTLVTYVP 
VTTFKNLQTVNVDEN 


10307 


40675 


A 


10368 


129 


283 


HLILLFLKHKYCFAREEEEK*R 

GVGGEEEEEEEEEEEGEEEEEE1 

FKSIVY 


10308 


40676 


A 


10369 


111 


1755 


DIWDQTEHQSSGPWSYGTSTDP 

E\PTSDLAVIVFEKRGGGEEEEE 

KEEEEGRR\EEEEKEEEE\GRRR 

EEEKEEEEEEEEVGRRAQEEEEE 

KFCEEEEEEEEEWCLGEEESQPG 

HAEEVPSPHKMGALTLRVEGV 

KEQEAKLLRSSDLMKGDFSSTS 

QH PPQCSKRTNSESN AD A KSKK 

KERPIMTFRQRKTFRIRILPLPQ 

G RJ A G SN K L S A KLCTDG RG A G 

UVuVLl IN VJVlLls.KLrlr I llJHr Lr 

K1IQMSPSASWNLWSLLDQDSL 

KCQICLEGYAQGGKPDVQLLPP 

RLTADWXGHRWGQMMGLDE 

KLTPSSVMVTSVALFWFEVSAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


10309 


40677 


A 


10370 


1 


444 




10310 


40678 


A 


10371 


1 


3799 


MNRQLSKEDIQMANKHEKML 

NITNDQGNANQNHNA1QPYSC 

KNGHNRKIDVSMNMVNREHFY 

TAVHKASDLSFKPTSEKDLDTK 

LQANFPNLVKAPDKARICFCGK 

PYQPYVQGSPNSPVEIVENEPSQ 

LLHFLCVGSSKEEIDLGNPKGS 

OHTGLGHSMGKCNYFYLP1LLV 

HGWKSHLHPCVASMKVAGTQ 

RTQDQDEAQEKEKRDKRKAEA 

L V A A LQT Y KTQN PQG A P A N C Y 

KCGKLGHFKKDCHSSKRKPL 


1031 1 


40679 


A 


10372 


1 


990 


MTQKKNQTEQKEQKNEQKKQ 

HNERKEHKKKQTEYKTHETNR 

PRKTERAEHDEQKRENEGKRR 

RHKKRT/RERXKTNEETETRKG 

REKPEQARQARKEKQKRQRGE 

RQ\KEEKKRKNNRQENEEEEAN 

EQDRREQKEETR K RG PRKRRE 

HKEEEGRRERKKRKRKTKEKG 

RRAQQKERREEEQQQRRRRRR 

GKRKKNESEDEEDKASNKHRQ 

QERERQKRKGA\ERARRPAETG 

RRRRKRKRORKAAAKOROERO 

GDGVLPCAPWTAHPRQPSQCW 

S A RA PGG S AHRPRRYLLTGQA 

NGSLAMWDLTTAIGRPRPGPCR 

WPDGARADGTAGTL " 


10312 


40680 


A 


10373 


99 


1365 


KEAEGRALARLLGPSEERFAAH 

EG MRPMRA VFTRQG H I FTTG FT 

RMSQRELGLWDPNNFEEPVAL 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRG\M 

GFMPKRGLDVSKCEIARFYKLH 

ERKCEPIIMTVXPRKVRAWDRD 

LGRRSDAVPR1RQGPEPALEAD 

EWLSGQGRRNPCSFSLR\DGYC 

C PPTH RD\L RVTKL RN I LDVRPPS 

GPRRKPSRPATPPCRSSTPLETL 

L E E I K P L RE R VQ A Q EQR1T A L EN 

MLCELVDGPHYPRAPGRASGL 

PTDPFGGAVRRACPVPPPLVPL 

ARAVRTLPLRYASSIAALVERM 

KAHMWAKGRATRDATAKRCS 

PMAQTTTQHLHVPCDREDESR 

WNYICCSS | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /^possible nucleotide 
deletion, \=p0ssiblc nucleotide insertion) 


10313 


40681 


A 


10374 


1 


361 


M1NPNPERSDDLVFWGLFRAG 

VJ IVJ W On 1 1 r\ i V 1VI ILLVUlLLr L. \J L 

FLFLMIVLPLWCGLHRMHHAM 
HDLK1HVPAGKWV\FYGLAAIL 

TVVTF IfiVVTI 

1 V V 1 L,ivJ V V I 1 


J0314 


40682 


B 


10375 


70 


256 




10315 


40683 


A 


10376 


224 


414 


LRWRSLPAFQSGNLSVPAALM 

NRAMARHFAVrVI flRQQPFI A 
IN ix/A IN /A rvVj C/A V^V LUi\JOl\r L»/\ 

H*LAALGRSAAASGISSLKGG 


10316 


40684 


A 


10377 


439 


595 


RA I SCC PS H L V KRKTTL A PNTQ 

TASPRALADSLMQLARQVSRLE 

SGQ*AQRN 


10317 


40685 


A 


10378 


1 


391 


FSSGTVPGDRPDREFIGDTLME 

R RWRR r VC\ DTFk' A PIWFTAMTI 
rvrviN rvrv 1 VJtv. 1 E/rv/A ivi Wt I A1N 1 L 

AITMLMSTVAMPAAAADGVTFS 
VPVTPHTFRHSYAMHMLYAVGI 
PLKGLQSLMGHKCIRSTGRLPQ 
RFLGLEWGLPGHPGGRLAMAE 


10318 


40686 


A 


10379 


278 


694 


GHRSPLAIAGCPTIQNGAGPQC 
AAITRVRAARWCGYPPGSGIPTI 

PFn<\FMI VPRAI TTHHTr.FQPA 
i CL/jr IVI L, I rl\/\L 1 1 riy lUr orn 

WGKPSVDRLLATLSGPGGEGQ 
YSCCPSHLVKKKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
Q*AQRN 


10319 


40687 


A 


10380 


2 


371 


S VQ VFIRDKLMERRN RRTG RTE 

IX./Ai\.l W \C V 1 LJIv 1 V rv I LULuuu L, 

PA AAA nnVTFPr , <sAPPMIPPR\l-I 
rnAnftL/UV 1 rrUoAr rlNllvrK\rl 

<\YA\MHMI VAR*VPI Kd\ I QPI 

G\HKCIRSTGRLPQRFLGLEWG 
LPGHPGGRLAMAEV 


10320 


40688 


A 


10381 


276 


508 




10321 


40689 


A 


10382 


464 


763 




10322 


40690 


A 


10383 


1 


715 


MQHLSHGSRRHILISENFRGCQ 
DQAVSQTLLTRPPLVSKEASFF 
LLPFDLHVLGLPPAFNLSHDQT 
LQFKSLTLVTSVRVPLEVARPG 
LSMLGLLRFMSSLLAVGDMGQ 
G DQ VEFQDTKGNSEGRASSQPP 

MTP1 TPTR VRRPPrSHPTWriA \c 
ivi i rL I r I i\ v iNJVV^i VJVJi l W VJ/A rv 

AFnvnR a fa ata npr.QFnnvv 
LSRTGLLLAGLLHYFRGRHHLE 
EIMYNENTRRSQLLMLFDKFRS 
VLVWTTHEDPV1AVFQALLP 


10323 


40691 


B 


10384 


72 


195 




10324 


40692 


A 


10385 


1 


2331 
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SEQ ll> 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hud 


SKQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleolide 
deletion, \=possiblc nucleotide insertion) 


10325 


40693 


A 


10386 


1 


706 


MTTSRSDTRSQDDPSAHLASPK 

LPQRLPKDLSEAQVERLLQAPL1 

DQPLELRDKAMLEVLYATG\LR 

VSELVGLTMSD1SLRQGVVRVI 

GKGNKERLVPLGEEAWHWLET 

YLEHGRPWLLNGVPINVLFPSQ 

RAQQITRQALWRRINHYDELAA 

G1DSEKLSPHVVRHAFATYFAG 

SGGCIADFCGGSCAGSSAAESC 

LWFAGTGLYLHHAWVSGVWS 

RECSGAAWRDRRDVGGGE 


1 0326 


40694 


A 


10387 


39 


209 


EPGTYVYNETDKSHSPCRPCVL 

LS**GIYLGSV*R*NGITYGALL 

AHIPNKFQVDY 


10327 


40695 


A 


10388 


2 


930 


AWTHAG1LLKHKYSFLVGCAS1 

SDVIAQVVFVAILLHXSHLECRE 

PLLI PI\LSL YMG AL VRCTTLCL 

GYYKN IHDII PDRSGPEL WG DA 

TIRKMLSFWWPLALILATQRJR 

RPIVNLFVSRHLGGSSAATEAV 

AALTATYPV VH M P YG WLTE I R 

A VY PAFDKNN PSN KL VSTSNT V 

TAAHIKKFTFVCMALSLTLCFV 

MFWDTQRV*GKSLIDIIGSGLW 

PLQELCVVXPLWIFSFFPVPVTV 

RAHLTGWLMTL\KKTFVLAPSS 

WLRIIVLIASLVWLPXYLGVHG 

ATLGWGFLLAAGFCGENSTMG 


10328 


40696 


A 


10389 


1 


1389 


GDAT1RKMLSFWWPLALILATQ 

RJSRPIVNLFVSRDLGGSSAATE 

AVAILTATYPVGHMPYGWLTEI 

RAVYPAFDKNN PSN KL VSTSNT 

VTAAHIKKFTFVCMALSLTLKD 

S VQKPDI SLTG RL VQTLPTR M R 

HQRGESKDVAPLASWLSEPSTS 

SEASQTSSKLTINSQGEGKAKQ 

KLECGTLS1VLRSCEKNQER1KA 

AEKRNRSWTTLCGLGAWRPLL 

FELPVIVQTPDQTNRFQFRYPA 

KTQSGLCSFFHSFDLLTLEAFV 

KVWFPGCLLILIEYASSKNRKS 

KMLQNLKLLSADMTLKLCFVM 

FWTPNVSEKILID!I\GVDFAFAE 

LCVVPLRIFSFFPVPVTVRAHLT 

G\FLMTLNY\TFVLAPSSVLRJIV 

PHRPASWVLPY\LGVHGATLGV 

G\SLLAGFVGESTMVA\LATCY 

VYRKQKKKMENESATEGE\DS 

AMTDMPPTEEVTDIVNEMREEN 
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S£Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide i 
deletion, \-possible nucleotide insertion) 


10329 


40697 


A 


10390 


57 


556 


TGRCTCHDRHYWYSPVERIAY 

NVEAARWEQRTDLDKLVIEME 

TNGTIDPEEAJRRAATILAEQLE 

AFVDLRDVRQPEVKEEKPEFDP 

ILLRPWDDLELTVRSANCLKAE 

AIHYIGDLVQRTEVELLKTPNL 

GKKSLTEIKDVLASRGLSLGMR 

LENWPPASIADE 






A 


1 A7A 1 
1039 1 


C "J /I 

536 


787 


GRD*PDYAENAHVMPPVV1ED 
ASDMLLAITQAGRMLMFPVSD 
LPQLSKGKGNKIIN1PSAEAARG 
EDGLAQLYVLPPQSTLTIH 


i nil i 




£5 


i A7m 


OHO 


900 






hU /UU 


A 


lOiyj 


1 


278 


MNPQEANYAYLRG/EVELVRLP 
DAEGRJAAE/GALPYPPGVLALE 
EG 1/N LLPGF A PELQG V Y 1 EE/H D 
GSG1IMLPTKLAEVGTI 


10333 


40701 


A 


10394 


1 


811 




10334 


40702 


A 


10395 


1 


682 




10335 


40703 


A 


10396 


442 


546 




10336 


40704 


C 


10397 


1 


1776 




10337 


40705 


A 


10398 


2 


1354 


YFSPAAMKALDLLIKWTRSDQ 

NLGGCNTGL1RPISPIVLIYKLVI 

GEQMIDVLGPEKRRRRTTQEK1 

AI VQQSFEPGMTVS L V ARQHG 

VAASQLFLWRKQYQEGSLTAV 

AAGEQVVPASELAAAMKQIKE 

LQRLLGKKTMENELLKEAVEY 

GRAKKWIAHAPLLPGDGDCTS 

FSDEPMTGWMAAAVVTLMIR 

MCFSVYTMLSESCQRMVIVGY 

GRR\PDRQNLMIQGSKP/SIFRQF 

C/PDFEHLQEPYE/LLWE/MYGN 

RG YLQLVSFMQKFI DQSIFANT 

QYDPSRFPSGKVPIQQLLKDLL 

TAYKFGVKTLYYQNTRDGAED 

AQDDLVPSIQDDGCESGACL1R 

RA S V A SG SGC RM QRERL1 L A T A 

RIPRPnKTRORRIRHRMRR^MP 
ivi^rvr lsm\. I rvv^rvivi ivn rvJVi rvrvrvlvl r 

YPALNSQQDTLMAYTTFSQTK 

NDQLKEPMFFGQPVNVARYDQ 

QKYD1FEKL1EKQLFFLLASGRS 


10338 


40706 


C 


10399 


I 


1269 
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SKQ ID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEOIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10339 


40707 


A 


10400 


1 


1909 


MGFHHVAQAGFELLISSDLPAL 

ASQTARITAREARAPVEENKKA 

QLERDKQLSEQQKQAALAKEY 

KAQVKQLIEMNRITIANGDIGF 

NFTDGNLIKKIFVDKLTQAQLIN 

GRJ^AIARLLVDNNSEGEYAUPA 

SVADK1AQRDASSIVLHSALSA 

EEQDEDDPYADFKVPDDLMWP 

TVYGRS VDRI RRSRR1RQSCAM 

PDATLCASYQAYGLRAKHPSFS 

SQGVPHCVPDVTLKIASEAPSPI 

VGGTLPVPMTSQLPSVTSMQLL 

LDLDT1PNEPLHYDWEALRESI 

KTHGLRNSTLSALMPSETSSQ1S 

NATNGIEPPRGYVS1KLASKDGIL 

RQVVPDYEHLHDAYELLWEMP 

GNDGYLQLVGIMQKFIDQS1SA 

NTNYDPSRFPSGKVPMQQLLK 

DLLTAYKFGVKTLYYQNTRDG 

AEDAQDDLVPSIQ\DDG\CESGA 

CLIRRASVASGSGCRMQRERLl 

RPT A R ICRPDKTRQRRI RH RM R 

RVLPGRATRRDFPSLEAGYQW 

LPGRGLV1EPQAQVMYQGVQQ 

DDCTAASRARVSQSQGDD1QTR 

LGLHSEWRTAVHVIPTLDLNDY 

HDPHSTEIEEDGSTISDDAVKQR 

GEIKVGVTGNISQRVSLRGSVA 

WQKGSDDFAQTAGFLSMTVK 


10340 


40708 


B 


10401 


1 


1329 




10341 


40709 


A 


10402 


1419 


1788 


ALTSVLPRPSVHW*\SPKPR.NVD 

WHIGRGVAIIMQKSGIPDIDQA 

NCMIKLESDGTFIVHSGGADIG 

TGLDTVVTKLAAEVLHCPPQD 

VHVISGDTDHALFDKGAYASS 

GTCFSGNAARJLAAEN 


10342 


40710 


A 


10403 


73 


477 


SMFPRIPFGY/WHI/GSRVAIICQ 

K/SGIPDIDQSNLHDQLESHGTFI 

VHSG/GFDYGTGLDTV/VLTKL 

AAEV/LHCPPQDVHV1SGDTDH/ 

ALFDKGAYASSGTCFSG/NAAR 

LAAVNPRALAYSYGGGGGARV 

CIWGGWGRR 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10343 


4071 1 


A 


10404 


1 


756 


MSIAYQEIPQNERLRLSDSS1TS 

VVEYLLAVVARSVYTSPDMAIF 

REHHSYMSLSMAACRJCIRPCPQ 

ELPRSI PH MISAM WSQSAPDH V 

VQHEREQQSGFGDGTESHSTSD 

SNTEVRQNCSPP1GGVRNHRAL 

RGHQPAELEPENILKLLLMVAE 

RKAHKGWYYSGDLCRMDEAG 

Y1KITGRKKDHVRGGENISSREV 

EDILLQHPKIPNAXCMGAMSDD 

RLGERSCAYVWLKAPHHSLSL 

EEVLCWRGC 


10344 


40712 


A 


10405 


252 


1245 


GSR1LPGASITRS\LEFIAGQAVK 

FNPLLPVSLVKRNTTLAPTTHT 

ASPRALADSLMQLARQVSRLD 

SGQRSVVFVRWSRRSIIVDSHA 

GLITTQRALGQSDMYRGSLPISE 

LR1IGPRHLRGVLRVVRLCPFSE 

PMLVECNPLLPSSL11REPSLEPT 

LRFASRIALPDSTVLQ1FSGVLP 

LSSGQAY1QFTYSETPRSTPREA 

NSAH1LSVHQWKCGHIVMAAR 

VKVGYPQWTPISLSAGLSAVLY 

KPVERGGRCSHSCSTALSPQGF 

LSSLLRFISEGVFKSFTDKQMLR 

DFVTTRPALIVLLWQPLNVEGT 

SSTSHCIIMPTCNDHRD 


10345 


40713 


A ! 


10406 


269 


432 




10346 


40714 


A 


10407 


332 


933 


RVSRGRKVVFYRPEEDAGDEK 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFF1GLQNRFTQFRLSE 

TKEfTNPYAMRLYESLCQYRKP 

DGSGIVSLKIDWIIERYQLPQSY 

QRMPDFRRRFLQDFRLLGQVTS 

VDRLLXQLSQGQAVKGNQLLPV 

SLVKRKTTL\APNTQTA\SPRAL 

ADSLMQLARQVSRLESGQ*AQ 


10347 


40715 


A 


10408 


1 


531 


MRWKIDLARJSKJEIIDFYITQGV 

NR1GFIAGEDEPGKADIREVAFA 

EYGRLKQVVREEDIWRGGFSSS 

SGYELAKAQILARKDYPKPLFV 

ASDSIAIGVLRAIHERGLNIPQDl 

Ql IQ\AMniDTADFCCDDf CT\/D1U 
oLIoVINUlr 1 AKrorrrLo J V KJ H 

SEMMGSQGVNLVYEKAPDGR 
ALPLLVFVPSKLKLRGTTR 


10348 


40716 


A 


10409 


1 


1059 




10349 


40717 


A 


10410 


2187 


2429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10350 


40718 


A 


1041 1 


1 


835 


MRPFGDYPDGGIDDLKISFSVP 

AAGVGPHFDQYDVFI1QGTERR 

RWRVGEKLQMKQHCPHPDLL 

QVDPFEAIIDEELEPGD1LYIPPG 

FPHEGYALENAMNYSVGFRAP 

NTRELINSGLPDYVLQRELGGNY 

YSDPDVPPRAHPADVLPQEMD 

KLREMML\ELSTHPDPFKQWLG 

EF1SQSRHDLDIAPPDPPYQPDE 

FSDALNQGKVLGALGGLRVLR 

MGDAVYPNGEFCMDSPPRPALD 

ALASTIALTAFCN FGDALEDPSF 

LAMLAALVNSGYWFFEG 


10351 


40719 


A 


10412 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQLXTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 1 




40770 


A 

A 


104 13 


1 57 


413 


ALVCS/SSLAIREMQIKTTMRYH 
LTPVRM A I IKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


10353 


40721 


A 


10414 


342 


528 




10354 


40722 


B 


10415 


32 


587 




10355 


40723 


A 


10416 


1 


2141 




10356 


40724 


A 


10417 


1 


748 




1 0^7 






1041 8 


321 


411 


RNRDRYKQWKQDFFHDSYNR 

QRCGCWRLYRRHHR*CRRYRR 

QQPHLCRLYES*KKSCFHCLYR 

SRF/RLRVKYPRDMYSCLGTFL 

RSPVAIRIPLSRNQVKR 


10358 


40726 


A 


10419 


1 


2235 
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SEQ 11) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10359 


40727 


A 


10420 


I 


1884 


MGKDFMTKTPKAMATKAKID 

KWDVIKLKSFCTAKETTIRVNR 

1NKIDKPLARLIKKKREKNQ1DT 

IKNDKGDITTDPTEIQTTIREYY 

KHLYTNKLENLQEMDKFLDTY 

TLPRLNQEEVETLNRPITGSEIV 

A 1 MN S LPTKKSPG PDG FT A EFY 

QRYKEELM1LIPK/PGQDTTKKE 

NFRPISLMNIDAKILNKILAKRJ 

QQH1KKLIHHDQVGF1PGMQG 

WFNIRKSINVIQHINRAKDKNH 

MTISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

1 1 LNGQKLE A FPLKTGTRQG C PL 

SPLLFNIVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

EN PTVS AQN LLKL I SNFSK VSG 

YKINVQKSQAFLYTNKRQTESQ 

IMSELPFTIASKR1KYLGIQLPRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMA1LPK 

VTYRFNAIPIKLPMTFFTELEKT 

TLKF1WNQKRAR1AKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYMYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 


10360 


40728 


A 


10421 


1 


822 




10361 


40729 


A 


10422 


2738 


2949 




10362 


40730 


A 


10423 


1 


1134 




i a** 


A ATI 1 

4U /3 1 


A 

A 


1 f\ A -> A 

1 0424 


1 | 


2118 j 




lUJo4 


/I A"71'"> 

4U / J2 


A 

A 


1 0423 | 


938 


1 147 


SLETRKSAPCTIMFRICIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


i a^/^ 
lUJo_> 


4U /3J 


A 

A 


1 0426 


2 


1624 




I Uioo 


4U / J4 


r> 
O 


i A/in 
1 U42 / 


1 


3690 




l ai/:i 
lUJo / 


/I ATI C 

4U /jj 


A 

A 


1 0428 


1 


1056 




I UJoo 


411 /JO \ 


B 


1 0429 


1 


2265 




1 A1 AO 


4U / j/ 


A 

A 


104j>0 


1 


2037 




1 UJ /U 


/I AT2 O 

4U /Jo 


A 

A 


1 f\A "* 1 

IU4:> 1 


1 


2406 




IU37 1 


>1AT»rt 

407>>y 


B 


10432 


670 


2568 




1 A"JT) 
1UJ /2 


4U740 


A 

A 


10433 


3 


4072 




10373 


40741 




1 0414 


1 


1171 




10374 


40742 


A 


10435 


1 


1542 




10375 


40743 


A 


10436 


1 


1008 




10376 


40744 


A 


10437 


1 


2241 




10377 


40745 


B 


10438 


1 


2682 j 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


10378 


40746 


A 


10439 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 

ASRAALGPGHGLETRKSAPCT1 

MFRICIAGCCWLPCGTPTSVLT 

KRWH*P*VIFLWSRRIHTASCLP 

SQRSITGHVHHQ 


10379 


40747 


A 


10440 


1 


1088 


MARKDIQVLIIGTYEYYLVKGE 

KVLTILAIKLKVLKWSGYPGLC 

LPEYHLGEVEGEDDMEVTAMD 

GRCLEVKQGSERLQVADQECV 

GDGSGRLCPFDRCECEQRLQLV 

RPGLCNPRAIALTTKPQSPSPNI 

KRLV1GEQMIDVLGPEKRRRRT 

TQEKIAIVQQSFEPGMTVSLVA 

RQHGVAASQEGSLTAVDAGEQ 

VVPASELAAAMKQIKELQRLL 

GKKTMENELLKEA VE YG RAKK 

W1AHAPLLPGDGERTDDWMDG 

RRSRHTDDTDVL*SASWRQQV 

QRQEQP VLRRRQQ* DFLLG WL 

LHHVAGQRGRPSSPVQSSAEQL 

RSFPVWYAVCVSPALRHQSSVL 


10380 


40748 


A 


10441 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

KERSSSPATEQSWMENDFDEM 

REEGFRRSNYSELRED1QTKGIC 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMNEMN 

DGENGTKLENTLQDIIQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRH1IVRFTKVEMKEKMLR 

AAREKDFKPTKIKREKEGHYIM 

VKGSIQQEELT1LKIYAPNTGAP 

RFTKQVLSDLQRDLD 


10381 


40749 


A 


10442 


1 


2445 




10382 


40750 


A 


10443 


1 


1428 




10383 


40751 


A 


10444 


1 


2478 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 1 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10384 


40752 


A 


10445 


1 


1746 


metqktlqkinesrswffekin 

kidrplarlikkkreknqidtik 

ndkgdittdpteiqttireyykh 

lyanklenleemdkfldtytl 

prjlnqeea eslnkp1 tgpei ea 11 

nslptkkipgpdgftaefyqry 

keelqhikkjlihhdqvgfipgm 

qgwfnihklinviqyinrtk.dk 

nhm11sidaekasdkiqqpfmlk 

TLNKLGIDGTYLKIIRAIYDKPT 

ANIILNGQKLEAFPLKTGTRQG 

CLLSPLLFN I VLE VLARAIRQEK 

EKKCIRLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKLISNFSKV 

SG YKIN VQKSQ A FL YTNN RQ I E 

SQIMSELPFTIASKRIQYLGIQLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWIGRINIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRARIAKS1LSQ 

KNKAGGITLPDFKLYYKAIVTK 

TAWYWYQKRDVDQWNRIEPS 

ETIPHICNHLIFDKPDKNKQWG 

KDSLFNKWCWEIWLAIGRKRX 

LDPFLTPYTK1NSRWIKDFNIRP 

KTIKTLEESLGMQDISMGKKFTS 


10385 


40753 


A 


10446 


2 


541 




10386 


40754 


B 


10447 


1 


1533 




10387 


40755 


A 


10448 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\ WCKP VQ VS ATFT V I ADNN L Y 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L* PA LQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10388 


40756 


A 


10449 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

RXWCKPVQVSATFTVIADNNLY 

RQNSF V YSFTECTN DG * L A I TS F 

CRDQAVRLVNEVFTGCCREICT 

/ v^/\ l Vj y a\ rvrv i UlUl\o V LyoKr 1 ri 

SQKK*NRSSLYSSGK*L*PALQC 
WWF/CTTSLPVIRVVKEILLPLL 
VSITVSLRVKYPRDMYSCLGTF 
LRSPVAIRJPLSRNQVKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


10389 


40757 


A 


10450 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIR1PLSRNQVKR 


10390 


40758 


A 


10451 


753 




1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


1 VJ7 1 


407SQ 


R 
L> 


1 04^7 




2259 




i 0709 

1 vjjyz. 


4U/ DU 


D 


1 04 SI 





684 








y\ 


10454 





1419 




10394 


40762 


B 


10455 




462 




10395 


40763 


B 


10456 




915 




10396 


40764 


B 


10457 




1659 




10397 


40765 


A 


10458 




1659 




10398 


40766 


A 


10459 


1 


1224 


M1VYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYPGI 

QLTRDVKDLFKENYKPLLKEI K 

EDTNKWKNIPCSWVERJN1VKM 

AILPKTAKNGPVLPPLHSEEK1P 

FN\FH*LFR*T1TATKA*QKRR* 

MCQNLMTH\QNQRSGRSQIYF* 

RRRKNISDRSAVYR*RQLYIRR 

QPYAERPSVHVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFCKESQKLQQSAKKR 

DAELANG ALGI IELNNDYTLKK 

VMKPLITSNTVTDEIERANVFK 

VTNGKWYLFTDSRGSKMTIDGI 

LPISDPTI KQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLVK 

RKTTL APNTQTA S PRA L A DS L M 

QLARQVSRLESGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


10399 


40767 


A 


10460 


1 


2241 


MEDEMNEMKQEEKFREKRIKR 

NEQTLQEIWDYVKRPNLHL1GV 

PESDGENGTKLENTLQDI1QENF 

PNLARQANVQIQEIQRMPQRYS 

SRRATPRHI1VRFTKVEMKEKM 

LRAAREKDRSMRQKVN1CDTQE 

LNSALHQADLIDIYRTLHPKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKJLE 

LRI KN LTQNRSTT WKLNNLLLN 

DY WV H>J KM KAEI KMFFETNEN 

KDTTYQN L WD AFKA/EIQTT1 K 

EYYKHLYANKLENLEEMDKFL 

DTVYTLPRLNQEEVESLNRP1TG 

A E I V A I IN S LPTKXS PG PDG FT A 

EFYQRYICEELVPFLLKLFQSIEK 

QG ILPN SF YE AST1LIPKPGRDTT 

EKENFRPISLMN1DAKILNKILA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIHKSINVIQHINRAKDK 

NHMIISIDAEKAFDK1QQRFML 

KTLNKLGIDGTYFKIIRAIYDKP 

TANIILNGQKLEAIPLKAGTRQG 

CPLSPLLFN1VLEVLARVIRQEK 

EIKG1QLGKEEVKLSLFADDMI 

VYLENPIVTAQNLLKLISNFSKV 

SGYKINVQKSQAFLYTNNRQTE 

QOTN/I^PI PPTI A QI^PTkfVl /"llfM T 
ok<fJ]Vion.L.r r 1 l/\olvivirv i -LOIv^L, 1 

NKWKNIPCSWVGR1NIMKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTK\FIWNQKSAH1TKGILSQKN 


10400 


40768 


B 


10461 




1254 




1 f\Afl 1 
1 U4U 1 




A 

A 


I U40Z 




BOO 


SIQHWSRISSRLVYRSKAVAAA 

LLPM1MCSLWSTQAGFLPRFG*R 

♦TRHLSTIEPEDYNLLFRRVSLK 

LSVWLPTWQSKSNGWSQKCL 

WMHLKFDSLNALLPPTGF 


10402 


40770 


A 


10463 


1 


2985 


MEDEMNEMKREGKFREKRJKR 

NEQSLQEIWDYVKRPNLHLIGV 

PESDVENGTKLENTLQDIIQENF 

PNLARQANVQ1QE1QRTPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKGHCNSGKSHRSLWE 

QNKGIFTTCICDDAEDLQSPSTA 

GPWFGVLYTKGGPYPQEDIFSE 

PVHTr.Pkff d i/i/ inpvni TQkrw/c 

l vn ivj rrvLivrvrviv^C. Y v^L 1 ol\Wo 
KSDVQVSVERRMAGGNPNQCH 
IGEVLLDGFTAEFYRRYKEELV 
PFLLKLFQSIEKEG 


10403 


4077! 


B 


10464 


1 


2277 
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BNSDOCID: <WO O175067A3_IA> 
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SKO ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 0404 


40772 


A 


10465 


1 


1064 




10405 


40773 


B 


10466 


1 


1827 




10406 


40774 


A 


10467 


1 186 


1208 


ATKMVRLSVAALVQRMKEFCA 
AKFPAVITCWWSVWAQSA*WR 
♦CWRKTKl 


10407 


40775 


B 


10468 


I 


1992 




10408 


40776 


A 


10469 


1488 


1920 


RVRVTAVITERDCVSRSR WTAV 

IVRHCTGRSLPAASTVKQYRTS 

CWERWN/CRFGNDLPSSPVEWL 

TDN/EFMLPG**NTPVRPDVGLE 

PT*TRA ACQESRCN/RLTPG I V L 

EIIGVWMQRWSLECRLAIPCIFG 

WLPRVVGEESGA 


1 0400 


40777 


A 


10470 


1 


1659 




10410 


40778 


A 


10471 




987 




10411 


40779 


A 


10472 




1278 




10412 


40780 


B 


10473 




1556 




10413 


40781 


A 


10474 




1905 




10414 

1 VJ"T I *T 


40782 


A 


10475 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 

ASRAALGPGHGLETRKSAPCTI 

MFRJCIAGCCWLPCGTPTSVLT 

KRWH*P*V1FLWSRR1HTASCLP 

SQRSITGHVHHQ 


10415 


40783 


A 


10476 


1 


1217 




10416 


40784 


A 


10477 


83 


1134 




10417 


40785 


A 


10478 


2450 


2607 





1400 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10418 


40786 


A 


10479 


1 


2604 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RGWMAFPIMILLASGGIGMPAL 

QAMLSRQVDDDHQGQLQGSL 

AALTSLTSIIGPLIVTAIYAASAS 

TWNGNRACSSSVTRIVSILSRFI 

G1ITPMNRNPPYTEASVTKQEK 

TALNMARFIRSQTLTLLEKLNE 

LDADEQADICESLHDHADELYR 

SCLARFGDDGNSYDHDYAKLA 

CLQVEGRGGGTFAHELLAVEY 

AGWISPAFRLKVNQTFIDYRTG 

RLQPAIPQSLPEALRLAADLAE 

QKQRLEQKMLMDAPKVEFAER 

VATASGVLIGNYAKVLGLGQN 

YLFTWLRDNG I LI/CNR* TQERP 

QTRIHISWVFH/LLKKP*SIQAM 

EAG/LSFTTRITGKGQQWLMKR 

LLDARNRDRYKQWKQDFFHDS 

YNRQSAGHILSQCANLAATTSE 

YFIHKPHRL1AAETGYSQSTVV 

RAFREAVNKGILSVE1VIGDHRE 

RRANLYRFTPSFLAFAQQAKNA 

LIESKLKISSAATKVKAVLAKTL 

VAIKNKKSQVKKTKRSVSGGA 
GTTSLKKLTSWIAKAKAKADN 
LRLSKKRTQKHEFKQKVEAAA 
RKYAYLKNKRSPDIGGISNFDN 


10419 


40787 


A 


10480 


I 


2559 





1401 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SFQ ID 

NO: 


SCQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10420 


40788 


A 


10481 


1 


1676 


MLNGEKLAVKQEALLAAISEK 

DANIALLELSSSKKKTQEEVAA 

LKREK.DRLVQQLKQQVEGRGG 

GTFAHELLAVEYAGW1SPAFRL 

KVNQTFIDYRTGRLQPAIPQSLP 

EALRLAADLA EQKQRLEQKM L 

MDAPKVEFAERVATASGVLIG 

NYAKVLGLGQNYLFTWLRDN 

GIL1ATGERRNVPKQEY1SRGYF 

TLKETVIDTSNGSRISFTTRITGK 

GQQWLMKRLLDADVVRTTS1V 

MLAKVTFLSCITMSDFTFSGYE 

LACFVTHSGLSRSAGH1LSQCA 

NLAATTSEYFIHKPHRLIAAETG 

YSQSTVVRAFREAVNKGILSVE 

IVIGDHRJERRANLYRFTPSFLAF 

AQQAKNALIESKLKISSAATKV 

KAVLAKTLALFNFLSTPPCQND 

TPSPCQDD V A I KN KKSQ VKKTK 

RSVSGGAGTTSLKKLTSW1AKA 

KAKADNLRLSKKRTQKHEFKQ 

KVEAAARKYAYLKNKRSPDIG 

G1SNFDNLPHCMTVNEALNAVL 

AKNKDNEQWGAVAGAYIADIT 

DG EDRARH FG LM SACFG VG M 

VAGPVAGGLLGAISLHAPFLAA 

AVLNGLNLLLGCFLMQESHKG 

ERRGELLKIVVLPGDHVGQEIT 

AEAIKVLKAISDVRSNVKFDFE 

NHLIGGAAIDLQGGGGKPRCVS 

KSLMLH/CWHSCRLEPRWR*QR 

VQRIRL*VHP*AFFAPAVAFALP 


10421 


40789 


A 


10482 


I 


3213 




1 049? 


40790 


A 


10483 


1089 


1373 






40791 


A 


10484 


2720 


2968 


TTTLVRLPCRSPKRR1KALRSQL 
RRKSILKPLLS*SR*STTK*RNTP 
CSQVSSLSRLSTRYRRRMKHSV 
NLVWTWVPYSSAP 


10424 


40792 


A 


10485 


2 


2264 




1 047S 


40793 


A 


10486 


1693 


1980 






40794 


A 


10487 


1776 


2026 


SLETRKSAPCTIMFRICIAGCCW 
LPCGTPTS VLTKR WH * P* VIFL 
WSRRIHTASCLPSQRSSNRACSS 
SVTR1VSILSRFIGI 


1 0497 


407QS 


A 

r\ 


10488 


1323 


2064 






407QA 


A 


1 0489 


53 


243 


WTVPLGAVPPVRMHEGLGCW 
CKLNGEVCMSGMCLLCWWDC 
D*RHDLKANLDRLMNVCQDGR 
KR 


10429 


40797 


A 


10490 


1 


3117 




10430 


40798 


A 


10491 


1 


1227 
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BNSDOCID: <WO 0175067A3JA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 






D 


i /\a ri"*> 

1049z 


1 


2119 




10432 


40800 


A 


10493 


938 


1147 


SLETRKSAPCTIMFRICIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10433 


40801 


A 


10494 


1 


2822 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLI DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVFTNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


10434 


40802 


A 


10495 


2 


163 




1 (\A 1 N 


A fkCftl 

4UoUj 


A 

A 


1U496 


A fVC 1 

4051 


4355 


MRKPTLGRTYPSRPPSPAAARG 

ASRAALGPGHGLETRKSAPCTI 

MFRICIAGCCWLPCGTPTSVLT 

KRWH*P*V1FLWSRRIHTASCLP 

SQRSITGHVHHQ 


10436 


40804 


B 


10497 


1692 


1781 




IU4J / 


4U5U.) 


D 


10498 


1 


3477 




10438 


40806 


A 


10499 


179 


439 


KKEL VN LTTD* SLENR/WIDVL 
G PEKRRRRTTQEKI A 1 VQQSF/G 
TGDDGLPRCPATWCSSQPVISL 
A*AIPGRKSYCCRRRRTGCSCL 


10439 


40807 


A 


10500 


1 


7456 


MYQANGKQKKAGVAILVSDKT 

DFKPTKIKRDKEGHYIMVKGSI 

QQEELTILNIYAPNTGAPTFIQQ 

VLSDLQRDLDSHTLHGDFNTPL 

STSDRSTRQKVNKDTQELNSAL 

HQ ADL1 DI YRTLHPKSTE YTFFS 

APHHTYSKIDHILGSKALLSKC 

KRTEIITNYLSDHSAIKLELMIK 

NLTQNHSTI WKLNMLLLNDY W 

VHKEMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 


10440 


40808 


A 


10501 


2476 


2718 


WPLRGRGGHRAAPGRHLHLQQ 
RLLLRLHLTACLLQDALDG/GP 
PRCWRGSCRWRCSAGPPRSWA 
RRPSATRSPSWPALECS 



1403 

BNSDOCID: <WO 0175067A3_IA> 
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NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


10441 


40809 


A 


10502 


2 


4517 


HRLANWIKSQDPSVCYIPETHL 

TCRDTHRLK1KGWRKIYQANG 

KQKQAGVAIH1SDKTDFKPTKI 

KRDKEGHY1MVKGS1QQEKLT1 

LNVYAPNTGAPRFIMQVLSDLQ 

RDLDSHTLIMGDFNTPLSTLDR 

LTRQKVNKDTQELNSALHQVD 

LIDIYRTLQPKSTEYTLFSAPHH 

TYSKIDHILGSKALLSKCKRTEII 

TNYLSDHSAIKLELRIKKLTQIR 

STAWKLNNLLLNDYWVHMEM 

KAEIKMFFKNNEN 


10442 


40810 


B 


10503 


88 


501 




10443 


40811 


A 


10504 


1 


971 


MWALFMIRNVKKQRPVNLDLQ 

TIRFPITAIASILHRVSGV1TFVA 

VGILLWLLEYRLSYLKGSSKLR 

DYGQLLTLE1PAALLPIHTG1VN 

QN INCTETLTASSDN LLRRAFC 

GDTHLHEVHLNTLFFNHFLCFA 

VIFDETRNKDICATSGQHAHFV 

DKKRKRELLSHMIGKGNWQQV 

LVFTRTKHGANHLAEQLNKDG 

1RSAAIHGNKSQGARTRALADF 

KSGD1RVLVATD1AA/RGLDIEE 

LPHVVNYELPNVPEDYVHRJGR 

TGRAAATGEALSLVRSFFDWC 

DDCAAAGGMGNRNAQLADGI 

YHLRCIELYLGDGMADFL 



1404 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10444 


40812 


A 


10505 


1 


2201 


MSFDSLGLSPDILRAVAEQGYR 

EPTP1QQQA1PAVLEGRDLMAS 

AQTGTGKTAGFTLPLLQHLITR 

QPHAKGRRPVRALILTPTRELA 

AQIGENVRDYSKYLNIRSLVVF 

GGVSINPQMMKLNRGGVDVLV 

ATPGRLLDLEHQNAVKLDQVEl 

LVLDEADRMLDMGFIHDIRRVL 

TKLPAKRQNLLFSATFSDD1KA 

LAEKLLFTNPLEIEVARRNTASD 

QVTQHVHFVDKKRKRELLSHM 

IGKG\NWQQVLVFTRTKHGAN 

HLAEQLNKDGIRRAAKHGNKC 

KCAYSKFQKPSPHIFTMLIGVC 

GVNQSAITNVSNVSNMAKISGS 

GSHRLTKRVIKRDMRP1INHPV 

A YSDRRRLQTEL L F WH A R WLN 

HTRRQFRJKEGDNGGQCFLFLW 

TGRFNFNLPSFGRIQHQQRNMA 

VGFSLGAFVITFIAGRACMPSLF 

VISTVCLTVMVYVFPAYDGVT 

GRFYRASGSSLPVALQYTPNGA 

SRRYNQWRPSRMLSSLKKQKW 

RKGMSESLHLTRNGSILEITLDR 

PKANAIDAKTSFEMGEVFLNFR 

DDPQLRVAIITGAGEKFFSAGW 

DLKAAAEGEAPDADFGPGGFA 

I TC1CXIT T\ %/■ T%\ J T a A X/Xir'V A 

CjL 1 fclr NLUKPVIAAVNGYAFG 
GGFELALAADFIVCADNASFAL 
PEAKLG1VPDSGGVLRLPKJLPP 

A lA/TvTCKjf \/N;l'*IV" > DDK/ir 1 A CCA 1 t> 

Al VJNtlvl VM 1 uKKMOAbbALK 
WUIVInKV Vbl^AfcLMDNAKbLA 




4Uo 13 


A 

A 


10506 


1 


168 


MCEKNLAYAHKVKAALEKGA 
SPGDFPREDYETNWEG\RFTLA 
DLNIHGKRALGMDV 


10446 


40814 


C 


10507 


1 


3861 




10447 


40815 


A 


10508 


1 


7407 




10448 


40816 


A 


10509 


290 


661 


QPLPEGRW/THLWHNDELDGS 
RWHK/QQHGFLSLPVYVRDNT 
LRALGNNDQRPDYVWHE/GTA 
FHLFNXLFCAARTGNTITAIDASE 
ANNWTLCLRNGVKVNGLQDG 
SQAESEQGLVVKPQGNALTITL 


10449 


40817 


A 


10510 


3 


510 


KFHFMSPFPAHSMVQALE*LYA 

LGGLDKDCRLTEPLGMRIAEFP 

LNPMFAKMLLESGNFGCSQE1L 

i>IAAMIvlC^I<^)Nlr VVPPNHKSHAI 

RVHRKFAVEEGDHLTMLNIYE 

AF1KHNKDSKWCQEHFLNYKG 

LVRAATVREQLKKLLVKFQVP 

RKSSEGDPDLVLRCIVS 



1405 

BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10450 


40818 


A 


1051 1 


1 


1920 


Ml WGRAWWLTPVIPALWAAK 

VAGRVAEERGAVLGHEVGYCI 

RFDDCTDQLATRIKRLTESFSLl 

LSVIMLDEAHERTLYTDIAIGLL 

KKIQKKJU3DLRLIVASATLDAD 

EEVETVVSMLIEQARALARTG 

MKRHLRVLPMYAGLPSFEQMK 

VFERVSRSVRKVIVATNVAETSI 

TISGIVYVIDCGFVKLRAYMPRT 

AIECLVVVPVSQASANQRAGR 

GGRSRSGKCYRLYTEEAFDKLP 

QSTVPEMQRSNLAPV1LQLKAL 

GIDNVLRFHFMSPPPAQSMVQA 

LELLYALGVSLDKDCRLTEPLG 

MRIAEFPLNPMFAKMLLESGNF 

GCSQEILSIAAMMQIQNIFVVPP 

NQKSHAIRVHRKFAVEEGDHL 

TMLNIYEAFIKVSTTTARSAAST 

HHPLEHNKDSKWCQEHFLNYK 

GLVRAATVREQLKKLLVKFQV 

PRKSSEGDPDLVLRC1VSGFVFA 

NAARFHSTGAYRT1RDDHELHI 

HPASVLYAEKPPRWVIYNE\LL 

QTSKYYMRDVTAIESAWAVGS 

WLHTFYSTRERTCSLESQKGPR 

SRDPLRREPTVYSCRDCWRPLL 

HAAAPGPRWGELAPAPVECLV 

ALKWAAACSLVLSSRCPQHLH 

PCWDPGGLCAWAGILLCCSGQ 

SGSWLTQHAH 


10451 


40819 


A 


10512 


3 


414 




10452 


40820 


B 


10513 


62 


1408 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10453 


40821 


A 


10514 


1 


1388 


MGTSSIFLCVLFLCGALGLTMS 

PARGRLRCYICGFTKPCHPVPTE 

CRJDDEACGISIGTSGCRGIFQVP 

DGQRDSRSHFPADVTK1TWAC 

GQSPPGFKPLFPSCSSPKTGQM 

DVL1DLDFGFELRNRGIWGEGA 

1 RDTEEKS A DN LEPCS SPPPLEE 

VICCEGNAGFYEVGCVSTPLEA 

GYSVLGWNHPGFAGSTGVPFP 

QNEANAMDVVVQFA1HRLFFH 

PQDIIIYAXLAIGGFTATWAAMS 

YPDVSAJVULDASFDDLVPLALK 

VMPDSWRGLVTRTVRQHLNLN 

NAEQLCRYQGPVLL1RKTQDG 

NLTPTVPXKDICSNRANCLLVKA 

LQ\H RYPGWMAEEG LL V ARQW 

LbASSQLEEASlYSRWXEVEED 

WCL\SVLR\SY\QAEHGADFPW\ 

S VGEDMS A\DG R\RQL\ALFLA R 

KHLHNFEATHCTPLPAQNFPRC 

PWHPLGTQLGLIMEEWGERRH 


10454 


40822 


A 


10515 


1 


1519 


MGFLPKLLLLASFFPAGQASWG 

VSSPQDVQGVKGSCLL1PCIFSF 

PADVEVPDGITAIWYYDYSGQR 

RVFMGNPEHRVCNLLLKDLQP 

EDSGSYNFRFEISEVNRWSDVK 

GTL VTVTARSLSPPG RHLETLH 

MAMSWQDHGR1LRCQLSVAN 

HRAQSEIHLQVKYAPRGVKILL 

SPSG RNILPG EL VTLTCQ VNSS Y 

PAVSSIKWLKDGVRLQTKTGV 

LHLPQA A WSD AG V YTCQA ENG 

VGSLVSPPISLHIFMAEVQVSPA 

G PI LENQTVTL VCNTPNE APSD 

LRYSWYKNHVLLEDAHSHTLR 

LHLATRADTGFYFCEVQNVHG 

SERSGPVSVVVNHPPKTPTMM 

VFVEPEGGLRG1LDCRVDSEPL 

ASLTLHLGSRLVASSQPQGAPA 

PP14114\/I ACDX1AT 0\/r\It?AT t>r»0 

trrUri VLAorJNALKVUIbALKPS 
Ui^OfcrY l(_J>AbN VLCjdASTS 1 YF 
GVRALHRL/LSVPAAALGPGTA/ 
VWASCSCCWAWGPATPGGTG 
YYLTGTYKSGGQTQMLSASLF 


10455 


40823 


A 


10516 


3 


615 




10456 


40824 


A 


10517 


373 


631 


SGGPDTDVVSIPYSCSRMHLCS 
* LCELLSFS WETLCRA VKENEL 
PKKE*RAPANQGPTGESSLSGL 
SDSPLQPGGDGVEERRALLF 



1407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino iicid sequence ( X=Unknown, 
*=Stop codon. /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


10457 


40825 


A 


10518 


1 


5521 


MANRFRSGEDSGGAIWQDCVE 

EGASELGFLESLLYTQGNDRKQ 

CSLTNQGRQVFALLMLRKGHL 

HVFVILFGPAGPAPPQPLPSVEQ 

VPLSLVPGPKGVAVSRTPPFFH 

QVHDCPFQDPKWEEQGSWDKl 

AALA1AELTLTSPVARDTSDPQ 

CAQQAAFLHGQASWGVSSPQD 

VQGVKGSCLL1PC1FSFPADVEV 

PDGITAIWYYDYSGQRQVVSHS 

ADPKLVEARFRGRTEFMGNPE 

HRVCNLLLKDLQPEDS 


10458 


40826 


A 


10519 


1 


1 149 




10459 


40827 


A 


10520 


1 1 1 


370 


SHRRSLGEAARHPSFRPAGTAF 
E*VSQKVVHPRDLEDRSACVPV 
GCSLTRESFFRLNNQPHGTRFLP 
IPSNPESSRRAVPSAHLTV 


10460 


40828 


A 


10521 


1 


220 




10461 


40829 


A 


10522 


654 


967 




10462 


40830 


A 


10523 


2 


1415 




10463 


4083 1 


A 


10524 


2 


293 


CGKAFTQHSRLIQH/QRMHTGE 

KPYEYWEFGEKPRIYLQRKTFM 

KLDTTTGEGQSYQRNQMPECP 

YGEKPCKCKECGKSFRR/SSELT 

RHQRAHTGEKP 


10464 


40832 


A 


10525 


51 

> 


378 


GDFSPQKPPMAPHGCLTYLAFQ 
KVKEGKKEEICKEKKKRKKERK 
KERKKERKKERKKERKRKEKK 
E\EGKEGRXEGRK£GRKEGRKE 
KKEISKKEIVAPTSLNPLKCSVL 


10465 


40833 


A 


10526 


1 


235 




10466 


40834 


A 


10527 


545 


793 


N KEM H WPCTG LCSHQP WGFK 
DCSLLE*RLPGQQEQNSIERKK 
RKKEKKEKKEKRKKRKKGKKE 
ERKKERKYHF1LLLGMPTS 


10467 


40835 


A 


10528 


127 


376 




10468 


40836 


A 


10529 


3 


710 


EPG/NPERLK7GFSYPEFEDLDA 

LFSTLGLNEESVDSFDDYLPRR 

GVDSFGDKYQD/RCNSDQYHD 

GCQDRFRDGSHQDMGQCGGR 

D*DDD*GSRDYDRGYDSATGS 

CRRAFGSGYLRDDDYXWESSET 

EQQPPTGSEGKVPPVQPSEERP 

AKKDENKVDGMN/APKVQSGN 

SGRGPGDGGNKDCWRESDRKD 

GKKDQVCRSAPESKKPEENPAS 

KFSSASKCAAVSVDGEDEKEG 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10469 


40837 


A 


10530 


1 


548 


MQRSEND1LGMDLRPL1CIKDE 

KEEVGEKEEGEKEEEECEEQEE 

EGGKEWEEPGNYHLGQSLSHD 

WQSSETEQQPPTGSEGKVPPVQ 

PSEERPAKKDENKVDGN4N/APK 

VQSGNSGRGPGDGGNKDCWRE 

SDRKDGKKDQVCRSAPESKKP 

EENPASKFSSASKCAAVSVDGE 

DEKEGADYTK 


10470 


40838 


C 


10531 


37 


289 




10471 


40839 


A 


10532 


1 


1062 




10472 


40840 


A 


10533 


1 


1977 




10473 


40841 


A 


10534 


1 


2050 


LPLLHAGFNRRFMENSSIIACYN 

ELIQIEHGEVRSQFKLRACNSVF 

TALDHCHEAIEITSDDHV1QYV 

NPAFERMMGYHKGELLGKELA 

DLPKSDKNRADLLDT1NTC1KK 

GKEWQGVYYARRKSGDS1QQH 

VKITPVIGQGGKIRHFVSLKKLC 

CTTDNNKQIHKIHRDSGDNSQT 

EPHSFRYKNRRKESIDVKSISSR 

GSDAPSLQNRRYPSMARIHSMT 

IEAPITKVINHNAAQENSPVTVA 

EALDRVLE1 LRTTEL YSPQLGTK 

DEDPHTSDLVGGLMTDGLRRL 

SGNEYVFTKNVHQSHSHL\AMP 

IMHSMDVXPPCISQLLDNEESWD 

FNIFELEAITHKRPLVYLGLKVF 

SRFGVCEFLNCSETTLRAWFQV 

IEANYHSSNAYHNSTHAADVL 

HATAFFLGKERVKGSLDQLDE 

VAALIAATVHDVDHPGR1ANSF 

L\CNAGSELAVLYNDTVAV\LES 

H H T A LA FQ\LT V K DTK\CN I F KN 

ID/RGNH YRTLRQA 1 1 DM VL ATE 

MTKHFEHVNKFVNSINKPMAA 

EIEGSDCECNPAGKNFPENQILI 

KRMMIKCADVANPCRPLDLCIE 

WAGRISEEYFAQTDEEKRQGLP 

VVMPVFDRNTCSIPKSQISFIDY 

FITDMFDAWDAFAHLPALMQH 

LADNYKHWKTLDDLKCKSLRL 

PSDRLKPSHRGGLLTDKGHCES 


10474 


40842 


A 


10535 


2 


445 


ERTFNCCYPGCHFKTVHGMKD 
LDRHLRIHTGDKPHKCEFCDKC 
FSRKDN LTM H M RCHTSVK PH K 

Pui rw a A\/nccci i/i/i 1 1 diuo 

DERPYKCQLCPYASRNSSQLTV 
HLRSHTG PGPXADLLEHSRLHQ 
ADHPEKCPECSYSCSSAA 


10475 


40843 


A 


10536 


1 


957 
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SFQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=linkuovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10476 


40844 


A 


10537 


1 


1438 


MSRRKQAKPQHLNSEEPRPARR 

ECAEVAPQVAGEPASELDDDV 

PKANCLSTESTDTPKAPVITLPS 

EAR£QMATLGERTFNCCYPGC 

HFKTVHGMKDLDRHLRIHTVP 

FCFSKVYWNGFQLGMISPPKGT 

MSGD1FDCYNWRRKGSTGICIW 

TGGGGTPICPGYHLGQIFVAILT 

KKPLTLTPYVFEGDKPHKCEFC 

DKCFSRKDNLTMHMRCVHTSV 

KPHKCHLCDYAAVDSSSLKKH 

LRIHSDERPYKCQWCPYASRNS 

SQLTVHLRSHTAXGDTPFQCWL 

CSAKFK1SSDLKRHMIVHSGEK 

PFKCEFCDVRCTMKANLKSHIR 

IKHTFKCLHCAFQGRDRADLLE 

HSRA/LHQADHT\EKCPECSYSC 

SSAAALRVHSRVHCKDRPFKC 

DFCSFDTKRPSSLAKHVDKVHR 

DEAKTENRAPLGKEGLREGSSQ 

HVAKIVTQRAFRCETCGASFVR 

DDSLRCHKKQHSDQSEKQNLT 


10477 


40845 


A 


10538 


1 


1427 


MIAFDSMSHIQVMLMQEESTAP 

ATLEHILGHSQLCGSDGLAHAA 

VWVLAHLHYWFTGLSPGPMD 

VLPLHPAISSSFHLWRVAFISKA 

GKPRAAGHLLKRFLRCQFQRA 

ASSLLFTTVEAMLGTESGTEKV 

MRGAGTWYHI1IENWPSAECV 

WTEEYQQGRGQEDSAEDRKLF 

VGMLNKQQSEDDVRRLFEAFG 

NIEECTILRGPDGNSKGCAFVK 

YSSHAEAQAAINALHGSQTMP 

GASSSLVVKFADTDKERTMRR 

MQQMAGQMGMFNPMAIPFGA 

YGAYAQALMQQQAALMASVA 

QGGYLNPMAAFAAAQMQQMA 

ALNMMGLAAAPMTPTSGGSTP 

PGITAPAVPSIPSPIGVNGFTGLP 

PQANGQPAAEEIXFANGIHPYPA 

QSPTAADPLQQAYAGVQQYAG 

PAAYPAAYGQ1SQAFPQPPPMIP 

QQQREG FVSFDN PAS AQTA IQA 

MNGFQ1GMKRLKVQLKRPK.DA 

NRPY 



BNSDOC1D: <WO 0175067A3JA> 



1410 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10478 


40846 


A 


10539 


1 


547 


AAAPMTPTSGGSTPPGITAPAV 

PSIPSP1GVNGFTGLPPQANGQP 

AAEAVFANGIHPYPAQSPTAAD 

PIAQQAYAGVQQYAGPAAYPA 

AYGOISOVAFPOPPPMIPOOORF 

GPEG\CNLF1YHLPQEFGDS\EL 1 

MQ\MFLPFGFRE/RFDNPASAQT 

AJQAMNGBQIGMKRLKVQLKR 

PKDANRPY 


10479 


40847 


A 


10540 


96 


1080 


WFKCYGCNSS/RDWQRSTYLLS 

WEVR/G/RPVPDSGCKAVVALC 

SQPAHPSNICKGVGGCLTKAHLL 

LMGAMGIRVACLEVWRDGEER 

GGEEATFFTSLA ERQVGTAHRH 

LHQPALY1QIRKVPAALHMCVV 

QKPSLFQADSRAPLEQGLRQQA 

SLATARPIVSGANAGPAGLKVP 

QAAQLQLSPYLHRGVGDEACR 

YGRSQPTRKAFALCICAAPALP 

C P A L DG S WM VCG LG QETRTS L 

RGRKPAOGTLTVICPIGPGHI \ T 
STITESVCVPRRNKYHSRTLPA 
AOHPOWT VTAVPTAI Cli VIPA 

rV^n\^v^ W L< V 1 r\ V I I ALUL V llVrV 

GSKKLC 


10480 


40848 


A 


10541 




392 




10481 


40849 


A 


10542 


1 


110 


FF WSHS* V Y YTCFLLQN *KHLK 
PGPSGSLSPSISGN 


10482 


40850 


A 


10543 


1 


978 


MA A ATRGC RP WG SLLG L LG L V 

SAAAAAWDLASLRCTLGAFCE 

CDFRPDLPGLECDLAQHLAGQ 

HLAKALVVKALKAFVRDPAPT 

KPLVLSLHGWTGTGKSYVSSLL 

AHYLFQGGLRSPRVHHFSPVLH 

FPHPSH I ERYKNXDLKS WVQGN 

LTACGRSLFLF\DEMDK\M PPG L 

\MEVLRPFLGSSWVVYGTNYR 

KAIFIFISNTGGEQINQVALEAW 

RSRRDREEILLQELEPVISRAVL 

DKPAPLPSPNSGHHWKERLLD 

AVVPFLPLQRHHVRHCVLNEL 

AQLGPGAKGMRVVQAVLDSTT 

FFPEDEQLFSSNGCKTVASRJAF 
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SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10483 


40851 


A 


10544 


i 


560 


ATSPHQSQQSTVDVGQLHDPQP 

YPQHAIQVQHIQVSEPTASAPSS 

AQGSSSTQGQG\LQQQQQQQQ 

NSSVQHTYLPSAWNSFRGYSSE 

IQMMTLPPGQFVITDSGVATPV 

TTGQVICAVTSGHYVLSESQSEL 

EEKQTSALSGGVQVEPPAHSDS 

LDPQTNKQQQTTQYIITTTTNG 

NGSSEVHITKP 


10484 


40852 


A 


10545 


3 


205 




10485 


40853 


A 


10546 


2 


348 


ADQARGKPTEWAVSATQFQLD 

FPIT*CYGLL*QRVSRRHIGALQ 

GKPVPLLHVLLYPITPREGGLG 

D RARLCLKQQQQQQQQQQQQ 

QLLLLLLLLLLLLLLLQQCEGT 

EGRPFPD 


10486 


40854 | 


A 


10547 


1 


1146 


MVTYKLVLIRCGESTWNLENH 

FSSVWQKRA/IRJLWTVLDA1DQ 

MRLPVVRTWCLKEWHYGSLA 

G LNKA ETSAKHGEAQSN ISKGC 

RYADLTEDQLSSGESLKEIVPQI 

KEGKWVLTAAHGNSLRGIVKH 

LEGLSEEAIMELNLPTGIPIVYE 

LDKNLKPIKPMQFLGDEVTLCK 

AMEAVAAQSKAKKRRPAGML 

LS PGTPSLA IPSS A PA PCTCHTD 

HIWNSPVYSDLAILRANPFCVHI 

SKANYLVNELHTAVNVAGLYI 

GWRCPHYLWDCFRIGDESRCF 

CGHLLREHRIISDISVPCKVSQC 

RCFM FCFI PSRPEEVGCCCGCFE 

SNFLCAACDRRWEEHETFFDTQ 

KTRQRGGRPRGADYVPFAEMA 

VLREAILSNSDF 


10487 


40855 


A 


10548 


2 


516 


GRLNERHYGGLTGLNIAETAA 

KHGEAQVKIWURSYDVPPPPKE 

PDHPFYRNIRMDRRYADLTED 

QLPSCESLKDTIARALPFWNEEI 

GPQ1KEGKRVL1ATHGNSLRGIV 

KPWEGLSEEAIMELNLPTGIPIV 

YELDKNLKP1KPMQFLG\DEET 

VRKAMEAVAAQGKAKK 


10488 


40856 


B 


10549 


123 


237 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10489 


40857 


A 


10550 


1 


952 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLSVRAGSERRPGLLRP 

RGPCACGCGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKHKTLPK 

MSGGWELELNGTEAKLVRKVA 

GEKIPVPF\NrNNSlPP\TFYGEKD 

PSQSQKVXEDREPELTSLPKFWV 

EVIKNDDGRKA\LVLDCHYPED 

bVGQEDEAESDIFSI\REVSFQS\ 

TGESEWKDTNYTLNTDSLDWA 

LYDHLMDFLADRGVDNTFADE 

LVELSTALEHQEYITFLEDLQEV 

LSRAHRADRC 


10490 


40858 


A 


10551 


1 


879 


AAGCRKENSLDLRSQFPRGRDS 

EDFNVKEEANAAAEE1RYTHIL 

NRVLPPDIR1LAWAPVEPSFSAR 

FSCLERTYRYFFPRADLDIVTM 

DYAAQKYVGTHDFRNLCKMD 

VANGVINFQRTILSAQVQLVGQ 

SPGEGRWQEPFQLCQFEVTGQ 

AFLYHQVRCMMAILFLIGQGM 

EKPE 1 1 DEVLLNl EKN PQKPQYSM 

AC\EFPLVL\YACKFENVKWIYD 

QEVLRSSNITHLQQLWANHAVK 

THMLYSMLQGLDTVPVPCGMG 

PKMDGMTEWGNVKPSVIKQTQ 

CLCRRSEDAHI 


10491 ; 


40859 


A 


10552 


231 


358 




10492 


40860 : 


A 


10553 


2 


319 




10493 


40861 


A 


10554 


573 


1660 


MAAPTPARPVLTHLLVALFGM 

GSWAAVNGIWVELPVVVKELP 

EGWSLPSYVSVLVALGNLGLL 

VVTLWRRLAPGKDEQVP1RVV 

QVLGMVGTALLASLWHHVAP 

VAGQLHSVAFLALAFVLALAC 

CASNVTFLPFLSHLPPRFLRSFF 

LG\QGLSALL\PCVLALVQGVG 

RLECPPAPINGTPGPPLDFLERF 

PASTFFWALTALLVASAAAFQG 

LLLLLPPPPSVPTGELGSGLQVG 

APGAEEEVEESSPLQEPPSQAA 

GTTPGPDPKAYOI 1 ^ARSAPI I 

GLLAATNALTNGVLPAVQSFSC 
LPYGRLALPPGLWCWAVLP1P 
WACFLGHGCCCAGPWQGWGG 
LLSAGRVLWGLPDGRWQS 
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SEQ II) 

NO: 


SEQ ID NO: 
ol' peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10494 


40862 


A 


10555 


154 


850 


QFFRV1TCLPFKGPDYRLYKSEP 

ELTTVAEVDESNGEEKSEPVSEI 

ETSVVKGSHFPVGVVPPRAKSP 

TPESSTiASYVTLRKTKKMMDL 

RTERPRSAVEQLCLAESTRPRM 

TVEEQMERIRRHXQQACLREKK 

KGLKCFSVLSDQSPLQSPSNLR 

DNPFRTTQTRRRDDKELDTAIR 

ENDVKPDHETPATEIVQLKETE 

PQNVDFS/IRGLLDCPSVS1LPGR 

S1KRAKNQNS 


10495 


40863 


C 


10556 


39 


436 




10496 


40864 


A 


10557 


2 


959 




10497 


40865 


A 


10558 


34 


1044 


QGCAVAGPLHPARLPCCVHGC 

PVRMHALSLCHVRCHFAVTFR 

LMYLDWLPTV1EPCGVGSNKV 

PVVQHPHHVHPLTPLITYSNEH 

FTPGNPPPHLPADVDPKT/GMC 

SCGTGRCAVARTCRIRSCVPCE 

ALSPCDARGAHSAG1PRPPHPPD 

ISPYYPLSPGTAQGQPVYP1TTGG 

FRHPYPTALTVNASMSRKHQD 

SKKEEEKKKPHIKKPLNAFMLY 

MKEMRAKVVAECTLKESAAIN 

QILGRRLGYNARAFGLKRGWR 

LDKYRGFVWMEMAVWSLPPA 

FSFQGKXKKRKRDKQPGETND 

KPESSLGASSLMVVGNWTYRN 

QEKHIPTLELDHTVSV 


10498 


40866 


A 


10559 


2 


398 




10499 


40867 


A 


10560 


174 


362 




10500 


40868 


A 


10561 


14 


266 




10501 


40869 


B 


10562 


67 


474 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


10502 


40870 


A 


10563 


1938 


3291 


ERRKRFGMLDATDGPGTEDAA 

LRMEVDRSPGLPMSDLKTHMV 

HVE1EQRWHQVETTPLREEKQV 

PIAPVHLSSEDGGDRLSTHELTS 

LLEKELEQSQKEASDLLEQNRL 

LQDQLRVALGREQSAREGYVL 

QATCERGFAAMEETHQKKIED 

LQRQHQRELEKLREEKDRLLAE 

ETAATIS A 1 EAMKNAHREEMER 

ELEKSQRSQISSVNSDVEALRG 

QYLEELQSVHRELEWLSEQYS 

AKCLENAHLAQALEAERQALR 

QCQRENQELNAHNQELNNRLA 

AEITRLRTLLTGDGGGEATGSP 

LAQGKDAH*LKGLM\RVKESEI 

QYLKQEISSLKDELQTALR\DK 

KYASDKYKDIYTELSIAKAKA\ 

DCVDISRLKEQLKAATEALGEKS 

PDSATVSGY\DI\MKSKSNP\DFL 

KKDRSC VTRQLRN I RSK SLKEG 

LTVQERLKLFESRDLKKD 


10503 


40871 


B 


10564 


58 


4405 




10504 


40872 


A 


10565 


3 


156 


NSSHHCHHHHHHHNHHHQHH 
QHNHC\HQHHHYNHHYDYHH 
DDNYYHHHHHHH 


10505 


40873 


A 


10566 


10 


445 


H RSTITRQCPSG LETRI A LLPPA 

VFPSGSRTLPPSTPGSSSPQPR/P 

PLTRG PG PPRTH A LA SGTRG PA 

RGEEKVADTPHHGEGGCPNSE 

KEPFLHPTAPPPRLPTPSPESGP 

VPHTLQQAPPLRRHLGGTPAGA 

PASPQSSEWGG 


10506 


40874 


A 


10567 


1 


288 




10507 


40875 


A 


10568 


50 


542 


TLSPERLSPELRLLPYMITLGDA 
VHNFADG\LAVGAAFA1\SWKT 
GL ATSLA VFCH ELPHELGGLRP 
LAAPGAVPCAICELLLNLASALT 
AFAGLYVALAVGVSEESEAWI\ 
LAVATXALFLYVAICDMLPAML 
KVRDPRPWLLFLLHNVGLLGG 
WTVPADA VPVRH 


10508 


40876 


A 


10569 


1 


690 




10509 


40877 


B 


10570 


34 


465 




10510 


40878 


A 


10571 


I 


624 




10511 


40879 


A 


10572 


3 


933 
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SKO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


10512 


40880 


A 


10573 


1 


1481 


RRFPPAGAVAVIERGVRGGSQR 

CRTMADQLYLENIDEFVVTDQN 

KIVTYKWLSYTLGVHVNQAKQ 

MLYDYVERKRKJZNSGAQLHVT 

YLVSGSLIQNGHSCHKVAVLRE 

DKLEAVKSKLAVTASIHVYSIQ\ 

KAMLKDSGPLFNTDYD1LKSNL 

QNCSKFS A IQCAVAAVPRAPAES 

SSSSKKFEQSHLHMSSETQANN 

ELTTNGHGPPASKQVSQQPKGI 

MGMFASKAAAKTQETNKETKT 

EAKEVTNASAAGNKAPGKGN 

MMSNFFGKAAMNKFKVNLDS 

EQAVKEEKIVEQPTVSVTEPKL 

ATPAGLKKSSKKAEPVKVLQK 

E KKARG FCR V A LS D D ETKETEN M 

RKKRRTMKLPESDNSEYEVFPD 

SSGAYEAESPSPPPPPSPPLEPVP 

KTEPEPPSVKSSSGENKRKRKR 

VLKSKTYLDGEGCIVTEKVYES 

ESCTDSEEELNMKTSSVHRPPA 

MTVKKEPREERKGPKKGTAAL 

GKANRQVS1TGFFQRK 


10513 


40881 


A 


10574 


1 


100 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10514 


40882 


A 


10575 


2 


2271 


PELL TEGVKEPIMDSQERDSGD 

PLVDESLKRQGFQENYDARLSR 

IDIANTLREQVQDLFNKKYGEA 

LG I K Y P VQ V PYKRI KSNPGSVII 

EGLPPGJPFRKPCTFGSQNLERJL 

AVADK1KFTAT\RPFQGLIPKPD 

EDDANRLGEK\VILREQ\IKELF\ 

NEKLR*GPWGLNRPVLVPYKL\ 

IRDSPDAVEVPGLPDDIPIRNPN 

TYDIHRLEKILKAREHVRMAIIS 

QLQLLQQQQHHISEGRPFAEIC 

NDAKVPGESEARKPPFCPVGTR 

LFLLKKREPEVSMNKDRYPQE 

APRNLQSLRTLLDILDDPRGGC 

VHLRQSQSRWRGADTRELPRG 

MLEGLRQLLSA1GCPRDPTCAP 

AQPGDQPLQRL A FTL ANEPQT V 

LEKPPPRFRRRGAARSPEQLYTP 

RRGGVLPAEPERTQSASADAGS 

LACRALEVDSGCPTGPPCPKGS 

RRLTITSGVDCGLLKQMKELEQ 

EKVVLLQGLEMMAGSRLQRLQ 

PVQDRQCRLGQSRASADFGPA 

GSPHPLG RLLPK VQE V A RC VG E 

LLAAAGASRALPTSSSGPLCPA 

LTFTSFPGWQQQTILMLKEQMR 

RLTQEVTEKSGRVMQLEQKSA 
I iMk'Ai pr a aa i cnAnr.c a cr.i 

L.I IVI rvv^L*r LAyALo^V^UUcAoUL 

HLHLARLGWAEPQGSSVTQPFE 
GGRPVSPNVSGWRPPAAQAVP 
EWAPSCPTCHPGFPGPPPAGPR 
TEPLTRFWLLVLTWAGALLSLH 


10515 


40883 


A 


10576 


346 


3136 


ALRTKRLWPGGHCRAEAPQWP 

P/ASPLAPATALAAHSRHLSLCR 

SDKGSMSEDCGPGTSGELGGLR 

PI K I EPE VLDIIQ VTVPDALPTSE 

EMTDSMPGHLPSEDSGYGMET 

LTDKKWTWDGAKAIGISEPIKV 

LYSKFLMHPEELFVVGLPEGISL 

KKPNCrGlAKLWKILEASNSIQF 

VIKSGEEIRWDRELFCRACSMP 

uGbLLyiAKSY I IGLESKSCDP 

AVESKASAGQDEMQPHARPKL 

LTEGVKEPIVD \ 


10516 


40884 


A 


10577 


60 


~> -j j~ 




10517 


40885 


B 


10578 


1 


720 




10518 


40886 


B 


10579 


1 


1478 




10519 


40887 


B 


10580 


1 


1895 




10520 


40888 


A 


10581 


2 


413 
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BNSDOCID: <WO 0175067A3JA> 
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SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1052 I 


40889 


A 


10582 


2 


969 


WGSWAPQSRGCPYQPGAAQGR 

ALAPQHRGSCSPPWTGGGKE/Y 

LMRAHFGLPSVEAEDKEGKPPI 

SVKFEIPYFTTSGIQVRLAPGSL 

YGRKRSSLGKSHPSLLQVDGQ 

YSQQQGAGHPRGTKRGSQTPG 

ARQRVEPGKCWPVVCVPHVPC 

PPTSTALRKHLRPQRAIYTSRLA 

PGALGGHCSVCLLPGLAGLAC 

GAFPGPAWVTRCCHSARSVLT 

HQGAPPGPDITVPARLPEPEVE 

VSCRGRRPALLNAQQSPPSLPPP 

PPSAAAEASCSHHVRQRRLRAG 

PEGQGFYLFHDRNKHSILKLAK 

PREPFCVVTDSRJQFGPPH 


10522 


40890 


A 


10583 


50 


1083 


NPRAIFKSVRTCPVPPTQPCRNV 

KA RSCG VG AGTTSFTLS V WPH 

RYITQEGHKLETGAPRAPGTVT 

NAVCWRSEGIKYRKNEVFLDVl 

ESVNLLVSAXNGNVLRSEIVGSl 

KMRVFLSGMPELRLGLN\DKVL 

FDNTGRGK\SKSVE\LEDVKFHQ 

CVRLSRFENDR\TISFIPPDG\EFE 

\LMSYRLNTHVK\PLIW1ESVIEK 

HSHSRIEYMIKAKSQFKR\RSTA 

NNVGDPHFPLPNDCRJLNPSFK\T 

TVGERLSWVPENSEIVWSIKSFP 

GGKEYLMRAHFGLPSVXEAEDK 

EGKPPDSVFKF\E1PYF\LTSGIQ 

VRYLKliEKSGYQALPWVRYIT 

QNGDYQLRTQ 


10523 


40891 


C 


10584 


175 


454 




10524 


40892 


A 


10585 


1 


193 


LLPRPGSGLDFLLSPVLPS/HSAS 

WACPLPRPSPMPSSCC*R*RKE 

MASGFSKGPTLGCCPTCPP 


10525 


40893 


A 


10586 


2780 


2965 


SPSQGESIPT*WRPTGPSPPTSSP 

GPA*SSLSPRPSPSSASASPSMC 

VRPSMWAASLLKSL 


10526 


40894 


A 


10587 


1 


1502 




10527 


40895 


A 


10588 


1256 


1990 


RCAPMTTCAWASCCSPWPTPF 

GTGPPSTSVSTSWPWQPWGWG 

WL*VGAAPAGGRQHPSPPALPR 

RSSGRSKLSRPSLCQLVPGIL*T 

RLLSPPQKESLPWRGSWREFPL 

PQLNTLPATE A DPG VSSLPS AQ 

RHLHSYK1KVLSRQESLAPAPA 

SGYPESTALPQNGRGPWAVGF 

GQIPFLCIHNVGRSLGAGPGSG 

KPLPCVFRSTFSSSHQYCRLGR 

KHNFHFTKGKLRCGCGPGDGR 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possit>lc nucleotide insertion) 






A 


1 Ujo9 


1*7 ^ 


O / o 


D Z^/""' /^ , T~""n D DAD \S D TTlV 4PIDIIC 

Kv_.CL.Lv 1 I KrAKKLK 1 1 IviGIKHS 

HT\1/T> A DT A TDTTUC/^ 1 CDC* T\f~^ C*"T* A 

\ WrAr 1 AIKI 1 HbUoKSPGSTA 

A ODD f~~* I DD DAI TnPDrT III C/~* 

LrVAbV*AuoLrn Vrul)y 1 IKK 
SGTV F PTQCTRP 


10529 


40897 


B 


10590 


1 


2452 




10530 


40898 


B 


10591 


1 


1 140 




10531 


40899 


A 


10592 


I 


1617 




10532 


40900 


A 


10593 


1 


1448 


RERSCLHLVCIRCSCDVVEMGS 

VLGLCSMASWIPCLCGSAPCLL 

CRCCPSGNNSTVTRLIYALFLL 

VGVCVACVMLIPGMEEQLNKIP 

GFCENEKGVVPCNILVGYKAV 

YRLCFGLAMFYLLLSLLMIKVK 

SSSDPRAAVHNGFWFFKFAAAI 

AIIIGAFFIPEGTFTTVWFYVGM 

AGAFCFIL1QLVLLIDFAHSWNE 

SWVEKMEEGNSRCWYAALLS 

ATALNYLLSLVAIVLFFVYYTH 

PASCSENKAF1SVNMLLCVGAS 

VMSILPKIQESQPRSGLLQSSVIT 

VYTMYLTRSVCMTNEPETNCNP 

SLLSIIGYNTTSTVPKEGQSWQ 

WWHAQGMIGLILFLLCVFYSSIR 

TSNNGQVNKLTLTASGESTLIGR 

WVuARoDOl 1 uKDOCj I DVSPE 

AVRINGK7RDGCSLYSYSFFHF 

MLC\LASLY1M\M\TLTSWYRYE 

PVSAWMESQWTAVL/WVKISSS 

WIGIVLY V WTL V APLVLTN RDF 


10533 


40901 


A 


10594 


3 


343 


GVLLCRL*QGQNYW/NFLQTK 

VTPi>J\/fRnkrRTTP]v4PPFT T4A<s\X/ 
V 1 vJ IN 1 VI rvL' rv rv 1 1 r yvil iz.r L,n/\o W 

PNTELRYWXENCPESQKGP*PM 
MALS*GCPLPWPAPNVTSSSKG 
WSPGQLWMYRFGRPLRISSETG 
WSLWLT 



BNSDOCID: <WO 0175067A3JA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10534 


40902 


A 


10595 


1 


2500 


MEDAWGIRKETGRVKEEAEKV 

TGWGNNWRNVEKSSMSRKVK 

AARPGFKKLPMTSDIPPKCTIKD 

LLPKEKSSTEAVFHTVVLERHE 

SPD1EDFSFKEPQKNVHDFECQ 

WRDDTGNYKGVLMAQKEGKR 

DQRDRRDIENKLMKNQLGVSF 

HSHLPELQLFQGEGKMYECNQ 

VEKSTNNGSSVSPLQQIPSSVQT 

HRSKKYHELNHFSLLTQRRKA 

NSCGKPYKCNECGKAFTQNSN 

LTSHRRiHSGEKPYKCSECGKT 

ftvrsnltihqvihtgekpykc 

hecgk vfrhnsyl athrri htg 

ekpykcnecgkafrghsnltt 

hqlihtgekpfkcnecgklftq 

nshlishwrihtgekpykcnec 

gkafsvrsslaihqtihtgekpy 

kcnecgkvfrynsylgrhrrv 

htgekpykcnecgkafsmhsn 

lathqvihtgtkpfkcnecsxq 

vftqnsqlanhrr1htgekpyk 

cnecgkafsvrssltthqaihs 

gekpykciecgksftqkshlrs 

hrgihsgekpykcnecgkvfa 

qtsqlarhwrvhtgekpykcn 

dcgrafsdrssltfhqa1htge 

KPYKCHECGKVFRHNSYLATH 
RR1 HTG EKPYKCN ECG KA FSM 
HSNLTTHKVIHTGEKPYKCNQC 
GKVFMQNSHLANHQRTHTGEK 
PYRCNECGKAFSVRSSLTTHQA 


10535 


40903 


A 


10596 


330 


432 




10536 


40904 


A 


10597 


1 


147 




10537 


40905 


A 


10598 


1 


380 


RTRGRGQRGKMELVQVLKRGL 

QQITGHGGLRGYLRVFFRTNDA 

KVGTLVGEDKYGNKYYEDNK 

Q/FFWHRWLHSMTDDPPTTKPL 

TARKFIWTNHKFNVTGTPEQY 

VPYSTTRKKIQEWIPPSTPYK 


10538 


40906 


A 


10599 


9 


536 


VLKRGLQQITGHGG/LFRGYLR 

VFFRTNDAKVGTLVGEDKYGN 

KYYEDNKQFFGDERLQASGLA 

LTLCEQTEEGSCLWSQRSKLGK 

SQSMNFKNSKTRSFQRTVSAGK 

TKYYHPVVAGRQQQARATCD 

HVDPRTQEHGPGAAWPYWPRL 

GLKHALLTFTVALQYRAQPLFR 

LPNLPL 


10539 


40907 


A 


10600 


239 


263 




10540 


40908 


A 


10601 


1 


600 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10541 


40909 


A 


10602 


1 


1 178 




10542 


40910 


A 


10603 


I 


1038 


MHLEVNSSPEPLDENLDNTVTS 

ALSGHEQRJQTSLPVLLTTKTEI 

LARFSQLQFPEEQSSFAYPANC 

VKSKGMNTKLPLRPLKVCREL 

TI DSDRDILYRTLFMGDSGMGK 

VQFEFGEEVH1VIKSTGFGPFSS 

YATLE°FVAVQLWGGGQHYQ 

GQQPPMGMMGQVNQGNHMM 

GQRQIPPYRPPQQGPPQQYSGQ 

EDYYGDQYSHGGQGPPEGMN 

QQYYPDGHNDYGYQQPSDPEQ 

GYDRPYEDSSQHYYEGGNSQY 

GQQHD A YQGPPPQQG Y PPQQQ 

QYPGQQGYP\KQQQGYGPSQG 

GPGPQYPNYPQGQGQQYGGYI 

PTQPGPPQPPQQRPYGYDQGQY 


10543 


4091 1 


A 


10604 


130 


213 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10544 


40912 


A 


10605 


124 


208 


LK VST* AMPLPR*TPSRRCQP* R 
TGTSP 


10545 


40913 


B 


10606 


140 


589 




10546 


40914 


A 


10607 


1 


302 




10547 


40915 


A 


10608 


2 


98 




10548 


40916 


A 


10609 


2 


190 




10549 


40917 


B 


10610 


1 


856 




10550 


40918 


A 


10611 


123 


1287 


AFSLGK\MSEKKLFGPNGERMP 

FS K VKALCAG LQATV A APKN A 

EENKAIQDVAKDTAFLGITDEA 

TEGQFMYLTGGRLTYSNWKKD 

EPNDHGSGEDCVILLNNGLWN 

GISCTSSFIAIFQWAHYQYRQAE 

NYPKGELHTLRVKLCGPSWPT 

NAIHFRSRLLMPLGPTVLLMTM 

AVFQLSQAVAMCSWCCGLVLP 

PAGCLQDKASKPRETQAQPGL 

CVRGNFRIPSRQDFAAALARAL 

SGLDLWASLWVPFADFLGSSLS 

VPWFSYLENDEEDLTRLSLRLN 

GERTFLESPGKKRIGAGTPPMS 

QEAVMLAVMERDPGQCRGEE 

GPTECRAMWPGWGGRHSLPGH 

PAMLCSFLGSDLEIRGSNGGWE 

PPF1PGLQPELARGIQGSGRGAE 


10551 


40919 


A 


10612 


292 


445 


LSICLQSAVCTPGMD/PAAPCSL 
GILDWGTLPSTAEPGREGPADA 
W V Uru V K 


10552 


40920 


A 


10613 


363 


575 


HLLPTQGALCPAEGWPAPWQG 
YTPTCDCAEDTTQLERAGQLPP 
VF*SCHRGGVSSQ*GSPGVPQL 
LHQPE ; 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10553 


40921 


A 


10614 


-* 
-> 


638 


SSKLSGLTTTvlVVDIILAHHFGQE 

ELQANLDLIQTYRMHIAQD1NQ 

DNLQLFLNSYNGRRDLEIERPIL 

GQNDNKSKTLKG\STLLVVGDN 

SPAVEAVVECNSRLNPINTTLAL 

KMADCGGLPPG*FSPGKLTEAF 

KYFLQGMGYIPLVLCYSTASGS 

MTSVARSRXTHSTSSSLGSGESP 

FSRSVTSNQSDGTAQESNCESPDV 

LDRQQTMEVSC 


10554 


40922 


A 


10615 


3 


1152 


KSCFNAFFNFEDMQE1TQHXFAV 

CHVDAPGQQEGAP/SPFPTGYQ 

YPTMDELAEMLPPVLTHLSLKS 

IIG1GVGAGAYILXSRFALNHPEL 

VERPLCSLMVDPC/ALKGW1DW 

AASKLSG\LTTNVV\EI1LAHHFG 

QEELQANLDVLIQTYRMHIAQDI 

NQDNLQLFLNSYNGRRDLE1ER 

P1LGQNDNKSKTLKCSTLLVVG 

DNSPAVEAVMADCGGLPQVVQ 

PGKLTEAFKYFLQGMGYIPVCA 

AQSPEHRVSTVSASMTRLARSRT 

HSTSSSLGSGESPFSRSVTSNQS 

DGTQESCESPDVLDRHQTMEIS 

LDDVLLSALLRN1MGKSAQQKKI 

SAKPKLEFLCPRPGTCDHGSRE 

KQGHSRGPGQFPGRWPGRAVA 

ETRGAIDHRL 


10555 


40923 


A 


10616 


169 


270 


GICPFLQLSFYHLLD*DTRYLQ1 
LRLQLKPHSFH 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/1175067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10556 


40924 


A 


10617 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSHIR 

LGQFLLIEDCKTPSPSSLGADAI 

AKQRKTSVSAAASVSAT1PIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKKIVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGA1IYMNMGNKL 

PIWCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAV1PLYP 

VVPNPYTLLSQ1PEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

A FED PTD HTSQL 1 WT VL PQG FR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGL1LARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

Q1T/G FCQLW1 PR* SKI 


10557 


40925 


A 


10618 


1 


1022 


MKPSVWAL1QLNLSPYEKGILG 

LTKRHQGRLCTDGRQGIQPLPP 

SQAHTGIPLLHPYSIQVDCAIDR 

GKLCFCCCIGECNYSDQQGPGT 

VAGSWARGISAAVSVSATILISR 

VQGPLHVLGQEVFLLLRRQTNL 

AGSERTENGAGQSPGGACYQC 

GLQGHFTKJDCPMRNKLPPRPCP 

LYQGNHWKDGEPIEHDCQQIIV 

QTSAAREDLLEVPLANPDLNLY 

TDGSSFVENGEVAKAVIAQFPT 

TVGVSCLDGRLRVLEVLARAIR 

/LGEGNKGYSIRKRGSQIVPVCR 

*HDCJSRKPHHLSPKSP*ADKQL 

QQSLRIQNQCAKITSILIHQ*QT 


10558 


40926 


A 


10619 


I 


2091 




10559 


40927 


B 


10620 


1 


2269 




10560 


40928 


A 


10621 


1 


1776 | 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10561 


40929 


A 


10622 


1 12 


1465 


LLKGARCLIQRPSFA/LQQETHR 

AHTLLLEWEPQAETAFTTLKQA 

LLQAAA LTLPTRQNFSLYVTDR 

AE1ALGVLIQTCGTTPQPVAYLT 

IEKGKERGEQQHKQLAEAAER 

KERKRQEVREREKEKETERQSK 

KEREEETKMESERKRETEKEVS 

TLAALEEPFSPPQPSLGLAEAGA 

GSLFSWGGVEGEVRGGGRAAH 

SAHRLVQVPGGQVRVQVFENP 

LLKAIKSDLPRSSLWSGRKTSV 

SAAALKEIRKEISKGTQIPLGYR 

LCPLQAVGGGEFGPTKIHVPFS 

LSDLKQ1KADLGKFSDDPDRYI 

DVLQGLG KTFDLTWRDVM LLL 

DQTLAFNEKNAALAAASEFGGI 

WYLSQVNDRMTAEERDQFPTG 

QQA1PSMDPHWDLDSDHGDWS 

HKHLLTCVLEGLRGIRKKPMN 

1 1 1 V 1 1 I—/ 1—j m ▼ 1 * v* l I'll* 

YSMMSTIIQGKEEM PSAFLQQL 
WKSLRKYTPPSSKSL 


10562 


40930 


C 


10623 


52 


690 




10563 


40931 


C 


10624 


199 


285 




10564 


40932 


A 


10625 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSOLMWT/VLPOG 

Mill ivi x is i ii'iijv^iji'i tf i/ ▼ v^jvj 

FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


1 UjOD 




A 
r\ 


1 0676 


780 


57 1 


DIYVPIRII*KLPQAYAD/PAVPP 
CTSGRIWL*IHAGAWSSFWLVS 
Y*LLPQFQILLLVYSE1Q1LPGLV 
LGECMCQGICPFLLDFLVYLRR 
GVCSIL 


10566 


40934 


A 


10627 


60 


148 


WGRGEPLCLAQGL*THQSAPC 
QNRPLGSL 




40Q15 


B 


10628 


1 


397 




1 0568 


40Q16 






55 


219 


LGNKHLLGS1DPRGSWVTGEY1 

FLRPPIAA*GRQ*DFLPFPELWW 

TSLNNSWAFS 


10569 


40917 


A 


10630 


3 


494 




10570 


40938 


A 


10631 


2 


689 




10571 


40939 


A 


10632 


157 


277 


DV*SNNSMTSLQVRCRTSMYLS 

GSSENFPRSTWICDAVAETPLA 

QEPATVPGP 


1 0577 


40Q40 


A 


1 0611 

1 UUjj 




541 


PSDROTL V VORGOKI EO AN HL 

VGLVTSVVWKDTLKKIVHGMA 

FSMLISC/PRQLSSRSITIQGILGR 

AVTRYFSHLLSCNWETLLQ1DQ 

GHQATDGLTNGTPNELN 


10573 


40941 


B 


10634 


1 


669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 AC "7/1 

1 U_> /4 


40942 


A 


10635 


I 19 


409 


GDiCHHLGLTPVGSHSLLSCSR* 
QVA*VGAVTAATIGTGILLQQL 
AFLVCNWLLLSGSSENFPRSALI 
CFKSEREKGTCIQVGPNSPPPTA 
CKGHN 


10575 


40943 


A 


10636 | 


3 


482 


LSSYSGGDLEKLYV*LRDCKYT 

NQHSVSSSRFVN1PISTLCLTQG 

L*MHPMDTLYLATLGGDLENL 

CVHTLYLANLVGMWRTFVSSS 

GIVNAPISTLSKQTT*LSVKWTN 

QQDVGGARQENKSRLPEPAVT 

TPLGSPPTPWKLCSFALCNKSC 

YCPKKKK 


10576 


40944 


A 


10637 


1 


2331 




10577 


40945 


A 


10638 


879 


1353 


SNN RTEG A RG KRQ L M SS P/STE 

PRVRLTIEGQETDFLLDTGAAFS 

VLISCLGRLSSRSVTIR*ILGQPV 

TRYFS/QPLSCNWETLLFSHAFL 

IMPESSTPLLGRDILAKAGAIIYI 

NMGNKLP!CCP\LLVEGINPEV 

11/ A T CPACTID A XT A DOT AIDI \S 

W A L fcAj l^r O KA K. N A tvrlA^ I RLK. 


10578 


40946 


A 


10639 


345 


1996 




10579 


40947 


B 


10640 


97 


1 1 10 




10580 


40948 


A 


10641 


728 


5171 




10581 


40949 


C 


10642 


1 


2049 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10582 


40950 


A 


10643 


1 


2019 


rvTNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLHIYSQDVACYGE 

NLAYFPKGFIENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKYYTQGDKVLMPLAIQVHHA 

VCDGFHVGRMLNELQQYCDE 

WQGGAQYPLRPEAHKGIQDIV 

KYLKAQGLGRKCSSPCNTPILG 

VQKLNGQWRLVQDLRLIN/EGF 

F*SSKLQAMQAMFAENSMSSV 

YSPTQEAEYWLPHGILQPADCF 

FEAASTSRSMWRE/DWLSTT/S 

LTTWNMDFADFGTTIKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLP V SL V KRKTTL A PNTQT A S P 

RALADSLMQLARQVSRLESGH 

LDHGSHSYRRSDNSLDPRSHSC 

CRSDIGLGPRSHLYCRSDYQRE 

TTIPSMPVKGNQAPCMKSNNA 

LIVILGTVTLDAVGIGLVMPVLP 

GLLRDIVHSDSIASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGATIDYEIMATTPS 

WEDEEPIEHDSQQIIVQTYATR 

DDLLEVPLANPDLNLYADGSSF 

VENGIRRAGYAIVSDVTVLENS 

LAAVTLQNRQGLDLLTAEKGG 

LCTFSG KECCF YTNQSG 1 SSPLE 

DTTTAGPFLHPIQQEVARAI IGQ 

FPTAFGVSCLEGRLRGEASWTS 


10583 


40951 


A 


10644 


803 


1 171 




10584 


40952 


A 


10645 


1 


2148 




10585 


40953 


A 


10646 


1094 


3886 


SNDRTEDDCGKHPFMSSPP\TEP 

WVCLIIEGQEIDFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGFNPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFP YQRQYPLRPE AHKG LQD1V 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLFNEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKD 


10586 


40954 


A 


10647 


762 


1298 
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SEQ !D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10587 


40955 


A 


10648 


893 


2165 


GPRGTGPKGKARSEKGRSLSHG 

PQTNKPLVVQKGQKMEQAMHP 

VGLVISVVYKDILKKIVQRETS 

HPLIHVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGA1IYMNMGN 

KLPIWCHLLEEG1YLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCNTP1LGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFCIPLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGLILARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSK1ARPLYT 


10588 


40956 


A 


10649 


2 


403 




10589 


40957 


B 


10650 


51 


1038 




10590 


40958 


A 


10651 


581 


1128 


SPCRAQRHSCMWGLWQQSPCS 

PGSWQDSSPAQSGPPPR*PFSVP 

SSPWCLPSTWPLSPSPLPASWR 

RKTSAPSLLSLATAGPP*AGVC 

E/AKTPKKKYSDDDEEEESEEN 

SRDSESDFSDDFSDDFVETRRR 

RSRRNQKRQINYKEDSESDGSQ 

KSLRRGKEIRRVHKRRLSSSESE 

GYFFIKS 


10591 


40959 


B 


10652 


1 


4296 




10592 


40960 


A 


10653 


2 


447 


KEKKRNKKKKTIGSPKRJQSPL 

NNK LLN SPA KTLPG/AC/G SPQK 

L1DGFLKHEGPPAEKPLEELSAS 

TSGVPGLSSLQSDPAGCVRPPW 
\/i r vrTni iccym ci/i r\i 

MKRLMQQSVESVWNMAFDFIL 
DNVQVVLQQTYGSTLKVT 


10593 


40961 


C 


10654 


286 


336 




10594 


40962 


A 


10655 


421 


638 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10595 


40963 


A 


10657 


I 


888 


MMNEKNLEKGLGVDSVDKDA 

MNAA1QQAIKAQPSMSPKKAPP 

APAKEARNVVAVGTGGRGTHD 

RDPSEKPPRLQWFEQQAKKLA 

KQQEEDSEEEEEDLDGDVLEIG 

KSKIKVLAESVSDWEDIDSDEE 

LECEDTEAMDDVVEQDAEEEE 

AEEGPPLGAIPJTDCLFCSHHSSS 

LMKNVAHMTKDHSFFIPDIEYL 

SD1KGLIKYLGTHSSSSNVCKGL 

WDLEKRPSI DLK/C RT* Y STKRH 

/CTRTLSASSHFILCQWTSVLS/P 

VHASTDQEIQEMHDDQSNPQN 

AVVREHCVGWGWGV 


10596 


40964 


A 


10658 


1 


1545 


MATYTCITCRVAFRDADMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRAVHGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

KDAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLLAKQQEEDSEEEEEDLDGD 

VLEIGKSKIKVLAESVSDWEDI 

DSDEELECEDTEAMDDVVEQD 

AEEEEAEEGPPLGAIPITDCLFC 

SHHSSSLMKNVAHMTKDHSFFJ 

PD1EYLSDIKGLIKYLGEKVGVG 

KICLWCNEKGKSFYSTEAVQA 

HMNDKSHCKLFTDGDAALEFA 

DFYDFSWKLAVGGHDWVERLT 

ASHYFYGYYPGARVGHRSLMR 

YYKQRFGLSRAVAVAKNRKAV 

GRVLQQYRALGWTGSTGAAL 

MRERDMQYVQRMKSKWMLK 

TGMKNNATKQMHFRVQGSQK 

EIQIFHSSEIDGIATAVEDDFASP 

TPTKDAKN 


10597 


40965 


A 


10659 


3 


943 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Mnknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


10598 


40966 


A 


10660 


1 


2427 


MATYTCITCRVAFRDADMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRAXHGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKJCAVQAVNR 

KVEMMNEKNLEKG LGVDSVD 

KDAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

DWEDIDSDEELECEDTEAMDD 

V V EQDAEEEE A EEGPPLG A 1 P IT 

DCLFCSHHSSSLMKNVAHMTK 

DHSFF1PDIEYLSDIKGLIKYLGE 

KVGVGKICLWCNEKGKSFYST 

EAVQAHMNDKSHCKLFTDGD 

AALEFADFYDFSWRLAVGGHD 

WVEVEGRIRGCGSREDNECLL 

VCNFSVIGVAIQITRKGRTPIRA 

EELPSEKNLEYDDETMELILPSG 

A R VG H RSLM R Y Y KQ RFGLSRA 

VAVAKNRKAVGRVLQQYRAL 

GWTGSTGAALMRERDMQYVQ 

RMKSKWMLKTGMKNNATKQ 

MHFRVQMDCRGIAVLVFKAPS 

FYLIMAPKHKSGDAGDSNMPK 

GSRKVLPLSEKVKVLKEKKLY 

AEVAK1HGVKLQTFGVSVTAH 

KGSVDPKSEQQQDLLQRVKEQ 

SFHSVEADPAAEGAGSGLSQLR 

KG LPQCSSRLNGSSSATK VG AQ 

AEEAPRASEGCEGCQHAVTSQ 


10599 


40967 


A 


10661 


3 


658 


GTKGWAFPITDCLFCSHHSSSL 

MKNVAHMTKDHSFFIPD1EYLS 

DIKGLIKYLGEKVGVGKICLWC 

NEKGKSFYSTEAVQAHMNDKS 

HCKLL\QDGDAALEFADFYDFR 

SSYPDHKEGEDPNKAEELPSEK 

NLEYDDETMELILPSGARVGHV 

RSLMRYYKQAIWLVKNLWQLP 

KIRKAVGRVLQQYRSPGIGLGS 

TGAALMRERDMQYVQRMKSK 

MGC 


10600 


40968 


A 


10662 


1 


221 


MNPLANSTLTDVHPHF1FKQMA 
ELDRDMDEAGNHHSQQTNTRT 
EN QT PH V LTH KWE L>TN EN TRT 
QGREHHTSEEFIAIQPEYYQKE 
KSNSDINLEGTSYWTENHCSGI 
YKVINCLESE1HSEEN*CQN*IFL 
SDNIQVELR*IPLMCDVPCPVSV 
CSHCSTPTYE ; 
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SEQ >l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1060! 


40969 


A 


10663 




1815 


MHEAGNHHCQQSNTRKENQTP 

DVLTHKWEGFDQLRLEGLLCD 

VTLMPGDTDDAFPVHRVMMA 

SASDYFICAMFTGGMKEQDLM 

CIICLHGVSKVGLRKIIDFIYTAK 

LSLNMDNLQDTLEAASFLQILP 

VLDFCKVFL1SGVTLDNCVEVG 

RIANTYNLTEVDKYVNSFVLKN 

FPALLSTGEFLKLPFERLAFVLS 

SNSLKHCTELELFKATCRWLRL 

EEPRMDFAAKLMKNIRFPLMTP 

QELINYVQTVDFMRTDNTCVN 

LLLEASNYQMMPYMQPVMQS 

DRTAIRSDTTHLVTLGGVLRQQ 

LVVSKELRMYDEKAHEWKSLA 

PMDAPRYQHGIAVIGNFLYVV 

GGQSNYDTKGKTAVDTVFRFD 

PRYNKWMQVASLNEKRTFFHL 

SALKGYLYAVGGRNAAGELPT 

VECYNPRTNEWTYVAKMSEPH 

YGHAGTVYGGVMYISGGITHD 

TFQKELMCFDPDTDKWIQKAP 

MTTVRGLHCMCTVGERLYVIG 

GNHFRGTSDYDDVLSCEYYSPI\ 

LDQWTPIAAMLRRQSDVGVAV 

FENKIYVVGGYSWNNRCMVEI 

VQKYDPDKDEWHKVFDLPESL 

G G I RACTLTVFPPEETTPSPS R E S 


10602 


40970 


A 


10664 


1 


1226 


MNEIEFRLERTPVDESDDEIQH 

DEIPTGKCIAPIFDKRLKHFRVT 

EGSPVTFTCKIVGIPVPKVYWF 

KDGKQISKRNEHCKMRREGDG 

TCSLH1ESTTSDDDGNYT1MAA 

NPQGRISCSGHLMVQSLPIRSRL 

TSAGQSHRGRSRVQERDKEPLQ 

ERFFRPHFLQAPGDMVAHEGR 

LCRLDCKVSGLPPP\DMTWLLN 

GQPVLPDASHKMLVRETGVHS 

LLIDPLTQRDAGTYKCIATNKT 

GQNSFSLELSVVAKEVKKAPVI 

LEKLQNCGVPEGHPVRLECRV1 

GMPPPVFYWKKDN ETIPCTRER 

ISMHQDTTGYACLLIQPAKKSD 

AG WYTLS A KN E AG IVSCTA R L 

DIYAQWHHQ1PPPMSVRPSGSR 

YGSLTSKGLDIFSAFSSMESTM 

VYSCSSRSVVESDEL 


10603 


40971 


C 


10665 


166 


229 




10604 


40972 


B 


10666 


251 


371 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10605 


40973 


A 


10667 


79 


1391 


PWEGSAPATSPLGEDSAWGSA 

DGSESWSCRELLQPGDVLGESC 

GLTPPALPAHCIQEGCLPPLTQE 

LRCCQPPRMGRWALDVAFLW 

KAELTLGLELLYY\CFF1GINFY 

NKWLTKSF/HIFPLFMTMLHLA 

VIFLFSALSRALVQCSSHRARV 

VLSWADYLRRVAPTAALREVA 

SLFRICPSAEEMLCPPARQRGEA 

RELSQNPI1RAGEGRLQGHRQV 

ATVICAPAPFSVMGLSPELQQCI 

VGNFASRYTMTKSSAVLF1LIFS 

LIFKLEELRAALVLVVLLIAGGL 

FMFTYKSTQFNVEGFAXWCWG 

PRSSVAFAGPSPRCSCRRLNSAS 

RIPSTPCSTCSHSCS/WGLFPLFA 

VFEG\TGLLLRVLGSLFLGGILA 

FGLGFSEFLL/VSSRTSSLTLS1A 

G1FKEVCTLLLAAHLLGDQISLL 

NWLGFAXSASREYPSTLPS 


10606 


40974 


A 


10668 


1 


1129 


M G RWALDV AFL WKA VLTLG L 

VLLYYCFS1GITFYMKWLTKSF 

HFPLFMTMLHLAVIFLFSALSR 

ALVQCSSHRARVVLSWADYLR 

RVAPTALATALDVGLSNWSFL 

YVTVSLYTMTKSSAVLFILIFSLI 

FKLEELRAALVLVVLLIAGGLF 

MFTYKSTQFNVEGFA\WCWGP 

RSSVAFAGPSPRCSCRRLNSASR 

IPSTPCSTCSHSCSWGLFPLFAV 

FEGLHLSTSEKIFRFQ\DTGLLR 

RVLG\SLFLGGILAFGLGFSEFLL 

VSRTSSLTLSIAGIFKEVCTLLL 

AAHLLGDQISLLNW\LGFA\SAS 

REYPSTLPSKPCIPEVTQSPFQK 

PLVSVLLPVTLSDSDAGSVPGG 

SAAVTPLGRCGGHLQSGWVGP 


10607 


40975 


A 


10669 


566 j 


1026 


PVMPKLIYVIRTGKQLKISLGH 
VDFQTVPSFLQQLNV/WQTIKA 

ccunnD\ir\r\/A \/i dai/dci o 
bbHPDKNL)CVAVLKQlCR5>LGS 

VENTSGKRKCWGGQSGFTTSE 

LEETEEDSDLSDYGDDVDGRK 

DALAEPCFMLIGEIFELRGKPQY 

QLEIWQVPTGTPDHLEEEANEK 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


10608 


40976 


A 


10670 


1717 


2340 


GIDVQGKKNSFSLSSFLERLPRD 

FFSHQEEETEEDSDLSDYGDDV 

DGRKDALAEPCFMLIGEIFELR 

GMFKWVRRTLIALVQVTFGRT1 

NKQIRDTVSWIFSEQMLVYYIN1 

FRDAFWPNGKLAPPTT1RSKEQ 

SQETKQRAQQKLLENIPDMLQS 

LVGQQNARHG1I/NKYSNALQE 

TRANKHLLYALMELLL1ELCPE 

LRVHLDQL 


10609 


40977 


A 


10671 


181 


399 


NRYIVP1SQIMKRKRRKVSIVLN 
VTGY*/RGM/RKPGLLNLASGFL 
LSTSPTS EN SN RCRG L WQ I DP W 
EEGETYV 


10610 


40978 


A 


10672 


66 


535 


CWWQDPLQRTRQKSVTATSTK 

1DMSNVKIPKHPADAYFKKQQL 

WKPRNRKLAGKJLSTPAARDAP 

RARPPHEAPPPPPPPELRYRVPP 

RPAPSSWRHPSGKGRRGPPGIG 

GR1VGERQLRTEYGNDRPGREG 

DPAPGCCGGARTLSLYGE1KLR 

VKF 


1061 1 


40979 


A 


10673 


67 


585 


SA A KSEMAGEK VEKPDTKEKK 

PEAKKVDAGGKVKKGNLKAK 

KPKLKGKPHCSRNPVLVRGIGRY 

SRSAMYSRKAMYKARKYSAAK 

SKVEKICKKEKVLATVTKPVGG 

DK VGGTRG\VKLRK\M PRI\ Y PT 

EDVPRKLLSHGKKPFSQHVRKL 

RASITPGTILIILTGRHRGKRVVF 


1 0£ 1 9 


HU70U 


A 


10674 


2 


282 


C1ALYCHLLNICSKVKAEMQNL 
GREFIVPGMDSATSLIWATK/DL 
MNAVIEAPEKKPLLKREKQDES 
QSEIKWASQKKHLNPVQALSEF 
KAMDS1 


10613 


40981 


A 


10675 


2 


2798 




10614 


40982 


A 


10676 


14 


2858 


PDWRETKQRPSASGLWNLALA 

QLAAEMTAVHAGNINFKWDPK 

SLEIRTLAVERLLEPLVTQVTTL 

VNTNSKGPSNKKRGRSKKAHV 

LAASVEQATENFLEKGDK1AKE 

SQF\L*E*LLAAVEYVRKQGDL 

MKTAAGEFADDPCSSVEQGNM 

VQAA*TLLSAVTCLLILA\DMG 

NVYTLLIQLKVVEDDILKLRNA 

GNEQDLGI*YKALKPEVNKVNI 

MAVKRQQELKDVGHRDQMAA 

ARGILQKNVLIFYTASRA 


10615 


40983 


A 


10677 


1 


4545 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10616 


40984 


A 


10678 


1 


1921 


MAGLGMGEEG1PGGERWEHKR 

RAHIVSNHRITRTGTHPYTHSPY 

PHKDNVHTARREHKTQDLGT1 

RSVGHSSEHTQHTTPDTVPPLV 

V1VCRVCYRPPHGETRAEYTRH 

RGQNRRTKFWVGIKEEKNLAQ 

QERTEEQLANIARGGYVLKDC 

AGQPELIFIATGSEVELAVAAYE 

KLTAEGVKARVVSMPSTDAFD 

KQDAAYRESVLPKAVTARVAV 

EAGIADYWYKYVGLNGA1VGM 

TTFGESAPAELLFEEFGFTVDNP 

LASRAVRLRLPFNNDQVEAAV 

GWKLAVERHNGPTAL1LSRQN 

LAQVERTPDQVKEIARGGYVL 

KDSGGKPDF1LIATGSEMEITLQ 

AAEKLAGEGRNVRVVSLPSTDI 

FDAQDEEYRESVLPSNVAARV 

AVEAGIADYWYKYVGLKGAIV 

GMTGYGESAPADKLFPFFGFTA 

ENIVAKAHKVLGVKAGSHIPRK 

KYDVPGKKSFSPVKYSTIGSPSP 

ERPVS1TTIPNSFVIITANRVLHC 

NADTPEEMHHW1TLLQRSKGD 

TRVEGQEFIVVEKLIRG LAMED 

SRNMFAL/S*1QRPRRQSH*KSN 

RRS*CLSQV*KRASW*AFTNI* 

WPDRHGLRKYSF/WSPGNIHHL 

RHCRML* VVRLLLRLLNAVYE 


10617 


40985 


A 


10679 


1 


2940 




10618 


40986 


A 


10680 


2 


404 




10619 


40987 


A 


10681 


2 


546 


WCPHRWRPHTLTPTAAPAVTK 
SPEATHLYGQVSWNSQNLHLE 
GQLQSASLQGSFMLK**GDPLD 
F/VMSPPRPLFERLKARISQSTK 
TFTPC ERL EKRRTSFLEGTL RRS 
FRTGSVVRQKVEEEQMLDMWl 
KEE VSSARASI I DKWRKFQGMN 
QEQAMAKYM ALIKE WPGYGST 
LFDVEGTDT 


10620 


40988 


A 


10682 


1 


555 




10621 


40989 


A 


10683 


1 


627 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10622 


40990 


A 


10684 


1 


7232 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRI VNTPIG TLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGLID 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLKKRWFVLTHIPG 

LLQEFREDALN WGPDEK1FKET 

ELV1MDMDKINGRIERAE 


10623 


40991 


A 


10685 


1 


2146 


IDSVCASDSPDRPNSFVIITANR 

VLHCNADTPEEMHHWITLLQR 

SKGDTRVEGQEFIVRGWLHKE 

VKNSPKMSSLKLKKRWFVLTH 

NSLDYYKSSEICNALKJLGTLVL 

NSLCSVVPPDEKIFKETGYWNV 

TVYGRKHCYRLYTKLLNEATR 

WSSA1QNVTDTKAP1DTPTQQLI 

QDIKENCLNSDVVEQIYKRNPIL 

RYTHHPLHSPLLPLPYGDMNLN 

LLKDKGYTTLQDEAIKIFNSLQ 

QLESMSDPIPI1QGILQTGHDLRP 

LRDELYCQL1KQTNKVPHPGSV 

GNLYS WQI LTCLSCTFLPSRG I L 

KYLKFHLKR1REQFPGTEMEKY 

ALFTYESLKKTKCREFVLSRDE1 

EALIHRQDMTSTVYCHGGGSC 

KITINSHTTAAGEVVEKLIRGLA 

MEDSRNMFALFEYNGHVDKAI 

ESRTVVADVLAKFEKLAATSEV 

GDLPWKFYFKLYCFLDTDNVP 

KDSVEFAFMFEQAHEAVIHGH 

HPAPEENLQVLAAHATSSIMQG 

DYT\LHA\AIPP\LEEVYSLQFvLK 

ARISQSTKTFTPCERLEKRRTSF 

LEGTLRRSF\RTGSVVRQKVEEE 

QMLDMWIrCEEVSSARASIIDK 

WRKFQGMNQEQAMAKYMALI 

KEWPGYGSTLFDVEVRTGCHV 

LGWAGCWHLRTWITAKFMWR 

EDKMEHFALSTSFFRAPKIVPLT 

PPFSSQFLFSCVVNASVILGMN 
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SEQ il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10624 


40992 


A 


10686 


28 


561 


MDIVQDATFVYATLQTAHYHR 
DAGLPVYLYEFEHHARG11VKP 
RTDG ADHGDEMYFLFGG PFAT 
GAKVPPDTPTGCPVSHLWMQT 

i ll OivJ w ryvJAnyr L> I v-- T /A LrlNC 

NLPCWPRYNKDEKYLQLDFTT 
RVGMKLKEKKMAFWMSLYQS 
QRPEKQRQF 


10625 


40993 


A 


10687 


148 


444 




10626 


40994 


A 


10688 


1 


1531 


PLPGARRCLHEFWGQLASMYV 

STRERYKWLRFNEDCLYLNVY 

APARAPGDPQLPVMVWFPGGA 

FIVGAASSYEGSDLAAREKEGL 

VFLQHRLGIFSFLSTDDSHARG 

N WGLLDQMXA AL R WVQ EN1AA 

FRGRPREILTLFGQSAGAMSISG 

LMMSPLASGLFHRAISQSGTAL 

FRLF1TRNPLKVAKKVAHLAGC 

NHNSTQILVNCLRALIRVAKVM 

RVSNKMRFLQLNFQRDPEE11W 

SMSPVVDGVVIPDDPLVLLTQG 

KVSSVPYLLGVNNLEFNWLLP 

YIMKFPLNRQAMRKETITKML 

WSTRTLLAKNSWGAEHGSKSL 

VGPPLAQLAPRPQNITKEQVPL 

VVEEYLDNVNEHDWKMLRNR 

MMDIVQDATFVYATLQTAHYH 

RDAGLPVYLYEFEHHARGIIVK 

PRTDGADHGDEMYFLFGGPFA 

TGLSMGKEKALSLQMMKYWA 

NFARTGNPNDGNLPCWPRYNK 

DEKYLQLDFTTRVGMKLKEKK 

MAFWMSLYQSQRPEKQRQF 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10627 


40995 


A 


10689 


138 


1898 


ICKYIMNDQWARQNCLHSPTY 

GPSENVLSSAESKPEIQLSPSCPL 

IFSSQQALSQHVWLSHLSQLFSS 

LWAG\NPLHLGKHYPEDQKQQ 

QDPFCFSGKAEW1QEGEDSRLL 

FGRVSK1MGTSKALSSPPEEQQP 

AQSKEDNTVVDIGSSPERRADL 

EETDKVLHGLEVSGFGEIKYEE 

FGPGFIKESNLLSLQKTQTGETP 

YMYTEWGDSFGSMSVLIKNPR 

THSGGKPYVCRECGRGFTWKS 

NLITHQRTHSGEKPYVCKDCGR 

G FT WKSN L FTHQRTH SG L KP Y 

VCKECGQSFSLKSNLITHQRAH 

TG EKPY VCRECG RG FRQHSHL 

VRHKRTHSGEKPYICRECEQGF 

SQKSHLIRHLRTHTGEKPYVCT 

ECG RH FS WKSNLKTH Q RTH SG 

VKPYVCLECGQCFSLKSNLNK 

HQXRSHTGEKPFVCTECGRGFT 

RKSTLITHQRTHSGEKPFVCAE 

CGRGFNDKSTLISHQRTHSGEK 

PFMCRECGRRFRQKPNLFRHKR 

AHSGAFVCRECGQGFCAKLTLI 

KHQRAHAGGKPHVCRECGQGF 

SRQSHLIRHQRTHSGEKPYICRK 

CGRGFSRKSNLIRHQRTHSG 


10628 


40996 


C 


10690 


160 


294 




10629 


40997 


A 


10691 


3 


82 


SWACAIHPTGYLIEQAGG*WVT 
ARRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10630 


40998 


A 


10692 


1 


1399 


MLRRYRPDITSCHGSTAESKGG 

VVLDVSGRARPLRRTRNSPSPT 

SLTSSKMSGLDGGNKLPLAQTG 

GLAAPDHASGDPDRDQCQGLR 

EETEATQVMANTGGGSLETVA 

EGGASQDPVDCGPALRVPVAG 

SRGGAATKAGQEDAPPSTKGL 

EAASAAEAADSSQKNGCQLGE 

PRGPAGQKALEACGAGGLGSQ 

M I PG K K A KE VTTKK R A 1 S A A V E 

KEGEAGAAMEEKKVVQKEKK 

VAGGVKEETRPRAPKINNCMD 

SLEA1DQELSNVNAQADRAFLQ 

LERXKFGRMRRLHMQRISFIIQNI 

PGFWVTAFRNHPQLSPM1SGQD 

EDMLRYMINLEVEELKHPRAG 

CKFKFIFQGNPYFRNEGLVKEY 

ERRSSGRVVPFSTPI\RWH\RGQ\ 

DPQAHIHRNREGNTIPSFFNWFS 

DHSLLEFDRIAEIIKGELWPNPL 

QYYLMGEGPRRGIRGPPRQPVE 

SARSFRFQSG 


10631 


40999 


A 


10693 


3 


441 




10632 


41000 


A 


10694 


190 


2716 




10633 


41001 


A 


10695 


1 


793 


MARQKKMGQSVLRAVFFLVLG 

LLGHSHGGFPNT1SIGKRKRASR 

RSRLSLTRDHCPGKAFPAVFRA 

ERSTGG EQE AGMLQGGEESRLF 

GSLLWTLPWRACSSWKLSQGD 

ADCLAAPGRJTRARGAQSVVSG 

C RETG W\G L FM RNT VQEH S A FR 

FAVQLYNTNQNTTEKPFHLNY 

HETSPIPLKSPPVSFCCALVVHS 

TLHRPSLCSVSSLAHRSHIPSPH 

CHCKNCCCTPLQPTNVLVDYA 

LFARSREKANVTLKLPLTEVIPF 


10634 


41002 


A 


10696 


2 


2744 




10635 


41003 


A | 


10697 


2 | 


2740 




10636 


41004 


B 


10698 


47 ! 


7237 
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SEQ II) 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SKO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10637 


41005 


A 


10699 


426 


2118 


GFGHTVHAAEGGDFGGSWQG 

DSVLLCSTVDPGSWAASRGKG 

SPCRGPLCGCCPGRSSNQPSKVE 

VAVSCSCGALLGMCMPPVVLA 

LEGCPRGVAAKGKGSPQAQTV 

RRSPSADQSLEDSPSKVPKSWS 

FGDRSRARQAFRIKGAASRQNS 

EEASLPGEDIVDDKSCPCEFVTE 

DLTPGLKVS1RAVCVMRPLVSK 

RKFKESLRPYDVMDVIEQYSAG 

HLDMLSR1KSLQSRQEPRLPVQ 

QGTRTG 1 DMI VGPPPPSTPRHKK 

YPTKGPTAPPRESPQYSPRVDQI 

VGRGPAITDKDRTKGPAEAELP 

EDPSMMGRLGKVEKQVLSMEK 

KLDFLVNIYMQRMG1PPTETEA 

YFGAKEPEPAPPYHSPEDSREH 

VDRHGCIVKIVRSSSSTGQKNFS 

APPAAPPVQCPPSTSWQPQSHP 

RQGHGTSPVGDHGSLVRIPPPP 

AHERSLSAYGGGNRASMEFLR 

QEDTPGCRPPEGTLRDSDTSISIP 

SVDHEELERSFSGFSISQSKENL 

DALNSCYAAVAPCAKVRPYIA 

EGESDTDSDLCTPCGPPPRSAT 

GEGPFGDVGWAGPRK 


10638 


41006 


A 


10700 


1 


774 




10639 


41007 


A 


10701 


124 


815 


HPGTAMDALNSMQNFLRGRPK 

TFKSLENAIEWSVKSGQIRNLES 

ARVSMVGQVKQCEGITSPEGSK 

S1VEGIIEEEEEDEEGSESISKRK 

KEDDMETKKDHPYTWRIELAK 

TEKYWDGWFRGLSNLFLSCPIP 

KLLLLAGVDRLDKDLTIGQMQ 

GKFQMQVLPQCGHAVHEXDAP 

DKVAEAVATFLIRHRFAEPIXGG 

FQCVFPGLLVTCCPPLLQHRAL 

LVNTFA PEAHC 


10640 


41008 


A 


10702 


69 


370 




10641 


41009 


A 


10703 


1 


224 


MCNTPAYCDLGKAAKDVFNK 

GYGFGMVK1DLKTKSCSGVEFS 

TSGHAYTDTGICASGNLETKYK 

vcnygltftqk*ntpaycdlg 
kaakdvfnkgygfgmvkidlk 
tkscsgvefstsghaytdtgka 
sgn letkyk vcn yg ltftqk 


10642 


41010 


A 


10704 


2 


171 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide j 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn t 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10643 


4101 1 


A 


10705 


1 


740 


MCNTPTYCDLGKAAEDVFNKO 

YGFGMGKIDLKTKSCSAVEFST 

SGHAYTDTGKASGNLEPECKV 

CNYGLTFTQKRNTDNTLGTEIS 

LENKLAKGLKLSLDTILVPNTG 

KKSGELKASYKWDCFSVGSNV 

DLDFSGPTIYGWAVLVFEGWL 

AHVriNilCCnTA l/CVl CfYNTMI? A 1 

AO Y v^FVlJ>r U 1 AKbrv-Lol^lNiNr AL 

0 Y tAAUr^Ln 1 M V 1 Ukj 1 tr kjkj 

01 Y V^K VlNVjIfclvlolNLA W 1 A/LjoN 

NTH FGIATKYKLDCRTSLSAKA 
VVLGTRVGSC 


10644 


41012 


B 


10706 


1 


318 




10645 1 


41013 


A 


10707 


2 


100 




10646 


41014 


A 


10708 


1 16 


1746 


SS VTGRTEKAR I W E VTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAGIPL 

KVLQSLMGHKSISSTEVYTKVF 

ALDVAARHRNRFTQFRLSETKE 

ITNP Y A M RLYESLCQ YRKPDG S 

CIVSLKIDWIIERYQLPQSYQLY 

YFELAIPVGYFYPGSFSTASRJL 

LLHPRGLRA1TIAVFGKQNTYIR 

LEPFKINVLEQITKHIErCLQCGG 

VVKQLSRRGKNQH1SSTYD1NR 

ADTQVRRAVNNYDIIVMSNSFN 

GQSEHQVWIARLTWVIGTINVV 

CAADVLIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

KARLTWGIGTfNVVCAADVLlV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRJLLTKYSN 

oNujv^brWJVltcvJIKlJA WubM V 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMH MLYAGIPLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


10647 


41015 


A 


10709 


284 


969 


RVSRGRKWFFIALKRMPAMKK 

AMNLFLGLSNVRTVHPEGFTV 

Y1STHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNPCVSIHP 

LWLRLRSPSARWLRCGSPSLG 

WTRTEPAPSPPRGGRTEKAR1W 

FVTnPTVRTU/ir.FAV/A A MA A 
C V 1 Ui\ 1 V rv 1 W I vj C/\ V/Artn Art 

DGVTFSVPVTPHTFRHSYAMH 
MLYAGIPLKVLQSLMGHKS1SS 
TEVYTKVFALDVAARHRVQFA 
MPESDAVAMLKQLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of Inst 
codou for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop cod on, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10648 


41016 


A 


10710 


2817 


3297 


AGCVRHRLSENRLDHRALPAA 
SKLPAYA*LPPPLPAGRL*RIPH 
RQFL* H Q I/RL/PTE RRC L LTR RT 
EKARI WEVTDRTVRTW1GEAV 
ARLAADGVTFSVPVTPHTFRHS 
YAMHMLYAG1PLKVLQSLMGH 
KSISSTEVYTKVFALDVAARHR 
VQVFAMPES 


1064Q 


41017 


B I 


107 1 1 


\ 


963 




1 06S0 


4 1 0 1 % \ 


A 


10712 


1 


1296 




10651 


41019 


A 


107 13 


1 


1 167 




1 0652 


41070 


A 


107 14 


349 


3 195 




10653 


41021 


A 


10715 


163 


864 




10654 


41022 


A 


10716 


576 


754 




10655 


41023 


A 


10717 


1 


1449 




1 06S6 


4 1 094 


A 

/A 


1071 8 


1422 


1600 




106S7 

I UUJ / 


4 1 025 


A 


10719 


489 


726 


1SCCSFFSPRPPHXTFRHSYAMH 
MLYAGIPLKVLQSLMGHKSISS 
TEVYTKVFALDVAARHRVQFA 
MPESDAVAMLKQLS 


10658 


41026 


A 


10720 


1 


1596 




10659 


41027 


A 


10721 


1 


1572 




1 0660 


41 078 


A 


IV// 


2 


100 




1 066 1 

1 UOO 1 


41H7Q 
I y 


A 


1 0771 


561 


804 


TLRQTKPDNSADPPHTVFRHSY 
AMHMLYAGIPLKVLQSLMGHK 
SISSTEVYTK.VFALDVAARHRV 
QFAMPESDAVAMLKQLS 


10662 


41030 


A 


10724 


1 


867 




10663 


41031 


B 


10725 


1 


825 




10664 


41032 


A 


10726 


1 


942 




10665 


41033 


A 


10727 


2 


100 




1 0666 


41034 


A 


10728 


39 


359 


RILGKGAGQTRAESLVWGRGV 

PARCC*PGGPFLVPGPPP*VR/H 

LSYARPM\L*PGIPLKVLQSLMG 

HKSISSPEVYRKVFALNVAARH 

RVQFAMPEFDAVAMLKQLS 


10667 


41035 


B 


10729 


41 


724 




10668 


41036 


A 


10730 


1 


1023 




10669 


41037 


A 


10731 


1 


1314 




10670 


41038 


A 


10732 


1 


1 128 




10671 


41039 


A 


10733 


892 


1611 




10672 


41040 


B 


10734 


78 


1099 




10673 


41041 


A 


10735 


1 


936 




10674 


41042 


A 


10736 


766 


1056 




10675 


41043 


A 


10737 


1 


1422 




10676 


41044 


A 


10738 


1214 


1721 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


10677 


41045 


A 


10739 


2592 


3233 


RWGRWRTGGSSRSEPTMELRA 
PAWPRGRPGQGGARPAGSELR 
GNATAPSPACLCRNILCRMEES 
PNTDGKRPETGSNKRGKAGDK 
WWKIKTG!\1RDKLMERR>JRRT 

VJi\ 1 crwA rvi W C V 1 L/lV I V IX 1 W I vj n, 

a V A A A A A Dfi VTF^VPVTPHTF 

/ \ V /-\ r\r\r\r\LJ\J V 1 r O V I V t i n I r 

RHSYAMHMLYAGIPLKVLQSL 
MGHKVISSTDFYTKVFALDVA 
ARHRVQFAMPESDAVAMLKQL 


10678 


41046 


A 


10740 


6323 


7130 




10679 


41047 


A 


10741 


319 


522 j 


RNTRYWVIMS1SVIPPSSALISKLR 

SPRLMAKKTAHFLGISRTSVAE 

FTFTRSGISRDHCVKGAGAADR 

RPNAPPRAEFQSGWFLIMECFA 

R* VG DPQL/T A/H F DA V/RRE/I M 

PL/PREG/KTL/QTE V REMPRKC 

AVFLAINLGDRFDIKADEGGIT 

niFFITOYl VI RVAHFkTPKI TR 
U/QfYNVRll Fl T AONniMFFOFA 
u a 1 TR AVTTI RHFT HHT Al OF 

LPGHVSEDCFTAERELVRASW 
QKWLVEE 


10680 


41048 


A 


10742 


2 


640 




10681 


41049 


C 


10743 


1 


2358 




10682 


41050 


A 


10744 


1264 


1894 


RGDKPQH1 VTVH RADV VKAQL 

FKQRARHYHAFNMFFGAFEQL 

FN W RH A RENFFP AG KQLCQM V 

VERADIFGNRHFIVVENHQHIR 

TDI A R V I HRFKRH ACGN R A I AM 

DTDGAAIFAFTAILYGIOFSCAS 

FYLFVVYEHGSLKTVGCPLQEV 

/WRTALESCKPAHIQLSGVLAI/S 

SIVMQSVNAMPSWSGYSSSQA 

A S A A R WLL ARSGL I C 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10683 


41051 


A 


10745 


872 


311 1 


VLKPNHLTERKGC/GFACGRYG 

KLGA WELDYSPDLDIIFLNDCP 

MNAMTAGERKIDGRQFYLFvLA 

QRIMHLFSTRTSSGILYEVDARL 

RPSGAAGMLVTSAEAFADYQK 

NEAWTWEHQALVRARVVYGD 

PQLTAHFDAVRREIMTLPREGK 

TLQTEVREMREKMRAHLGNKH 

RDRFDIKADEGGITT^IEFITQYL 

VLRYAHEKPKLTGWSDNVRIL 

ELLAQND1MEEQEAMALTRAY 

TTLREPRFSRFSLFWGCSPLGLF 

DYLADLFKIDNSHGGRFKTVLL 

TFLPPALLYLIFPNGFIYGIGGA 

GLCATIWAVIIPAVLAIKARKKF 

PNQMFTVWGGNL1PA1VILFVLP 

V/FYFIPPGLICTSLVYRASPPIS 

MPAKAVAYCVLRISGGDGSCD 

VICRGKVADRSKFWNPNWSKT 

HTEPTQQSQTATSNRTSATTAE 

QRS DE KEGNN RTRH EEQRSQN 

ATQHKRRERATTTQKTCSETVT 

PTTMNMCNEPELRRHARVLPP 

VLY1VQRRYDESHLRIS1SACNV 

CRTERHAVHTDETI HSTV V ADC 

KERVAVMRLRLPLCAACRHIG 

DVIVYSAYVCEHRCMRLLATR 

RHYVVTLTTHLRRRLFLTEVNA 

RYVC1 YDDEHSRSSTVTHAHPI 

DHQSAHYDTYVYDIGTVSYMR 

LNTSVRLIRRRAHTCTSRALMD 

SHSKDGRPMDYASAVVVTHPL 


10684 


41052 


A 


10746 


1577 


1668 


TINPPELAFVKTVH*SPRICLGFI 
HIFLLN 


10685 


41053 


A 


10747 


486 


674 


HWWKNWRRCWIPVIWH*RRSR 
TIWRCCKKWITASTLLSRSSPSK 
LPPCMSGFQPVVAGRKRR 


10686 


41054 


A 


10748 


254 


396 


ADDQIPHSKTHLKLSLEVEENQ 

Q*EI*RPLLQ*GGMSVPRCVHG 

RSG 


10687 


41055 


A 


10749 


3 


674 


1 S A ELN RPF A I RG DLG /V V WE RQ 

KQETGWRSWVP/WPHVHAEDII 

LGN PPDI/PE VTM VH LPRVEATL 

/APLALLTKTVWLPWIKLESPR1 

RFQFSHHVRRAVLCEDAYYKL 

TLAQVEKLKNGGKVIASDELM 

TKFRI PNTLEFCAPVMADAPAI 

ALLRLSLACLDLAQAMMPAFH 

KPISSSFVNDYAGTSFACAASD 

MDERRMLNAPLSLRLTLVEKL 

RRCWIPVIRH 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10688 


41056 


A 


10750 


I 


1755 




10689 


41057 


A 


10751 


I 


1662 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRJISARFGVPRTQVRTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQAL 

SKPDKYADVKKRISEIYHENRG 

RYGYRRVTLSLHREGKQINHK 

AVQRLMGTLSLKAAIKVKRYR 

SYRGEISSTTKLFLTAFRM1VVA 

I1LIATFDWNRLKPTINQKVSAE 

LNRPFAIRGDLGVVWERQKQE 

TGWRSWVPWPHVHAEDIILGN 

PPDIPEVTMVHLPRVEATLAPL 

ALLTKTVWLPW1KLEKPDARLI 

RLSEKNNNWTFNLANDD/NKD 

ANAXNRRHGRFGWIIFFSIKGGS 

PLMTNDIHGSLVYTTGKPRPKL 

EGDVESRQLRLADLGPLIGVDS 

GKGAEKSKRSEQKKGEKSVQP 

AGKVLPYDRFETDKWDVMDA 

DVRFKGRRIEHGSSLPISDLSTHI 

ILKNADLRLQPLKFGMAGGSIA 

ANIHLEGDKKPMQGRAD1QAR 

RLKLKELMPDVN 


10690 


41058 


A 


10752 


I 


477 


SELGHAGLNGD1LVWNPVLED 

A FELSSMG I R V\D\ADTLKHQL A 

\GDEDRLELEWHQALLRGEMP 

QTIGGGIGQSRLTMLLLQLAHI 

GQVQCGVWAAAVRESVPSLPL 

QLFHFTRHVVRQPLSDK1RNHQ 

RIG1KPFPALQAFHNGAKTTGK1 

GADTKLLA 


10691 


41059 


A 


10753 


414 


794 


RPSPLPTGLGDTGLGFLPRFIEM 

EKLPFVDVAEAEQELQEGPLPEY 

SGPGLALAKWG\LG\LKQVVM 

ASLFVALFLPFGRVAQELSLACL 

LTSLVVTLLICNINSMTAGILVC 

LVTVVSPGLIKVLIYDQ 


10692 


41060 


A 


10754 


88 


227 




10693 


41061 


A 


10755 


26 


261 




10694 


41062 


A 


10756 


164 \ 


361 




i r\£.c%z 
1 {JoyJ 


4 iUOi 


A 




l_>47 


1656 


RVGRPGHRASAQSGGNPQNHR 
RLGEPVSARHPAYLSTGSGDAA 
AARYRRSA*SLRR*SRASSHPPE 
RAGTPVAPGTIDIFRWRTAARQ 
HRPRLYRRLPHSAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IL> NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


10696 


41064 


A 


10758 


2096 


2248 


RL1GLHGQNSRSVPQLPMESAS 

VA*RCTAALDGGVSSTSTRWLF 

ASCTRL 


10697 


41065 


A 


10759 


I 


2240 




10698 


41066 


A 


10760 


1 


1082 


MEHERYVGISNLMLKPELYLA 

VGISGQIQHMVGANASQTJFAI 

NKDKNAP1FQYADYGIVGDAG 

ALMSEDIFDAIIVGAGLAGSVA 

ALVLAREGAQVLVIERGNSAG 

AKNVTGGRLYAHSLEH11PGFA 

DSAPVERLITHEKLAFMTEKSA 

MTMDYCNGDETSPSQRSYSVL 

RSKFDAWLMEQAEEAGAQLIT 

GIRVDNLVQRDGKVVGVEADG 

NRVMKKILTTPIKAEDLQDIRV 

GDVIYL*RHRSLSVG*RAESGG* 

RSGRJVKRTG 


10699 


41067 


A 


10761 


987 


1191 




10700 


41068 


B 


10762 


1 


1506 




10701 


41069 


A 


10763 


204 


527 


GPDRCQIGPLAE*NTGNSHKAA 
LRQQRAEGRWWQKPHGEWRA 
ATADGRTYAAISAOATAPOSPA 
GQSTMPRPPRWLSTPALPVMPA 
VTVDRQITPASVSTTKQAISA 


10702 


41070 


A 


10764 


1041 


3024 




10703 


41071 


B 


10765 


1 


763 




10704 


41072 


A 


10766 


729 


989 


HLTRQGIPTDLQLRVLSVRRKT 
NKQKGHPHRKRICTSPSSKTKS 
R*NHKDGEKTEQKNWKL*NAE 
HLSSSKGTQFLTSNGPKLDGE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Siop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10705 

* 


41073 


A 


10767 


89 


1755 


LSEGKLTNRKD1HTKTPSVRHH 

HQRPKC WK F W PG H SG RR RK * R 

/CIQVGKEEVKLSLFADDM1VY 

LENPIVSAQNLLKLISNFSKVSG 

YKFNVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKR1KYLG1QLTR 

DVKDLF KEN Y KPLLN E I K EDTN 

KWKNIPCSWVGRJNIVKMAILP 

KVIYRFNAIPIKLPMTFFIELEKT 

TLKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYNYLIFDKPEKNKQWGKDS 

LFNIWCWENWLAICRKLKLDPF 

LTPYTKINSRW1KDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 

TPKAMATKAKIDKWDLIKLKSF 

CTAKETTISVNRQPTEWEKIFA1 

YSSDKGLISRJYNELKQIYKKKT 

NNPIKKWVKDTNRHFSKEDIYA 

AKRHMTKCSSSLAVREMQIKT 

TMRVHl TPV PPVRAP.PMAk' TP 
i lvirv. x ni_, irveev i\A kj t ivi /\ is. 1 K 

RPOMwr: a crpr.i d a i a i i?i ixi 

KL^V^iN V NUAoccLi iKALALiLlIN 

I T\/i-i\/iPf^?oi 1 1 r^r~;rM cirvvNiu cdi 
LI V HMIiONrilLJijL/i fcll^ J NKor L 

QAPGE1CESFTALMAMQLLSKL 
FWS 


10706 


41074 




10768 


~f j j 


760 




10707 


41075 


A 

r\ 


1 0769 

IV/U7 


1 067 


1??S 




10708 


41076 


A 


10770 


1080 


1250 


SSGLHSWDARLVQYTQINKYN 
PAYKQSQRQKPHDYLNRCRKS 

I TYM^TTT 1-IAkTlsJQO 


10709 


41077 


c 


IV / / 1 




1 Rd? 




10710 


41078 


A 


10772 


1 S7S 


174S 


■jOULfir VVLz/AIVLVy I I \£ 1 IN IvV_^ IN 

PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 1 


1071 1 


41079 


A 


10773 


2798 


2871 




10712 


41080 


A 


10774 


601 | 


876 




10713 


41081 


A 


10775 


1 194 


1421 
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SEQID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10714 


41082 


A 


10776 


587 


1683 


GWKFWPGQSGRRRK*R/CIQLG 

KEKVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ASKRIKYLGIQLTRDVKDL 

FKENYKPLLKEIKEDTNKWKNI 

PCSWVGRISIVKLMAILPKV1YRF 

NAIP1KLPMTFFTELEKTTLKF1 

WNQKRARIAKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWCWY 

QNRD1DQWNGTEPSE1MPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTP 

YTKINSRW1KDLNVRPKTIKTLE 

ENLGITIQDIGVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

A KETTVR VM RQPTTW 


10715 


41083 


A 


10777 


1260 


2176 


SSGLHPWDARLVQYMQINQCN 

PAYKQNQRQKPHDYLNRCRKG 

L*QNSTTLHAKNS/AIN*CWKF 

WPGQLGRRRK*R/CIQLGKEEV 

KLSLFADDMIVYLENP1ISAQNL 

LKLISNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKN1PCSWI 

GRIMVKMAILPKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQKR 

ARITKSILSQKNKAGG1TLPDLK 

LYYKAIVTQNSMVLLPKQRYR 

PMEQNRALRNNAAYLQLSDL 


1 071 6 


4 1084 


A 


10778 


3813 


3983 


SSGLHPWDARLVQYTQINKCN 
PA YKQSQRQKPHD YLN RCRKS 
L*QNSTTLHAKNSQ 


10717 


41085 


A 


10779 


1312 


3348 




10718 


41086 


A 


10780 


1636 


1815 




10719 


41087 


A 


10781 


67 


403 


KFLCRPP1IRPPKTFNTLIVLARR 

CIQCFRFFDIACFNRVGKGFGV 

GHQLRGFRHDIRGFAQWTHLP 

DGCAFRDRCYAAGAQCENVPA 

LTACGDNNQR\GACWYPQQEV 


10720 


41088 


A 


10782 


506 


915 


WASVKSPVPCWNCWISHRRRV 

TCRHVRFA PG FNLAKA V/QG A A 

LVITGKGRIDSQTAGGKAPLGV 

ASVANQFNVPV1G1AGVLGDGV 

EVVPQYG1DAVFSILPRLAPLAE 

VLASGETNLFNSARNIACAIKIG 

QG1KN 


10721 


41089 


A 


10783 


1 


906 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10722 


41090 


A 


10784 


2 


597 


S1LKVACDVDNPLVGARGAAA 

VFGPQKGATPEMVEELEQGLQ 

NYARVLHQQPEINVCQMAGNA 

GAAGGMGIAAPWFFNGDIKPGl 

EIVLNAVNLAQAVQGAALVITG 

EGRIDSQTAGGKAPLGVASVA 

KQFNVPCDLGLLAYVGDGVEV 

VHQYGIDAGFNJLP\FLAPLAEV 

LASGETNLFNSARMIACAIK1GQ 


10723 


41091 


A 


10785 


1 


1140 




10724 


41092 


A 


10786 


13 


628 


LLIPARPPGINPYYWKVSEANLI 

RYFQQVGDSVTLPVMLYNFPA 

LTGQDLTPALVKTLADSRSNIIG 

IKDTIDSVAHLRSMIHTVKGAH 

PHFTVLCGYHDHLFNTLLLGGD 

GA1SASGNFAPQVSVNLLKAW 

RDGDVAKAAGYHQTLLQIPQM 

YQLDTPXFVNVIKEAIVLCGRPV 

STHVLPPASPLDEPRKAQLKTL 

LQQLKLW 


10725 


41093 


A 


10787 


3 


1185 


EQSG RG ARDGG A RDG VREGG\ 

SWTQQHGLPLTKVELATVAEY 

PVCLWQRLTUSPQYGSIP/RGD 

QSDGWKVDYNGPFSLWKGQH 

FVINGIDTCSGCKFA1PVCSASA 

KLLPMSSQNVYHRDJLHR1DSE 

QGTHFRVKEVQQWALGRGFY 

WS YYISH HPE AAGLVEQCNG I L 

KTPSQFQM G RNTLQG WGK V L P 

SLEGCAFSSSKSNLCSVVLKVF 

V PKEG M VPPG DTTM I ILNCK LR 

LPPXMPLNLLASKEVTVLD/YQG 

EIGQLLHNRGKEECVWNTGDC 

LTYLLILPSSVIKVKEKPQPHPG 

RTrNGPDPSGMKTWVTPPAGA 

VFLIGSWLRYDYGQYTWRAAS 

SQMLDRKGMNLASNLFHIGILG 

1 F VGHFFGMLTPH WM YEAMTY 

GSCDTDNANV 


10726 


41094 


A 


10788 


396 


504 


WKRLERRAIQGDSPVHKNARA 
GELDE*AATRAIPG 


10727 


41095 


A 


10789 


24 


611 


EILPVPGPVVIAW/AIFRRIAGES 
WSA1V1SGLSIARHAQQKR1ITFT 
ASLAARLEIALKIVRNADGTES 
ASEQLYQVVGAGCKMPWQSE 
AMKDVLICDKRRLMRRTGGTE 
l Y rtcKRo 1 tlrrVAAotKOO 
AQSLNQCATEAVVLTRVDSHL 
KVGDSLSHTTSFLKKFAARFGG 
QLEKALGLGSMQAFSDIRGL 


10728 


41096 


A 


10790 


212 


578 
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NO: 


SKQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, Impossible nucleotide insertion) 


10729 


41097 


A 


10791 


1 


1707 




1 \J f JU 


4 1 OQK 




10792 


-> 


313 


NAE/TVKMFTTSSKEDATFGL/G 

WRVNGNATMTPTFGT/LASPQT 

YGHTGSPPLPPICPVRPPGYLRR 

LSPRFPRLFGISLPQRPPGILERS 

LQRRRNPSGWRRRNQ 


10731 


41099 


A 


10793 


1 


1992 


MDVQSAADDTGLPMLVVRGPF 

NVVWQRLPAALEKVGMKVTD 

STRSQGNMAVTYKPLSDSDWQ 

ELGASDPGLASGDYKLQVGDL 

DNRSSLQFIDPKGHTLTQSQND 

ALENA1LAVIRHEICLSDVVRJR 

ASRRFDKTSGTPDRQKILKLGY 

LLPAGWLADVDPRLVGVMNV 

WTLLVPAALFFFGAGMLFPLAT 

SGAMEPFPFLAGTAGALVGGL 

QNIGSGVLASLSAMLPQTGQPG 

VVDDLNGIVDRAVLAAAGDAD 

VASGAARLSARHRSIVISSMGE 

RCCFIRSRITRICGFLAAGVGLD 

QLAPDFATPVIRELLALLLCLFS 

GGLAMYGYLRWLRNEKAMRL 

KEDLPYTNSLLIISLILMVVAVI 

VMGLWIPPTCIVDDRMAKYIPG 

LADSPN DTIK.GKNTLRISDLLH 

HSGGFPADPQYPN1CAVAGALY 

SQDKGQTLEMIKRTPLEYQPGS 

KHIYSDVDYMLLGFIVESVTGQ 

PLDRYVEESIYRPLGLTHTVFNP 

LLKGFKPQQIAATELNGNTRDG 

VIHFPNIRTSTLWGQVHDEKAF 

YSMGGVSGHAGLFSNTGDIALF 

NAETVKMFTTSSKEDATFGLG 

WRVNGNATMTPTFGTLASPQTA 

YGHTGWTGTVTVIDPVNHMTI 

VMLSNKPHSPVADPQKNPTMF 


10732 


41 100 


A 


10794 


2 


137 


NCLSPVSAM*WPAKTGRPILPS 
ATVTASTRNVLSKHWRIWVST 
VC 


10733 


41101 


A 


10795 


271 


553 


ATQRQDLHFVRSPGDAVYTQIT 

PEAADAVVARNPDTAQHLHC/ 

VYP/HTSNAALAQKYLHIAASP 

EVMVPLSAFHAASYSMFFMEF 

NLIAMWANFS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10734 


41 102 


A 


10796 


1 j 


747 


MLLGLHSLAAFLQRESFSGKQS 

WGCQLAALLQRR1TKMTEAMK 

ITLSTQPADARWGEKATYS1NN 

DG1TLHLNGADDLGLIQRAARK 

IDGLGIKHVQLSGEGWDADRC 

WAFWQGYKAPKGTRKVVWPD 

LDDAQRQELDNRLMIIDWVRD 

HPT XT a n A C C 1 nCAl A Ali a \ ;rvi 1 o 

1 INAPAbbLGPSQLAQRAVDLIS 
NVAODRV 1 YRI I KGbDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEAPVYACLLGDIITY 
RNGKKVEVIvrNTDAEGRLVL 


10735 


41103 


A 


10797 


444 


548 




10736 


41104 


A 


10798 


951 


1648 


TTG RFPPS VQDSF VNESSRMGL 

PDEFTLQREFER A RQQG AL AQ 

W/IAAFEGGFTGIVATLDTGRPG 

PVMAFRVDMDALDLSEEQDVS 

HRPYRDGFASCNAGMMHACG 

HDGHTAIGLGLAHTLKQFESGL 

HGVIKLIFQPAEEGTRGARAMV 

DAGVVDDVDYFTAVHIGTGVP 

AGTVVCGSDNFMATTKFDAHF 

TGTAAHAGAKPEDGHNALLAA 

/AQ ATL ALH A I A PH SEG A SR V 


10737 


41105 


A 


10799 


1495 


2282 


FDRHVGEFFLNQLETTNSLAKL 

HALIGVARRJFKGAHRRTVVGE 

GYQETFMVELFFDAVKAVTFPT 

EHVFLVQFHVVKGDFTAAIHTQ 

TELFKFGHFDARFAH1NKPFGV 

DRFVRRSPVARHHHDVRGVGA 

AGNKTLTTIKINLT1STGISRFQA 

TH VG ARA RFG DR* VRTDSTTTV 

GHRDCIITGGHR/HK.SFQPGHEA 

PQAVPLPGRFHHH*PSHDHCR* 

LVSLAGAAYRSPQDPVPYMPIS 

PGLDWVRQIVCCVMASDAD 


10738 


41106 


B 


10800 


1 


3618 




10739 


41107 


A 


10801 




490 


TG I V ATLDT/G RPG P VM AFR V D 
MDALD/LSEEQDVSHRPYRDGF 
/ASCNAGMMHACGHDGHT/AIG 

QLHRYAAHAGAKPEDGKNALL 
/AAAQATLALHAIAPHSE/GASR 
VNVGVMQAGSGR/NVVPASAL 
L\RQPTRSALNTTQQLNAR 
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SEQ ID 

NO: 


SKQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of" first 
cod on for peptide 
sequence 


Nucleotide location of hist 
cod on for hist amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10740 


41108 


A 


10802 


1 


513 


MG1ESLQAFLRSAGALGVWVY 

TFLER1LIPTGLHHFIYGQFISGP 

AAVEGGIQMYWAQHLQEFSLS 

AEPLKSLFPEGGFALHGNSKIFG 

AVGIYLAMYFAAAPENRVKVA 

RLLIPTPLAAMLVVIPEPLAEFTF 

LFISP1LYAVHAVLTASMSPVM 

YLPGVVGNMGEGK1D 


10741 


41109 


A 


10803 


1 


4941 




10742 


41110 


A 


10804 


1 


1083 




10743 


41111 


A 


10805 


1 


1363 


MPVRKNMIMNEGNITTPTNGC 

RJRASCGVPM1CINQLKDGNKK 

PSPLTAARMKQKAIILFLIRTVR 

TDTHVVEDTGRKGSRKANSRE 

RFPDAFPEFHGFADFRVLRQAM 

IQI WLVSMVQHVHNVCTTDAC 

RIVQTRJVVTAGFQLSNASLVA 

M RR WV Y R V RR 1 Q Y RRTTQT A V 

FHSTHGN YREGQPVGTL1 DDRY 

KANENVELVHYAQPLLNEADS 

LAKVMPSDIPLKQRJRWLGLQM 

LEGDIYSRAYAGEASQHLDAAL 

ARLRNEMDDPALH1ADARYQC1 

AAICDVVSNTLTAEPSRFTTAV 

DK1VLNRFLGLPIFLFVMYLMF 

LLAIN1GGALQPLFDVGSVALF 

VHG1QW1GYTLHFPDWLT1FLA 

QGLGGGrNTVLPLVPQIGMMYX 

CFSSFLKTPALACREIFVPLMRL 

RVNLRWYPPVL*RISWWTNSRI 

PTTFSTRGS AC WRATPA K 


10744 


41 1 12 


A 


10806 


199 


1083 


RLFEHPRLGVAAVENGALGKR 

SA V VLPG FDA VNHKTRFI EFVK 

SAIEGNRLTVRA1GPQFFTQTPV 

IVFNQGVSGAQNIAGRAVVLLQ 

TNSFGTGE1IKETLNILHLRPAPA 

VD*LVVITDDHHFAGVARQQA 

DPRVLNVVGILEFVHQDIGKTF 

AVVLQDMRLVKPQLVSAQQQL 

GEVHQARAVTRFL1RL1HLLPGL 

LHRITVALNMMRTQAFIFLAVD 

VPHCLPRRPLLLVEVHGFDQTQ 

KVAAWRGHRFALFVIKJWEQV 

RNVHWHRRVKIGWAEKRNAL 

RQKAGNFQMRQ 


10745 


41 1 13 


A 


10807 


49 


273 


DFLGRGAFNVINIGAWASRPVQ 
GSTVDLSHGLHLVLHLKNNL*F 
YGFDSHFLKSFFYKGTSISIQVE 
VGISQGNL 


10746 


411 14 


B 


10808 


91 


2183 





1450 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10747 


41 1 15 


A 


10809 


8 


219 


FSLWPL/KKFSNRFLKKKPMEF 
GSWTTRE1LIASFAGVRGAITLA 
GVLSIPLLLPDGNVFPARYELVF 
LAAV 


10748 


41 1 16 


A 


10810 


84 


509 




10749 


41117 


A 


10811 


-* 


163 


ENTTWLYAD*NAGRDADFGHA 

KRKWTLWLA1LAAVATAMAN 

RQPGAGLFALFT 


10750 


41118 


A 


10812 


1 


707 


MGWRMGIWLRVFTVAKHLQR 

AESDQIGFRLKEHCWKRYAVR 

HPVKDVSGFSPVLTVNMRAPQ 

SN/P A RRT V G WL RM FRRL RKR/ 

RKPRPLPLSPLHMDV/HAGNLV 

HSASGLKLIDW/EYAGDGDIAL 

EVLAAVW/VENTEQHRQLVNDY 

ATR/AKJQPAQLWRQVRRWl.P/ 

WLLMLKAGWFEYRWRQ/TGD 

RQFIRLADDSWRQLHRSNKESS 

RELVARLRVFAQSSGGAVDQE 

GGRVQCFREGL 


10751 


41119 


A 


10813 


1 


227 


SFIMVERYRAEPQTADAAPLKR 
GAFGSWLPEPDHYAED/DHQQ 
YLHKNPYGYCGIGGIGVCQAY 
KIVQIQYIARTA 


10752 


41120 


A 


10814 


1 


283 




10753 


41121 


A 


10815 


315 


569 




10754 


41122 


A 


10816 


65 


580 


SDRS*IPVRPTHRDSGNRHDGSS 

GYCRCYG*HG*HRGIRYRCWPE 

KSQTRSGLLPXLTVNYQERTYA 

AGRI PGSFFRREGRPSEG ETL1 A 

RLIDRPIRPLFPEGFVNEVQVIA 

TVVSVNPQVNPDIVAMIGASAA 

LSLSGIPFNGPIGAARVGYINDQ 

YVLNPTQDELKESK 


10755 


41123 


A 


10817 


235 


1236 


TDH DGRN DTQRI G SG E RN RPFS 

NANTAHHQCRFAGFALFCGEIF 

TTNQRRQPHPQRRDTNTHGSD 

GHHGINTLSNANQHEGIGHFVN 

RTAHIERQHQTHDHRQHNNAA 

NSGTEVSQ*AR*HAAV*RYVAE 

REIHSGDRCGKRMSAHKIMPG 

WWCALPDTAPSLSKVVFFKGC 

PHLCPWCANPESISGKIQTVRRE 

AKCLHCAKCLRDADECPSGAF 

ER1GRDISLDALEREVMKDDIFF 

RTSGGGVTLYRGEDPAEDARY 

AHTNQPRQNKAVVDDEATDV 

GGAGTVKLNRCQIARISRQDVI 

TVASRCEHGFCHPCDTVHRHD 

GDHTGTEDFVF 


10756 


41124 


A 


10818 


1 


400 
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seq in 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10757 


41 125 


A 


10819 


783 


1 1 16 


S V L H L Y Y EQNTEVH DTRG Y RP1 

KTLDIVPAFEASHLLWQSYENS 

WEQIFSASVGASWQKHYGTDV 

LTQLGYGQR11WNDIIDAGATL 

RWEKRPYDGDREHNLYVEFD 

MTFRP 


10758 


41 126 


A 


10820 


3 


474 


TCGE/AASi VDRJRGFFEPSSILV 

STLVLTLRPTGLLPLVTDSLPM 

RLLPTEJMAGSPiRS/RDISLGDD 

PGINGQRAQGTWERWTVRADE 

PQAFH1EGVMFQIRNVNGAMPF 

PEDRGWKDTVWVDGQVELLV 

Y FG Q PS WAHFQFYFN SQTH K V 

GPRAVA 


10759 


41127 


B 


10821 


93 


786 




10760 


41 128 


A 


10822 


191 


748 


GPATPRQPFKVLASLGR1.VQHG 

GRWDAQHLHNAVHLVDLIGAT 

EEGLSGVHLHKDAAQGPHVNG 

QVVGCAQEHLR*AVEAALDIL 

VDPLAKLAGAAEVHNLDGAAL 

GVAQQDVFGLEVAVNDAEAQ 

AWPERAVPCRAAAPASGSGSA 

RrvRGSGCCAGGRTGCRTAAQIP 

STSGFRNMKCRFRCTI 


10761 


41129 


B 


10823 


I 


2724 




10762 


41 130 


B 


10824 


116 


2458 




10763 


41 131 


A 


10825 


1 


1317 





1452 

BNSOOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10764 


41 132 


A 


10826 


99 


2052 


NPADGRTGFTLCATGEALSSAT 

IAAAERRQALQEGCDDJLS/HG 

DADMVSMAR/PFLADAELLSK 

AQSGRA/DEINTCIGCNQACLD 

Q/IFVGKVTSCLVNPRACH/ETK 

MPILPAVQKKNLA/VVGAGPAG 

LAFA\FNIAKQIPGKEEFYD/TL/ 

RYYRRM I E VTG VTLKL/N HTVT 

ADQLQAFDETILAVG/1VPRTPPI 

DGJDHP/KVLSYPDVLRDKAPV/ 

SN/KVAI1GCGGIGFDTAM/YLS 

QPGESTSQNIAGFC/NEWGIDSS 

LQQADCDAPAKASKPGQGLGK 

TTGWI/HRTTL/LSRGVKMIPGV 

S/Y QKIDDDGLH VVING ANQGS 

DMLRLQGELDSASRIGRRSAAP 

KLGSLNDGRCFINCH1LDRLPY 

KGLVPACSWNGGSLDPLEGRP 

DEPHVEVLGIPPAAMLDQAPRL 

ASTLNGCLGVAGPYEDERTQE 

GLPGPRDTAAEEVLGVQTGGA 

GSRGRVRGPQPADLPSASGPGA 

ACWSMSPPPDQPPCVLAHGFFR 

RTPTSTQQRP A EQCFHSPAPLEL 

PLSSTSSILSFAEYGNAMAWLY 

KUMLroU 1 r IJI^LIS./\.^o AiNlJCjN 

PDPTMEKAFIQLIHDGIRSIAMS 
NPILSCRRYGRYQEWCLTIPAV 
FISAPYVRRYVRFHEHQEGGGV 
RQEATVRE1PLAIAVIPNSRTPC 


10765 


41133 i 


A 


10827 


1 


525 


DAMVSSWNRAAPNTIPTAAKA 
GGNYLSSLLVGSEARRHGYQE 
GIALDVNGYISEGAGENLFEVK 

t^vj v L*r 1 1 / rvjr t ooALrU I 1 t\XJ/\l 

I K L\AKE\LG IE VREQ V LSR/EKS 
LYLADEVF\MSGT\AGEITPR\RS 
GNGYSGLAKGRCGPVTKRIQH 
ALQGVYSWVTPGYFESVRCTA 


10766 


41134 


A 


10828 


8 


573 


REPAGENGPPVCDGAMLDLKA/ 

WGSECHQQLTGRDNQQIKRSIY 

LLPERAKLAELRLLVIPGQVDY 

LQHIEELAAFIKGLGDVPVRLN 

AFHAHGVYGEAQSWASATPED 

VEPLADALKVRGTCRPDKTRQ 

ASHQA LCANCRM RRERL1 RPTV 

RHKPVGMIRRDKRRIRHYAPTA 

GCGVNALSGLRFGTDL 



BNSDOCID: <WO 0175067A3JA> 



1453 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10767 


41135 


A 


10829 


1 


479 


SNATNG1EPPRGYVSIKASKDG1 

LRQVVPDYEHLHDAYELLGEM 

PGNDGYLQLVGIMQKF1DQSIS 

ANTNYDPSRFPSGKVPMQQLL 

KDLLTAYKFGVKTLYYQNTR/G 

RR*RRTRRSGAVNPGTMGCESG 

ACKNPGYLRMPGCRRKTPL1PA 

LPGFGFW 


10768 


41 136 


A 


10830 


1 


443 ; 


MDSLMDMLAST\QGRRMDDQR 

VTVSSLPGFQPVGSKAYKPSRR 

PDKAFTPHPASQYQILHAPLVA 

AIVSGLTAARVVFVRLQQPSLG 

VLSNTSGCDATNVVGRLQDNA 

SVSPGIVHTDSV1WRSCQVRRS 

AVHTLWRQKTRLFDAVDA 


1 U /OV 


A 1 1 ^7 


A 
r\ 


1 UO J 1 


1 
i 


323 


MDLVTGSRKVIIAMEHCAKDG 

SAKILXRRCTMPLTAQHAGHML 

VTELAVVRSFDGKMWLTE1AD 

GPTSQAQPAATYRJPLSNSRVR 

RRYRHRYYRYNLSIRKKRHRPL 


10770 


41 138 


A 


10832 


526 


975 


TP YPA Y VQ HVTPG RJ RRG KRRI 

RQCLPVLESRFHNTQKSRGETE 

GASGFSLQHHLGDSSRAAPGPY 

RVSTAAADSGGRAGSSAPSALV 

PRGC*GPSLAPAGRSQR*HRGG 

GQLSPAAPRTANKAAGLGPPA 

RLNFFIRAQCDSRINDITR ! 


10771 


41 139 


A 


10833 


1906 


2049 


PLSUEADFRI WAN AG*RM VAGI 

KPS1ARVPLVLQVSALEVPEQC 

YRH 


10772 


41 140 


A 


10834 


1 


808 


MPKPNTRWSAWGLRRLKRKW 

SVARGSNLNRSVQYEFTGRGD 

RIGWVKG I DDN WH LTLF1 ENGR 

ILDYPARPLKTGLLEIAKIHKGD 

FRJTAANQNLIIAGVPESEKAKIE 

KIAKESGLMNAVSPQRENSMA 

CVSFPTCPLAMAEAERFLPSF1D 

NIDNLMAKHGVSDEH1VMRVT 

GCPNGCGRAMLAEVGLVGKAP 

GRYNLHLGGNRIGTRIPQiTRRI 

EH RAN DA RTH RKVAEA FTRFA 

LFRPAPYQF1KRRQDFRLVMFSI 

YMPVPS 



1454 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ IONO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


10773 


41 141 


A 


10835 


248 


830 


HHYRKMNIQQSKWLIVTVCDG 
KLNWLLSGSKVCCTWMLCVQ/ 
SEPELAKAWIFANLLAAFLIDDI 
JQPSLDFPPRRAE1T1AADGTISA 
LNPGDPANTVAPVPiRI Kl Vk'A 
TGSFVORGODGIFRI "sA PTOAT 
RG P V LQ A DPTLR VM SG V LEG S 
NVNAVAAMSDMIASARRFEMQ 
MKVISSVDDNAGRANQLLSMS 


10774 


41142 


B 


10836 


328 


481 




10775 


41143 


A 


10837 


14 


675 


FRKLQVCWLPRPHLRPWWTCK 

PRWFGSCLRVFL/LERVI/GDV/ 

WGLRLWSALGVAFFG/WAFITS 

LQAKRGWMRIVP1ILLAAALVS 

VRPLQDWAFGATHTAQTQTHL 

NFTQIQTVDELNQALVEAQGKP 

VM 1 DT V A nwrVAfk' PPPk' VTF 

SDPQVQKALADTVLLQANVTA 
NDAQDVALLKHLNVLGLPTILF 
FDGQGQEHPQARVTGFMDAET 
FSAHLRDRQP 


10776 


41144 


A 


10838 


1 


1413 


G M ALT YTA LG L V V A A AG LQFQ 

AALQHPYVLIGVLAIVFTLLAMS 

MFGLFTLQLPSSLQTRLTLMSN 

RQQGGSPG/GAILLYIAQSGNM 

WLGGGTLYLYALGMGLPLMLI 

TV FGNRLLPKSG PWMEQVKTA 

FGFV1LALPVNIAPGSLDKALNQ 

YAAHSGFTLSVDASLTRGKQSN 

GLHGDYDVESGLQQLLDGSGL 

QVKPLGNNSWTLEPAPAPKED 

ALTVVGDWLGDARENDVFEH 

AGARDVIRREDFAKTGATTMR 

EVLNRIPGVSAPENNGTGSHDL 

AMNFGIRGLNPRLASRSTVLMD 

GIPRPLRPLRSAAAFTGSRFARQ 

HGCHCTWYAVVVRCVTDTQS 

VGGVVNFVTRAIPQDFGIEAGIL 

MSDLKHGSLVGACLGRLGPGA 

VLYLAVAVLGVRVRRGVVLVC 

PLGGTGLGYSCQGGAFQFAAS 

CFLGRYGVVQGVIHVCFGPRSV 

FLDDCLRFDLPCLVWLSCPR 



1455 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


10777 


41 145 


A 


10839 


1 


908 


LLKPFHVIA1ATGRSLAVFCMG 

RLRTICSHATPPASAl/LLYI/AQS 

GTWGGGGTLYLYALGMGLPL 

MLITVFGTRLLPKSGPWMEQV 

KTAFGYVILALPVFLLERVIGD 

VWGLRLWSALGVAFFGWAF1T 

SLQAKRGWMRIVQI1LLAAALV 

SVRPLQDWAFGATHTGQTQTH 

LN FTQI KTV DELNQ A L V E A KG K 

PVMLDLYADWCVACKEFEKYT 

FSDPQVQKALADTVLLQANVT 

ANDAQDVPTSAPF1SPPNALVAI 

1VQLRFGDFYNRVSKGSRPTVF 

GRTLKARRJTLSEKSILKAKIH 


10778 


41 146 


A 


10840 


3 


808 


SSGGHGRRAAGRLQHPLLRVH 

VPVVDTSCVPSCSRLQWHHLPL 

CPGQLQHGHFHGPWCFPPSG*G 

♦GQGGRLPGSAVQERGCARYP 

GPHEVVCHVPLLPPAALLPLQR 

L*QLCRGL*PPLPLGQ/PTASGV 

ETIATSSCSCCHSVHTWWASWP 

S A WSTC*TTLRG WEPRTPPSRJ L 

GSCGPHCRGDVDRGHVHPGE* 

AFQSLVPCQGTPKGPMAPP*VG 

RGVSP/PGTRVEAALSCESPPHA 

RQSMCFNLHTHSIDPKQSRRPY 

SDNVGKE 


10779 


41147 


A 


10841 


2 


646 


CSWQPAVPTQPQPAGPSAPRQG 

LPGHSRGAQPALVSPHKGLTPV 

PGTPAVPASTPPAPAGGEGLPSP 

AAGAPPAHCPG/HPPAPATAAP 

VPGLCGPCPSLPACPQTR/PPTH 

VNTKKRV/PG/VRPAARRPWPP 

GCTWRGARTVTFLHQLNPGVN 

CQMLTVGRSGIRPTCTIASCSV 

NKLHPQMHPATQPHHRMALSP 

SHSEGPSHCWGLSLGDISPIPR 


10780 


41148 


A 


10842 


3 


550 





1456 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 0781 


41 149 


A 


10843 


2 


1 132 


LCLVMILYTrvRRWCKRRRVPQ 

PQKSASAEAANEIHYIPSVL1GG 

HGRESLRNARVQGFTNSSGTLSI 

RETPILDGYEYDITDLRHHLQR 

ECMNGGEDFASQVTRTLDSLQ 

GCNEKSGMDLTPGGDGRKARL 

MNKYKDN1IATSPVDSNHQQAT 

LLSHTSSSQRKRINNKARGMHV 

* H * G EG D SGTE AENDPQLTF YT 

DPSRSRRRSRGRNDRGGRNKTT 

LTLIS1TSCVIGLVCSSHVNCPLV 

VKITLHVPEHLIADGEPVLLRM 

GSQLDASDWLNPAQVVLFSQQ 

NSSGPWAMDLCARRLLDPCEH 

QCDPETGRREHRAAGNCQRDH 

ARAHSVWLGSPPYHDTSLRWS 

PM YTTMESAPH A FPPS VTADAE 


10782 


41150 


A 


10844 




3935 


H A SG PG LKM A L AG LC ALL ACC 

WGPAAVLATAAGDVDPSKELE 

CKLKS1TVS ALPFLREN DLS I MH 

SPSASEPKLLFSVRNDFPGEMV 

V VDDLENTELP YF VLEI SGNTE 

DIPLVR WRQQ WLENGTLLFH I H 

HQDGAPSLPGQDPTEEPQHESA 

EEELRILHISVMGGMIALLLSIL 

CLVMILYTRRRWCKRRRVPQP 

QKSASAEAANEIHYIPSVLIGGH 

GRESLRNARVQGHNSSGTLSIR 

ETP1LDGYEYDIT 


10783 


41151 


A 


10845 


184 


357 ; 


ALQGWSKNLHXPEDIQLGKTPP 
P*QVAQEGGWSRRVGSDTW1L 
EEQPG STTRRV S VGM 


10784 


41152 j 


A j 


10846 


226 


609 


VILSSFDL1KHGILLEISDS1QFRG 
fi^R^R tppi r.r.i pci w/* Dr.npo 

UKlvoiurtLvjuLccL W ruULK 

QPRP\WRA\GRHLQPGSLGSLVS 
KHQLRGSRKTL/YSAFRKCHLL 
SVWEGKPLKI*RGDQVADSSQK 
KQLAADAHTPYRGGDI 



1457 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


10785 


41 153 


A 


10847 


20 


1317 


SSHQKQMLAPCFLGSLQNWQH 

HTAGKGK/WVLGTCAFGEQLA 

ASGHMKETRADRSKKLFRHYT 

VGSYDSFDTSRGGRVRKPYAGF 

FPDLQD1CDEQPRPLHSTLRPAC 

GGIQPGKQQPMPFAKTDTCASD 

KHVEKKLERLIHQAVSDAPEPS 

RVVKGIFIGGLPCARLWVVPYL 

MGHVQEVTMAEGYERASQATF 

REQMQEVPCCLQRSTGSSMKT 

GNKIRRVTDNVLTRSGPLFNDIL 

SVAVDSSVSVLIWMHLFSSHPL 

G1VRYWGCMGISCKLLLLTRVC 

YLITPLDLERFPFPNTEQVTFPE 

RRVSVFLLPLSWCLDTRLPREP 

GCRSRRDSFTHRVFYSVTPTSG 

DVPGSH PFCDKPVRRGDDPYIR 

NDRGTLYSTLQFISTCVQVVGV 

YGHLPGFKSDAAQAVPRLLSQ 

KRDQNHKEEE1TDGDERPK 


10786 


41 154 


A 


10848 


1930 


5781 


RAKSPANI IMTGSNSH1TILTLN 

VNGLNSP1KRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVA1LVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RF I KQV LSDLQRDLDSHTLI MG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADL1DIYRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTE1 ITN YLSDHSAIKL 

ELR1KNLTQSR 


10787 


41 155 


A 


10849 


1 


3654 




10788 


41 156 


A 


10850 


1 


5127 




10789 


41157 


A 


10851 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRJSRQ/ 

KTLQARRQS WFFEKFN KIDRPQ 

ARLIKKKREICNQIDTIKNDKGD 

1TTDPTEIQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEI EAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEAS1I 

L1PKPGRDTTKKGNFRPISLMNI 

DAKIL 


10790 


41 158 


A 


10852 


1 


3663 





1458 

BNSDOCID. <WO 017S067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=5top codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10791 


41 159 


A 


10853 


1 


3210 


MVKGSIQQEELTILN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDY WVHNhMrvAEIKMFFETN 

ENKDTTYQNLWDTFrCAVCRGK 

F1ALNAHKRJCQERSKIDTLTSQL 

l/n n/ ap/at 1 ! in/ a cnnrkr , i r rr/'in 

KJELEKQEQTHSKASRRQEITICIR 
AELKEIETQ 


10792 


41160 


A 


10854 


1 


3354 




10793 


41 161 


A 


10855 


I 


5073 




10794 


41 162 


A 


10856 


1 


3235 




10795 


41163 


B 


10857 


1 


3300 




10796 


41 164 

• 


A 


10858 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

G A I INSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASI 1 LI PKPG RDTTKKJE 

NFRPISLNfNIDAKILNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQH1NRAKDKNH 

MIIS1DAEKAFDICIQQPFMLKTL 

NKLGIDGTYFK1IRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRINIVKMAILPK 

V1YRFNA1PIKLPMTFFTELEKTT 

LKFIWNQKRAH1TKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYMYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRW1 KDLN VRPKT 

1KTLEENLG1T1QD1GMGKDFMS 

RTPICAMATKAKIDKWDL1KLK 

or \ t\ 1 i 1 rv V JN rvv^r 1 1 W trv 1 r 
KTNN PI K K WF K D MTsI R HFSK F D 

rv l ill"! l rv rv vv i_< rv u \ vi i n r\ 1 1 \ o rv i_/ lj 

IYAAKKHMKKCSSSLAIREMQI 
KTTM RYHLTPVRM A 1 1 KKSGNN 


10797 


41 165 


B 


10859 


1 


3420 




10798 


41 166 


B 


10860 


1 


4019 





1459 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



si:q id 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Me! 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10799 


4! 167 


A 


10861 


1 


1825 


MVKGS1QQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTD1YRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE1ITNYLSDHSA1K 

LELWIKNLTQNHSTTWELKNLL 

LNDYWVrfNEMKAEIKMFFETN 

EN KDTTY KN L WDTFKA VC RG K 

FIPLNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSICASRRQE1TK1R 

AELKEIETQKTLQK1NESRSWFF 

ERINKIDRLLARLIKKKREKNQl 

DA IKNDKG D1TTDPTEIQTT1 RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQS1EKE 

GILPNSFYEASI1LIPKPGRDTTK 

KLENFRPISLMN1DAKILNKKLA 

KRIQQHIKKL1HHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDLF 

KENYKPLLKEIKEDRNKWKN1P 

CSWVGRINIVKMAILPKNILITL 

QLLLVLPELSTLIPLWLPALAGQ 


10800 


41168 


A 


10862 


1 


4449 




10801 


41169 


A 


10863 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADL1DIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTE11TNYLSDHSAIKL 

ELRIKN FTQSRSTTWKLNN LLL 

NDYWVH7MEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


10802 


41 170 


A 


10864 




3297 




10803 


41171 


A 


10865 


1 


4791 




10804 


41 172 


A 


10866 




3316 




10805 


41 173 


B 


10867 


1 


3415 




10806 


41 174 


B 


10868 




4753 




10807 


41 175 


B 


10869 


j 


3384 




10808 


41176 


A 


10870 




3345 




10809 


41177 


B 


10871 




3772 




10810 


41178 


A 


10872 




3720 




1081 1 


41179 


A 


10873 




3894 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


10812 


41180 1 


A 


10874 


1 


3335 


MVKGSIQQEELTILN1YAPNTG 

APRF1KQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK1DH1V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


10813 


41181 


A 


10875 


1 


3780 




10814 


41182 


A 


10876 




3852 




10815 


41 183 


A 


10877 


1 


3345 




10816 


41 184 


A 


10878 


965 


4362 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFFSAPHHTYSKl 

DHIVGSKALLSKCERTEIITNYL 

SDHSAMKLELRIKNLTQNCSTT 

WKLNNLLLND Y WVHN EMKAE 

IKM FFETNENKDTTNQM L WDA 

FKAVCRGKF1ALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKTLQ 

KINESRSWFFERJNKIDRPLARLI 

KKKREKNQIDT 


10817 


41185 


A 


10879 


1 


3921 




10818 


41186 


A 


10880 


1 


3988 


MTGSNSH1T1LTLN1NGLNSAIK 

RHRLASWIKSQDPSVCCIQETH 

LMCRDTHRLKIKG WRK1 YQAN 

GKQKKAGVAILVSDKTDFKPT 

KIKRDKEGHYIMVKGS1QQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSILDR 

STRQKVNKDTQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSKIDHIVGSFCALLSKCKRTEI 

ITNYLSDHSAIKLELR1KNLTQS 

RSTTWKLNNL 


10819 


41187 


A 


10881 


2 


462 


YFTDRLRARLAGTPL/IMFGTIA 

RSGVR1VSREPLNRRA1LI1ALSL 

AVGLGVSQQPLILQFAPEWLKN 

LLSSGIAAGGITA1VFSLAGHPA 

LATNAQPMEAFLLHQTTFFQNL 

IRVKEAICSDQFNTTMFRGLQG 

NSACTKCNPRCLNELTPTE 


10820 


41188 


B 


10882 


16 


163 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=|>ossiblc nucleotide insertion) 


10821 


41 189 


A 


10883 


2 


1509 


RDEVNGCIRLVYDMYSTFGFEK 

IVVKLSTRPEKRIGSDEMWDRA 

EADLAVALEENNIPFEYQLGEG 

AFYGPKIEFTLYDCLDRAWQC 

GTVQLDFSLPSRLSASY VG EDN 

ERKVPV MIHRA1 LGSM ERF I\G 1 L 

SEEFAGFFPTWLAPVQVVIMNI 

TDSQSEYVNELTQKLSNAGIRV 

KADLRNEK1GFKNRSGELSHLP 

PINQSKPRNFPSAALPQVPQPTH 

LSQRPRASPKPPPPDPERVELSL 

EEHREMLEGFYEEISKGRfCPTLl 

LRTQLSVRVNAILASLESVKPL 

YTM ALG LL VKYPDSA LGQ LR I E 

STVDGSRLY1TGNGVLFQHVKF 

HAFLLYLGYTPQAAREVRJMQF 

CHTLREFALEYRTCRJERVLQQQ 

QKQATYRERNKTRGRMITETE 

KFSGVAGEAPSNPSVPVAVSSG 

PGRGDADSHASMKSLLTSRPED 

TTHNRRSRDRHGPRGCQVCSA 

QPSLLRAVPVADMRALMTGKD 

CPPCPGKRLRGAELGPL 


10822 


41 190 


A 


10884 


296 


757 


ISRFRRRALSPKAESSLSSILPRE 

KRSPSRTW1LTPRRLFSLAISSKS 

AGNTLSSR1FK*KA*ACK*RGR 

VSTRCRIFLALFIVTIKHRLMMR 

STASNRQYSISIWTILPCWSARC 

FSIKIAGIPAEPPRYLL1SPGILTG 

LKINFFTTVSFW 


10823 


41191 


A 


10885 


1 


519 


MGLPWQVGMGAIFWGAIGLLL 

LTIFRVRYWTVIIANIPVSLRVGIT 

SGIGLF1GMMGLKNAGVIVANP 

ETLVSIGNLTSHSVLLGILGFFII 

AILASRNIHAAVLVSIVVTTLLG 

WMLGDVHYNGIVSAPPSVMTV 

VGHVDLAGP1GNSLV/GCPYFAI 

LRRFSDGSGGLGRNQI 


10824 


41192 


B 


10886 


1 


3489 




10825 


41193 


A 


10887 


817 


1528 


WGSRDNRDEIRNTLVLDTLRLQ 

RVCAQRAFLVLFVLGKVTFEEL 

NFTFILVIQNVRGDTVEEPTVVR 

DNHRTARELQQGVFQRAQGFD 

IQVVGWFVEQQHVAANLSRCR 

LVNTPTQQVRFSTATFRVIWRV 

TPTAGKLSGGFLFKM YGLPAA 

AIAI\GTLLNQKTARKWAVL*SP 

PALTSFLTG1TEPIEFSFMFVAPI 

LYIIHAILAALFMWKFVPETKR 

KTLEELEALSNRJAAE 


10826 


41 194 


C 


10888 


1 


573 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 AO"> 1 

10827 


4 1 1 95 


A 


10889 


2321 


2554 


WRKRCVKVRNLSPLCLPDRKL 
TLPCCSIA1RNC1AKJLPVS*LWV 
A L WG WVTGRLRLN L I FTLTRK 
RQKLSSSQGSRW 


10828 


41 196 


A 


10890 


1 


4350 




10829 


411 97 


A 


10891 


137 


686 


KLLELRSKREAGMLERSSSRMV 

TCSQWAATRNPVVALPIYGFIE 

RCLVPFGLLH1WNVPFQMQIGE 

YTNAAGQVFHGDIPRYMAGDP 

TAGKLSGGFLFKMYGLPASAIA 

IWHFVKPETRAKVGGIM1FAAL 

TSFLTGITEPIEFSFMFVAPILYI1 

HAILAGVWHSQSVFFWGCVTVR 

RSRTV 


10830 


41 198 


A 


10892 


3 


3831 


SIGMMGLKNAGVIVANPETLVS 

IGNLTSHSVLLG1LGFFI1AIL/AS 

RN I H A A VL VS1 V VTTLLG WML 

GDVHYNGIVFVAPPSVMTVVGH 

VDLAGSFNLGLAGVIFSFMLVN 

LFDSSGTLIGVTDKAGVLADEK 

GKFPRMKQALYVDS1SSVTGSFI 

GTFSVTAY1ESSSGVSVGGRTG 

LTAVVVGLLFLLVIFLSPLAGM 

VPGYAAAGALIYVGVLMTSSL 

A RVN WQDLTES VPAFITA VMM 

PFSFSITEGIAL 


10831 


41 199 


A 


10893 


6 


146 




10832 


41200 


C 


10894 


1 


1197 




10833 


41201 


A 


10895 


1 


763 


MCSEKVAMCCDDDDDDDDDD 

DDDDDDDDDYSCSHGFWDFSY 

TWNTSIPQGHLGMGSPIKGLVE 

IRDKLGDRTQRVYIQRITGNGL 

EFENPCKQFRGLTRMYIRRLTR 

LSVQWYMVALERPVLQKYRY 

RGSKAHETSHSMSTVTSSNEKQ 

DNTRIDTQGATNR/VATLRHRE 

TVLANEVAPYAATDNVLAAST 

DVGDVSWKLPVAQCFSPCFAV 

GTPLHT WQ/SG LLQECQQEHQQ 

VTDTQPYHCPIPKNVTPSPLK 


10834 


41202 


A 


10896 


2 


412 


LFEFTLDVKVRESPILVFRDESM 

RTACSPDGLCSNGFGLELKCPF 

I oKJJrfVll^rKLULir tAllvoA YIvlA 

QVQYSMWVTG KD A WFF AN YD 

PRMKREGIHHVVVERDPQYMS 

DFNEMVPEFIEKMDEALAEIGL 

TVRELGI 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10835 


41203 


A 


10897 


3 


663 


ARGKKPPRRGKEDFWDLSIATR 

VSVNPIKFPVEA*PFLKP\LQQV 

S\GPLGGRLPLPIPGNLLLQVAD 

GTLSLTGTDLEMEMVARVALV 

QPHEPGATTVPARKFFD1CRGL 

PEGAE1AVQLEGERMLVRSGRS 

RFSLSTLPAADFPNLDDWQSEV 

EFTLPQATMKRL1EATQFSMAH 

QDVRYYLNGMLFETEGEELRT 

VATDGHRLAVCSMPIGQSLPSH 


10836 


41204 


A 


10898 


377 


1077 


WRGQRCLASVFPRHPGAEGRG 

RPVFRAETIFL**SRRGLAR/TGR 

R1CLPVKLKAADFPNLDDWQSE 

VEFTLPQATMFCRLIEATQFSMA 

HQDVRYYLNGMLFETEGEELR 

TVATDGHRLAVCSMPIGQSLPS 

HSVIVPRKGVIELMRMLDGGD 

NPLRVQIGSNNIRAHVGDFIFTS 

KLVDGRFPDYRRVLPKNPDKH 

LEAGCDLLKQAFARAAILSNEK 

FRGVRLYVSESQLKSRQ 


i fie ^7 




A 

/ V 




591 


871 


VRGFPSGAEQLYG*SVSLLILLP 

NLSNSG/RTGFPVAPLPYSKSPS 

DFMSLLISTVPGSQL*QPIQRAE 

LVCTTCSPIVSAPTGQAPTQGAF 

SH 


10838 


41206 


B 


10900 


1 


1765 




10839 


41207 


A 


10901 


1 


1177 


MKSL1IVNPADC1GCRTCEVAC 

VVAHPSEQELNADVFLPRLKV 

QRLDSIKRF WEQM M RI VTA A V 

MASTLAVSSLSHAAEVGSGDN 

WHPGEELTQRSTQSHMFDGISL 

TEHQRQQMRDLMQQARHEQPP 

VNVSELETMHFPGMLFETEGEE 

LRTVATDGHRLAVCSMPIGQSL 

PSHSV1VPRKGVIELMRMLDGG 

DNPLRVQIGSNNIRAHVGDFIFT 

SKLVDGRFPDYRRVLPKNPDK 

HLEAGCDLLKQAFARAAMLSN 

EKFRGVRLYVSENQLKITANMP 

DQEEAEEILDVPYSGAEMEIGF 

NVSYVMDVLNALKCENVRMM 

LTDSVSSVQIEDAASQSVAAYV 

GMPMRLEGSPPLGNPEFQKISSP 

CALYIALCSKARHHTGRYLGLC 


10840 


41208 


A 


10902 


527 


925 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10841 


41209 


A 


10903 


1 


1514 


MAFGLFWLI WILMST1TRGIDG 

MSLALFTEMTPPPNTEGGGLAN 

ALAGSGLLILWATVFGTPLGIM 

AGIYLAEYGRKSWLAEVIRFIN 

DILLSAPSIVVGLFVYTIVVAQM 

EHFSGWAGVIALALLQVPIV1RT 

TENMLKLVPYSLREAAYALGT 

PKWKMISAITLKSAVVGNMTRJ 

LXLRMAPIVVKTAPLLFTALSNQ 

FWSTDM MQP1ANLPVTI FKFAM 

SPF A E WQQL A W AG V RN LN F Y Y 

GKFHALKNINLD1AKNQVCVC 

YNQCTESLVNGLYANAAHLVS 

VGQRSTGNSSVIKARQGSSIRP 

MIVKYSALCLCRMRSERFIRRT 

KHRKFDRLQCTCRPDKRSASG 

NLAFV1SLRPVPLVAVVFALFA 

AFPMFSDVSIQLRHF1FANFLPA 

1 UUVIyKY Ifcl^r V AiNcMNKIVl 1 A V 

GACGLIVTALLLMYSIDSALNT1 
WRSKRA RPK I Y SF A V Y WM 1 LTL 
GPLLAGASLA1SSYLLSKQWAI 
D I DS VN RLG A II LTA L 1 TG DT 


10842 


41210 


A 


10904 


900 


1250 


WYACDQCQTCLPDHAPECAVA 
AM l^C I Alt I kj 1 YK^buKbKK 
QSAMVL*RVRVLL**RRETACH 
VRAGLL*S*GTALGGHYRRLQQ 
♦NSTGRHAGSGGTPLRQRSSVV 


1 UOnj 


A 1 "> 1 1 


A 

A 




ozo 


5_>U 


AMLNGTLPLEN1LH*LRNITAIM 

1MLVIFHGLSA*SVCYIPGRGSV 

MSDRV 


10844 


41212 


A 


10906 


307 


858 




10845 


41213 


A 


10907 


698 


1115 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 

jv I 1 o/V^IJVlr l^rlJLiL I AAK.INLA 
PA PPHV*KJP\A/I-IPI-IQr;TPf^RP A P 

roV tvA I i A AVJIVLA 1 1 r KJ Y KUUr 

i r.i \yfr , noPMPk r PTnr; atmppi t 

N/1 IP A ATAMQF 
rvi 1 tvAA 1 Alvlofc 


10846 j 


41214 


B 


10908 


1 


721 




10847 j 


41215 


A 


10909 


1 


2615 




10848 ! 


41216 


B 


10910 


1 


1164 




10849 \ 


41217 


B 


10911 


1 


1930 




10850 


41218 


A 


10912 


689 


1033 


RIMVHATGLMKHASSPGCWDL 

"KIP RTR R priVR RVTP*OR AQ+k'P 

♦SVTTS/CIMPKPDGLTAAKNLA 
EA FEH YTM E WH PH\DGPEHS VFM 
PSR*APMTR*KIYSSPPYRSSQR 
AHRHA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


i uoj i 


A \ 1 1 Q 




1 0913 




686 


NPSQLWEAAPPQWKW1QGAGK 
VSCQLSRAADQLGRQHHISDPC 
FSIVPLIL*FAAYFPINPAVLKLA 
PVALYADA1RYNARTPLQGSLL 
PLTRLVWA 


10852 


41220 


A 


10914 


1313 


2370 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* S VTTS/CIM PK PDG LTA A KNL A 

EAFEHYNEWHPHRANPDANVV 

SEDVLRESVGKSVVNL1HGVRD 

MAAIRQLKATHTDSVSSEQVD 

NVRRMLLAMVDDFRCVVIKLA 

ERJAHLREVKDAPEDERVLAAK 

ECTNIYAPLANRLG1GQLKWEL 

EDYCFRYLHPTEYKRIAKLLHE 

RRLDREHYIEEFVGHLRAEMK 

AEGVKAEVYGRPKHIYSIWRK 

MQKKNLAFDELFDVRAVRIVA 

ERLQDCYAALGIVHTHYRHLP 

DEFDDYVANPKPNGYQS1HTV 

VLGPGGKTVE1Q1RTKQMHEDA 

ELGVAAHWEI 


10853 


41221 


B 


10915 


1 


1556 




10854 


41222 


A 


10916 


1566 


1947 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

*SVTTS/CIMPKPDG LTAAKNLA 

EAFEHYNEWHPH/ECAGLSLAT 

GISAAAGL*WARRSFIQRDSRD 

PRYRAPIRJHPLPGANHLRQ 


10855 


41223 


B 


10917 


1 


1571 




10856 


41224 


A 


10918 


2024 


2589 


QDMQNLLVLRETSVKPEYPGL 

KVPEAFR/RIQGRKGEPGEGAY 

VYRSAFSVFQKPRFSCALGGAI 

AASWAGGGAPSPCGRRAELPW 

GPGPVGVAQTVCPERPRRERRL 

RGEREEEAADKVMARRWRKSR 

RRKRKEMEERMSPEETEGTNF 

DFAGEAVGQAERKGPAFSAAE 

ESFHEEEKRRRKEQSDLTF 


10857 


41225 


B 


10919 


690 


2724 




10858 


41226 


A 


10920 


3892 


4338 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10859 


41227 


A 


10921 


2573 


3473 


ANGARLALPPLGTFQGRQLRRR 

RPR WRR RRPG E A SG P V M RL RG 

PRPG AS AQPWDGGSQV AR* WC 

PFPSPQGWDGGSQGGQGDGAR 

FRTH R A K VQQDGDG R* DE A DG 

VHRHAPLQGRLVLVQVGVADE 

REDDAGNEGLQHLQQPGYGGH 

IASDLAGPGPGPGHFGGVSHTR 

DAGEEGGGDGVVPRTAVGQEL 

UlUuuVUUUUKJbAbbOKJAGEG 

DGEVAPRQGEAGLEPAQLHDE 

DDQGHGEAEAPGEHGPVAHGP 

RPGAHASHQREGHAGRHQLQQ 

A K ETQG LCQGPRGPH DHGG PQ 


10860 


41228 


A 


10922 


819 


1274 


NPLPRLQLRRQLHLPSVRNCCQ 

TRRCG R* HRQRLRQ* ARRKL VR 

c>V YrUoCLKQLLRbE WK*Y*RV 

*VLGWYSAVSTSSLPFDYCFLP 

NSDGYRRVVDPGSLSGHPFLYQ 

RYGWQHDDVHQPDLGLGPPGS 

LHPDPACFRCVLRNCGNLLA 


10861 


41229 


A 


10923 


720 


3546 


RDGRKPLQPDAARNCGGSQSQ 

RSGSRKRRGDRR1/TLMSLKTRK 

AN R W A * SFRRKM A A I STP/RTD1 

ACAKYRYETLHADRVLYYIDS 

RQHQHLMQAWAIVRJCAGYVP 

ESVPLEHHMFGMMLGKDGKPF 

KTRAGGTVKLADLLDEALERA 

nni \/ A CDTD VP a vcun/T\7rni 

RKLVAbR 1 RYSAKbWK T VFRL 
VIGEQMIDVLGPEKRRRRTTQE 
KIAIVQQSFEPGMTVSLVARQH 
GVAASQLFLWRKQYQEGSLTA 
VAAGEQVVPASELAAAMKQ ^ 


10862 


41230 


A 


10924 


764 


1227 


RJMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
* SVTTS/CIM PKPDGLTAAKNL A 
bArbHYNcWHrHNPI LEWrLb 
HCHIHKYPSKSTLIHQGEKAET 
LYYIGKGSVAVLIKDEEGKEMI 
LSYLNOGDT1GDLGLFFFGOFR 
SAW 


10863 


41231 


A 


10925 


2467 


2653 


WLPFGLSHHNSPHPTSWGAN\G 

GFCQLLSMSVL1MHSGTLGAH 

WDFSPVIGLEANRGVGDGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10864 


41232 


A 


10926 


1 


860 


MSHQLTFADSEFSSKRRQTRKE 

IFLSRMEQILPWQNMVEVIEPFY 

PKAGNGRRPYPLETMLRJHCM 

QHWYNLSDGAMEDALYEIASM 

RLFARLSLDSALPDRTT1MNFR 

HLLEQHQLARQLFKTFNRWLAL 

GVMMTQGTLFDATIIEAPSSTK 

NKEQQRDPEMHQTKKGNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEKQF 

VSAMPATKEPQREELAEVDVD 

LLIAERPGKVKTLK/TESAQ/GT 

KRPSTSNT* KPASVPG WSTRFA 

SSSGSSAS 


10865 


41233 


B 


10927 


754 


910 




10866 


41234 


A 


10928 


2395 


3454 




10867 


41235 


A 


10929 


1 


1377 


MSCMTPASDGTFISIDDEEAKQ 

FRESVVEWLMTN H PHDCPVCE 

EGGNCHLQDMTVMTGHSFRRY 

RFTKRTHRNQDLGPF1SHEMNR 

CIACYRCVRYYKDYADGTDLG 

VYGAHDNVYFGRPEDGTLESE 

FSGNLVEICPTGVFTDKTHSER 

YNRKWDMQFAPSICQQCSIGCN 

ISPGERYGELRRIENRYNGTVN 

HYFLCDRGRFGYGYVNLKDRP 

RQPVQRRGDDFITLNAEQAMQ 

GAADILRQSKKVIG1GSPRASVE 

SNFALRELVGEENFYTG1AHGE 

QERLQL ALKVLREGG I YTPALR 

EI ES YDA VLVLGEDVTQTG ARV 

ALAVRQAVKGKAREMAAAQK 

VADWQIAAILNIGQ\HPLFVT/N 

VDDTRLDDIAAWTYRAPVEDQ 

ARLGFAIAHALDNSAPAVDGIE 

PELQSK1DVIVQALAVFRLVIGE 

QM1DVLGPEKRRRRTTQEKIAN 


10868 


41236 


A 


10930 


19 


586 


IAALLKDKHPAMLLLAATKRG 

KALAARLSVQLNAALVNDATA 

VDIVDGHICAEHRMYGGFAQE 

KINSPLAIITLAPGVQEPCTSDTS 

HQCPTETVPYV/APRHEILCRER 

RA\KAASSVDLSKAKRVVGVG 

RGLAAQDDLKMVHELAAVLN 

AEVGCSRPIVAEGENWMERHAQ 

HKSWNPLSWAPLGSQAHP 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seq uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


10869 


41237 


A 


10931 


1 


1364 


MLR1LCLALCSLLTGTRADPGA 

LLRLGMD1MNREVQSAMDESH 

1LEKMAAEAGKKQPGMKPIKGI 

TNLKVKDVQLPVITLNFVPGVG 

IFQCVSTGMTVTGKSFMGGNM 

EI I V ALN ITATNRLLRDEETGLP 

VFKSEGCEVILVNVKTNLPSNM 

LPKMVNKFLDSTLHKVLPGLM 

CPAIDAVLVYVNRKWTNLSDP 

MPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIJCL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRLLSLSR 

KSSSIGN FNERELTGFITS YLEE 

AYIPVVNDVLQVGLPLPDFLAM 

NYNLAELDIVELGGIMEPADI 


10870 


41238 


A 


10932 


1 1 1 


415 


VSALSLLLHRAPRCRRPSLPP1 O 

DAGLHGWEHGVQRGRGPAAH 

RDPV*EGWHHSGHLAQGHSEG 

*PCGDSETPAGREGKTAGHRTG 

RCGCRQEQTEGAQQD 


10871 


41239 


A 


10933 


2 


219 


FLGGEGVIFPRGWWGAAMRFV 
STGSRHTTP*GSEKSAGPHTQW 
HQNSK*ATSETRLHSCASEGIVP 
AGCRPY 



1469 

BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/U S0 1/08631 



SHQ ID 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10872 


41240 


A 


10934 


1 


2358 


VPMVVVPPVGAKGNTPATGTT 

QGKKAEGTQNQSKKAEGAPNQ 

GRKAEGTPNQGKKTEGTPNQG 

KKAEGTPNQGKKAVEGTPNQG 

K K A EGA KNQG KK V DTTPNQG 

KK V EG A PTQG RKA EG AQN Q A 

KKVEGAQNQGKKAEGAQNQG 

KKAEGAQNQGKKAEGAQNQG 

KKAEGGQNQGKKTEEAQKQG 

KKAEGAQIQGKKNEGAQTQGK 

KAEGAQNQGKKNEGAQTQGK 

KAEGAQTQGKKADGAQNQGK 

K A EG AQNQG K KA EG AQNQG K 

KAEGAQNQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGT 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

K V EG AQNQG K KA EG AQNQG K 

KAEGAQNQGKK AEG AQNQGQ 

KGEGAQNQGKKTEGAQGKKA 

ERSPNQGKKXGEGAPIQGKKAD 

SVANQGTKVEGITNQGKKAEG 

SPSEGKKAEGSPNQGKKADAA 

ANQGKKTESAFVQGKNTDVAQ 

SPEAPKQEAPAKKKSGSKKKGE 

PG PPDADGPL Y LPYKTL VSTVG 

SMVFNEGEAQRLIEILSEKAGII 

QDTWHKATQKGDPVAILKRQL 


10873 


41241 


A 


10935 


967 


1574 


SLKCLI1SLSPVHSYPGKRPEVSF 

SPINSGQPPNYEMLKEEHEVAV 

LGVAYNPAPPTSTVIHIRNETSV 

PDHV/VLVPVQHSLHEP\CCLGF 

IAFAYSVKSRHRKMVGDLTGA 

Q/ALCLHRQVPEHLGPDFGHPH 

DHSAHHHPSVDLPSLPSSFLLLF 

LFLFLPALQLLFLSFSLVFFFFFS 

FFPLFQRLELWGWGEWDHHST 


10874 


41242 


A 


10936 


3 


370 


RVAT1VDIWEKSISGKKNSQNL 
FVN PCCLGFIAFAYSVKSRDRK 
MVGDLTGAQA/LCLHRQVPEH 
LSPDCGHPHDHSAHHHPGVDL 
PSLSIDQEASSRPGARALQDGA 
WASVFPSVQWEQQGW 



1470 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10875 


41243 


A 


10937 


76 


614 


PDRRWSSLDTMNHTGQTFFSPV 

NSGQPPNYEMLKEEHEVAVLG 

APfTN PA PPTSTV 1 H 1 RSETSVPD 

HV/VLVPVQHPLHEP\CCLGFIA 

FAYSVKSRDRKMVGDVTGAQ/ 

ALCLHRQVPEHLGPDSGHPHD 

HSAHRHPSADLPGLWIDQEASL 

RPG A LPMTC1PRTPTS I PRP A P R 

GQELCP 


10876 


41244 


B 


10938 


695 


1011 




10877 


41245 


A 


10939 


410 


5501 


EAKTHKSVVMTDPLLDSQPASS 

TGEMDGLCPELLLIPPPLSNRGI 

LGPVQSPCPSRDPAPIPTEPGCL 

LVEATATEEGPGNMEIIVETVA 

GTLTPGAPGETPAPKLPPGEREP 

SQ E AG TPL PGQET A E EEN V E KE 

EKSDTQKDSQFCAVDKGQGAQR 

LEGDVVSGTESLFKTHMCPECK 

RCFKKRTHLVEHLHLHFPDPSL 

QCPNCQKFFTSKSKLKTHLLRE 

LGEKAHHCPLCHYSAVERNAL 

NRHMASMHED1S 


10878 


41246 


A 


10940 


446 


1704 


GGPDMDARAPAVGGSCHQHGP 

SGAPGP/CIGRMES/EVGVRDHA 

IPEGARCNRFRICETTEGPLHCSR 

CGLLCPSPASLRGHTRKQHPRL 

ECGACQEAFPSRLALDEHRRQQ 

HFSHRCQLCDFAARERVGLVK 

HYLEQHEETSAAVAASDGDGD 

AGQPPLHCPFCDFTCRHQLVLD 

HHVKGHGGTRLYKCTDCAYST 

KNRQKITWHSRIHTGEKPYHCH 

LCPYACADPSRLKYHMR1HKEE 

RKYLCPECGYKCKWVNQLKY 

HMTKHTGLKPYQCPECEYCTN 

P\ADALRVHQETRHREARAFMC 

EQCGKAFKTRFLLRTHLRKHSE 

AKPYVCNVCHRAFRWAAGLR 

HHALTHTDRHPFFCRLCNYKA 

KQKFQVVKHVRRHHPDQADPN 

QGVGKDPTTPTVHLHDVQLED 

PSPPAPAAPHTGPEG 



1471 

BNSDCXIID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10879 


41247 


A 


10941 


1 


944 


MSILLTSlARQSRDKRTRLGHK 

QR1LAGLGSNHPIRRNLQGLRR 

FALVDRQLVVQNVVTRWCRM 

VYQSAANVFIQHRPISHDERVQ 

QRGTA1TMMVQQAQWAERGK 

SGLSGVAIGPAVDTSALQAQLR 

ETLPPHMVPVVLLQLPQLPLSA 

NGKLDRKALPLPELKAQAPGR 

APKAGSETI1AAAFSSLLGCDVQ 

DADADFFALGGHSLLAMKLAA 

QLSRQVARQVTPGQVMVASTV 

A KL ATI I DA EEDSTRRM/ Wl RN H 

SAVA*R*WPDAVLFPSCVRFCL 

AVQRALALSRSTMVDYRHSVT 

APQWPHADGGKPG 


10880 


41248 


A 


10942 


1 


939 


MRTILTIDIQLRYPRRPGAFGTH 

TFLKC AFSN KQRRFTVKRf A FL 

AARYPASQEMPPVRHGHAVAA 

AIPCGNVPANGNTPARYKGQC 

GLCSSTLQDALRDFIQVAHTCEI 

PLMPACFGLADDKLWRWLNE 

KLPCSLMLLPTLPPSVLGIRLQN 

QLQRKIVLFGGVWMPGDEVKK 

VTCKNGVVTMEIWTRNHADIPLR 

PRFAVLASGSFFSGGLVAERNG 

1REPILGLDVLQTATRGEWYKG 

DFFAPQPWQQFGVTTDETLRPS 

QAGQTIENLFAICVSMLGGFDPI 

AQGCGGGVCAVSALHAAQQIA 

QRAGGQQ 


10881 


41249 


A 


10943 


25 


479 




10882 


41250 


A 


10944 


2 


453 


APS RTSG SS VG LQG S Y V L D V DG 

REFGCERVKG*FLVHRAGHL/L 

TLWLFSSQINKMEWWSRLVSS 

DPEINTKKINPENSKVSPGWLG 

ELQQEGEGPRCFQSFTDSCHCL 

PS\LSDLDSETRSM V EK M MYDQ 

RQKSMGLPTSDEQKKQEILKK 



1472 

BNSDOCIO: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10883 


41251 


A 


10945 


3 


1110 


RDPQERRERGTRVQSSGTW1GA 

GAMGGEQEEERFDGM LLAMA 

HQHEGGVQELVNTFFSFLRRKT 

DFFIGGEEGMAEKLITQTFSHH 

NQLAQKTRREKIARQEAERREK 

AERAARLAKEAKSETSGPQIKE 

LTDE KAE KLQLE IDQK KD A EN P 

EAQLKNGSLDSPGKQDTEEDEE 

EDEKDKGKLKPNLGNGADLAQ 

* RLNPDPCRELDLA VPF\CVNFR 

LKGKDMVVDIQ/RRQHLGVGL 

KGQPAIIDGELYNEVKVEESVSW 

LI EDG\K V VTVHLEKIN K MEW 

W S R L V S\S DPE IN TKKAIN PEN S K 

LSDLDSETR\SMVEKMM\YDQ\ 

RQKSMGLPTSDEQKK\QEILK\K 

FMXDQHPEMGFFPKAKFPTNPC 


10884 


41252 


A 


10946 


50 


426 




10885 


41253 


A 


10947 


1 


942 


QVWKQNCFKHYSNETDNSTTQ 

LVGLQTLQVVVPSL1LCEHCMN 

FSSPHVWCCLVQAVPGGQGQT1 

MQVPVSGTQGLQQVSN1*KY*A 

VYQRRGFK£*IITTYQTQQIIIQQ 

PQTAVTAGQTQVIPLALSHRSK 

TDLEESDN* VRYFPVNADGTIL 

QQG KCTH KLP* DFLGQLFCPLD 

N*HLSSSGQGTVTVTLPVAGNV 

VNSGGMVMVRKCIFQLCL*NF 

LEHAT*CLLKFEPLYVNAKQYH 

RILKRRQARAKLEAEGK1PKER 

RVCITLGRI*ERRIAGFYF*NYLL 

YPKEKDSPHMQVGRHIHF1LLFI 

TLY 


10886 


41254 


A 


10948 


24 


378 




10887 


41255 


A 


10949 


15 


658 


QRPNAAQTQPSRGCQLSAPARA 

GRFHPQSCRPSRVGCKGHVCIP 

GDRSLALWPPRLGCGE*TSSAL 

DSQGILVSNFPHEGS/PTPQQSG 

LKTGRILLNHGRRRLKVSQSEG 

TRRRHALSTGG DTGRA RN ARS 
GGGRSPRSSLPAASSTPGVCWS 
PRMSQARQPPSCRRGVPRRPEM 
LRSLSPSCQICVCVRFRH 



1473 

BNSDOCID: <WO 0175067A3JA* 



WO 01/075067 



PCT/LJ SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10888 


41256 


A 


10950 


1171 


1639 


PMALWADGRARHKVGTECEC 

GMHPGL KCSGRTLG SQTM L AT 

TPCDSPT*1/SNKNGLRSV/SYR* 

CLINALWLFSISPHILVRCGTESS 

*LLPSLVPSWLP*LVRVR\PLPT 

GWC*IPSCLKP\PPTWSSHHSPQ 

RLP*NPATLVCLQNGTARSHSS 

TPV 


10889 


41257 


A 


10951 


2 


357 


HERJLLNPG RETDWATCYSETAS 

CSVA*ATVQ*HDHGSL*PQTPG 

LKWFSHFSLPSSWDYRHVPPCP 

ETGPCPVTQDGVQWSYHGSL*P 

QTPRLKQSYHVSLPSSWDYRW 

EHPVAGKQA 


10890 


41258 


A 


10952 


15 


578 


IQTTPKGRRTKPCHRQKRTIVTP 

RQSTPRSN RGKDTRSKQRDETT 

E*TTRAQDTNKEGATQDRTETA 

RRTQSNMEKEKPNQHNRXRXD 

RDSRJCDKGHERETKNTERNRT 

K RREKJRKDNKHN E A KSQRQTR 

KKKETKETATRKREEPSNSCSM 

HPFQ1SWLHSVGDNGRRDQLLC 

QGFHLYYLMCFPQ 


1 0891 


41259 


A 


10953 


2 


369 


DIDPTGLQSQGSPKGQDPPLMF 
SEDYQKSLLEQYHLGLDQKLR 
KYVVGELIWNFADFMTNQCQP 
KTTPSVILFLPSCEEPQANKATL 
VCLMNN/FYPGILMVTWXADG 
TL1TQSVEKTTPSKQS 


10892 


41260 


A 


10954 


1 


417 


FGTGPSASPRTSFRHQCGH*PH 

WTAVTVDSQGAGQPKTTPSVIL 

FLPSCEEPQANKATLVCLMNNF 

IPGILMVTWTCADGTLITQSVEK 

TT/PSKQSNNKYVASSYLSLTPE 

\SWRSRRSYSCQVMQEGSTVEK 

SVAPAECS 


10893 


41261 


A 


10955 


113 


767 


G PM RPGTGQGG LE APG EPGPN 

LRQRWPLLLLGLAVVTHGLLR 

PTAASQSRALGPGAPGGSSRSS 

LRSRWGRFLLQRGSWTGPRCW 

PRGFQSKHNSVTHVFGSGTQLT 

VLSQPQ/ALTPSV1LFLPSCEEP\ 

QAN KA\TL VCLMNDF YPG I LTV 

TWKADGTPITH\GVEKTTPSKQ 

SNTvlKYVASS/YTLSLTPEQWRS 

RRSYSCQVMQEGSTVEKSWAP 



1474 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10894 


41262 


A 


10956 


1 


344 


GSAAGQVQQQQQRRHQQGKV 
1 VKYUKN.bLKK.KLVLbcWIVE 
QLGQLYGCEEEEMPEVEIDIDD 
LLDADSDEERASKLQEALVDC 
YKPTEEF1KELLSRJRGMREN*A 
PPPKKSV 


10895 


41263 


A 


10957 


3 


349 


TMNNMRGQILLLFLLIWLWNR 
YOU'- V CjSSEKHKJASQLELIQS 
QrHYCV ILDKLLNFSEPVHVK 
QEQLLSVCSEKEVTEVKVLALV 
NHVGSKCCFLIFCSGPS*PKFSV 
SQVFSD 


10896 


41264 


A 


10958 


998 


1383 




10897 


41265 


A 


10959 


39 


402 


TDHIMREYKLVVLGSGGVGKS 
AL 1 VC^r VQGIr VblCYDPTIEDS 
YRKQVEVDCQQCMLEILDTAG 
TEQFTAMRDLYMKNGQGFALV 
YSITGQSTFNDLQDLREQILRG* 
RTREDVXPM I L VGN 


10898 


41266 


A 


10960 


25 


739 


YKKNFD1SLLSVKCETCTHMLT 

SSSL*C*NLICRSLFLIDFNL*AG 

FVI*VGFTAQSTFNDLQDLREQI 

LRVKDTEDVSIFSLCKMLCHLS 

VAK*KSACFQNLARQWCNCAF 

LESSAKSKINVNEVTYNCWAA 

QTSAFLVCFKLTARLLALSITNV 

SSCTG WG VQRSHQDQGN SKH A 

ASSVWKVGFGIVRLGTGTCLSS 

LERGYMCMEKEMFDPYTPSRV 

LKPRSEALELFGPLKSLT 


10899 


41267 


A 


10961 


946 


1424 


YFRFLCVIFCSFLLRCLVSRVLL 

YPMLIAE1PRVQGRGGPSWPGL 

GGRLLKELSRLLTFLKVRKLSIL 

ou WRbVPHj^rbL 1 bPP/PPAPP 

HPGPGSWLASASAPHLSQPPAA 

GPAGQPPSPGSPVPGGCSLALP 

\ /HTC \ / 1 r~* I CDD A 1 1/ D A A a o a n\/\/ 

V 1 bVLCLbPPALIvPAAASAPVV 
AVH 


10900 


41268 


A 


10962 


■ 


148 


TALQEFGTRSG1PALGCPPPDP* 
PPPGSCPPPEPQLLSVGEPSRCS 

fen 


10901 


41269 


A 


10963 


10 


233 


LGAARRAQLLESWPRA\PPPAR 
LHACHLQP/LPRTPKVHTS* PTQ 
QQGGFSLCLKKKNVPVSVEMIC 
SSARLKLTE 


10902 


41270 


A 


10964 


1 


331 


RPLLLSTLCWELRAALSYWRA 

CiRAPPPPARI HAfiPA^f.FWVI T 

PSGGEEGEPRTHLWGGGGRRG 
GGRKKKD*GGQGRGAGGFATF 
SPPANAPRLHTSLTNSSARWIFL 
CV 



1475 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /=possinlc nucleotide ! 
deletion, \=possible nucleotide insertion) 


10903 


41271 


A 


10965 


4 


1023 


FPRAGEKPYTCEESGRAFNQS* 

TLTTHMT1 HAG * KPY KCEECG K 

AFYRFSYLTKHMIIHTGETFYK 

CEECGRGFNWSSTLTKHNRIHT 

GEKPYKC EQCG KA LN ESSN LT 

AHKI1HTGEKPYKCEECGKAFN 

RSPKLTAHKVIHSGEKPYKCEE 

CGKAFSQSSILTTHKRIHTGEKJP 

YKCEECGKAFNRSSNLTKHK.il 

HTGEKSYKCEECGICRTPKMAV 

FSQCHQVLKITN1HYPSSIATIVH 

GDRAQSHVDICTLGDKASGAII 

GTAFYTTQCEQRAYNETAVSR 

YTISRPPSHHGGDSETTEFSPAI 

GRCNGVHKSWGSNRCSDRWRS 


10904 


41272 


A 


10966 


1 


290 | 




10905 


41273 


A 


10967 


1 


1508 


MSWAARPPFLPQRHAAGQCGP 

VGVRKEMHCGVASRWRRRRP 

WLDPAAAAAAAVAGGEQQTP 

EPEPGEAGRDGMGDSGRGECP 

SRRAGEPVTALSATPPPPPFPV1S 

SSMGSPGLPPPAPPGFSGPVSSP 

QVRGCDQLTAWPLSFSCFPCNP 

VLGVRGLHCPPPPGGPGAGKRL 

CAICGDRSSGMWLRG*TERESL 

GHVSSPVG*DLTYSCRDNKDCT 

VDKRQRNRCQYCRYQKCLATG 

MKREGKDPPCPGVLDHMPFSLI 

PLRPPEEMPVDRILEAELAVEQ 

KSDQGVEGPGGTGGSGSSVSV 

GVNPLSFVMGVGGGSLGLWAK 

R!PHFSSLPLDDQVILLRAGQ*P 

WIPLTS*HLTPL*LPDLFLATGL 

HVHRNSAHSAGVGA1FDRSVA 

LG*AGM*IEGVGL*AGPCLRAII 

LFNPGKRR1TFVSQGQGNLGAS 

S S PM ET YCKQ K Y P EQQG R * DG 

AGGH*GSLGGGECYEDVFLFFF 

KLIGDTP1DTFLMEMLEAPHQL 


10906 


41274 


A 


10968 


945 


1131 


MICTVAISYVLFVDVY1SLLSAT 
CSPKPQGSAVFQHD*VSPGI*NG 
SERCCSRDRHRQFLW 


10907 


41275 


A 


10969 


37 


332 


A EG I RTIQGTEN 1 FC K V V WG RQ 

VSLSQTNTLEGQSNDHGCQLR 

KRTFISTFTAHYSRFFLQRF/VFP 

YTGFEKCQSTAW*KPRYLLSHS 

VKGKRNLHPA 


10908 


41276 


A 


10970 


137 


283 




10909 


41277 


B 


10971 


1 


624 





1476 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10910 


41278 


A 


10972 


3 


618 


KTQDPAKAPNTPD1LEIEFKKG 

VPVKVTNVKDGTTHQTSLELF 

MYLNEVAXAQHGVGRIDLGDN 

R\F1GMKGRGIYYTPTGTILYHA 

HLHIEAFTMDREVRTIIQGLGLK 

FAELVYTGFWHSPECELCRHCI 

AKSQERVEGKVQVSVLKGQVY 

ILGRESPLSLYNEELVSMMVQG 

DYEPTDATGFININSLRLKEYHR 

LQSKVTAK 


10911 


41279 


B 


10973 


1 


1102 




10912 


41280 


A 


10974 


748 


1396 


LYLQRPFFQ1RSSLQVLGHRQIF 

PQSPRCLHLAPPPLMRHSHRSPT 

WY*FSPRRTQQSRPVSAQPLGS 

CGGIQPAPPPVTQPSQLSPPRGS 

R* LGSDG AGTQPRH VQNPCPLT 

CVHM*SPPPPCLNLQARCPQSL 

RAKVVPAVEQRARVGHVESPG 

SHCWLEREPEVGSGPQQGQRPL 

PAGAAD*CLGAFWQTHLDLGD 

SLISCSHDLQGWQLSQA 


10913 


41281 


A 


10975 


1 


846 




10914 


41282 


A 


10976 


2 


851 


WNSAELGRGGPGAGGAGVIGM 

M RTQCLLG LRTF V A F A A K L W S 

FFIYLLRRQIRTVIQYQTVRYD1 

LPLSPVSRNRLAQVKRKILVLD 

LDETLIHSHHDGVLRPTVRPGT 

PPDFI LK V VIDKHP VRFF\ VH KR 

PHVDFFLEVVSQWYELVVFTAS 

MEIYG\SAVAD\KLDNSRSILKR 

RYYRQHCTLELG\SYIKD/LSLV 

VHSDLS\GIVIL\DNSPGA\YRSH 

PGYGGR\DNA!PIKSWVSVTPS\ 

DTA LLNLLPMLD ALRFTA D V RS 

WLSRNLHQHRLWVTACFPLPP 


10915 


41283 


A 


10977 


25 


153 




10916 


41284 


A 


10978 


1 


741 


MMSFDSMSHIQVMLLQEVPSS 

YPASKJCNEA/PQTSGGGPGTPR 

KGLGE/PAVVPMSPAVGT/PALT 

QCHGPHAEDDLEEPILTTDPVA 

RDCPLDLLMDGKTGAHSSLLHS 

NCLPAPFCQCSHAVKWQLKTV 

HSCCPLGEVQPQRRCV1ATAKE 

i\vj 1 vj V IVririV^/lNlrloLviN V IN ol I I A. I 

VAAHQQQQLPQNGNNSGIKKN 
QNSSENTVTNNSKNISNH11CRN 
SSKNSKSSSSSSSNTMNKNSSNTI 
NSNNKAR 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10917 


41285 


A 


10979 


1 


669 


MMSFDSMSH1QVMLLQEVPSS 

YPASKKNEA/PQTSGGGPGTPR 

KGLGE/PAVVPMSPAVGT/PALT 

QCHGPHDEDDLEEP1LTTDPVA 

RDLTMPTAASQHLQKQCLEHH 

HYFHSYNINSD1TVSRKNISSIIT 

TPVHHCNIHSDNVNS1ITATVAA 

HQQQQLPQNGNN SG 1 KNNQN S 

SENTVTNNSKNISNH1ICRMSSK 

NSKSSSSSSSNNNKNSSNTINSN 

NKAR 


10918 


41286 


A 


10980 


3 


980 


IESPGPFPPGLQRPVPHRGEFCL 

RCTSSEALPCFYSWTVTFSPWT 

VAAAQGQPRPGPASRTLLLATQ 

SEIAAAELGPGSWGGPSSCPSE 

QSSHGPPASS*AAPLQTGRRLRS 

RAS*RSGAPSVAALPAPLSRPQE 

RHPSVSASRSGHPPGPCPSPPPP 

AARPVQPSPCRAPPGSAAGRAR 

APHA*AAPGSWLSSAGAAARR 

WPFQTAKGSGS* DRPGRPGPDA 

PAAPPGWHRAPPSGSSSGAGTG 

RHPOPFGRPRRRTPAPYAAPCA 

FVATLVFS*LLIFGGAFSFPALS 

HCPTSA*LKRJLLSEPAPIAFPFG 

LH PGTLLSRASE 


10919 


41287 


A 


10981 


1 


5229 




1 U7ZU 




A 
r\ 


1 00X9 


1 


7044 




1 HQ71 

1 U7Z 1 


41980 


\ 


10983 


] 


3228 










10984 


10 


209 


TLSGGEPQRLEAERRARLQDEE 
FIFIRQQQL E* M RKRE A EDRA RQ 
EEERRRQEEERTKRDAEEKVM 


10923 


41291 


A 


10985 


293 


363 




10924 


41292 


A 


10986 


3 


434 




10925 


41293 


A 


10987 


3 


1536 




10926 


41294 


A 


10988 


315 


993 


VPVAPIFHFSHFSPAPTVFTQSR 

QDSMQCILRQHCHLILISRSSSL 

VPAGLRGAMAFALAIRDTASY 

ARQMMFTTTLLICPELLALLLS 

LSHSRSLLLHGYHGPS*YALFFS 

LSFSLVTWVGAKPGRYQSLIFV 

VVVGCTFQNQEPLREEDSDFIL 

TEGDLTLTYGDSTVTANGSSSS 

HTASTSLEGSRRTKSSSEEVLER 

DLGMGDQKVSSRGTRLVFPLE 


10927 


41295 


A 


10989 


3 


320 
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BNSDOCID: <WO 0175067A3JA> 
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SEO "> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


10928 


41296 


A 


10990 


3 


582 


GPPTPRRPRPLPSSLPSRRSRDPP 

RIPLCA*FPQTRKQIARSEPD*T 

WASQSSTSIPR1WRFVHA*KFST 

APLTATPPPGKMCSAGCRETVK 

TT* PPLRG G PA PF LL PSRA V A RG 

TRPGFRSALSFRRPGNRSRGVN 

LIKLGLRSPPPPYPGFGGSYTPE 

NSQPLPSLLLHPLEKCALRDAE 

K^LKPPDHHLMVAWLIPDVWN 

GEGEPSPSHTRHSLRASSSNYV 

LRAPEGN LLARRLPRETA IN LQ 

PKACYKTLSHPESFSHFYNQFC 

PRRHQWLPAQPPGHFFLG 


10929 


41297 


A 


10991 


3 


338 


NSPSRPRSSQRGVAGRRSEAGP 

V A VP*OGPK.KXjRGC*GNGRwG 

QRPRWMLRASGSGESTTPACSA 

ENRHAS*RKKRKRPGQVSWEE 

lEETRSGHSQPRGHAEPLLHRP 

QRR 


10930 


41298 


A 


10992 


3 


226 


T1LSS*SSSSSSSPSPSPSPSPSPSP 
SPSPSPSPSPSPSPSPSSSFFLRWS 
PALFPRSLSFSLFPGTGTPFSCP 


10931 


41299 


A 


10993 


24 


489 


keylvrtk*qkgkgenplvkit 

frpppglrtypsapwsarstyg 

raaavwrphspsaprrgthpw 

I"» A Iff) PAD A O/" 1 I - * /"» \ /i^" TP ■ ITI 1 a ■ I 

PAGHRGQRASGEGVGTHTHAH 
MbS VCACb I Hi CWSRNCKDPR 
EDRGRGLTVLLEAAVCNSCLLL 
V LKTPRN PQLPI L YTDSDTKS ST 
GNP 


10932 


41300 


A 


10994 


1 


1491 




10933 


41301 


A 


10995 


140 


308 


RN V 1 1CLKG WSRPSKQQDNPTL R 

PGPPSPAGGFQQLLMRMRRPLA 

GGGKSWGIAHFYKPLQRERRA 

GAECGLARQVRAEVTKWIGVN 

RRPRKRKRMEKEEVFEKLLPD 

QLGLLLEHLLEQKTLSPRTLQS 

LQRTYHLQDQDAEVRHRWCEL 

IVKHKFTKAYICSVERFLQEDQA 

MGVYLYGELMVSEDARQQQL 

EMLF* RGQDRFSLKKCDKVKG 
MVKTQQATGQPDSPPRPALTG 
RRVPATADADEKAFGGWRKIL 
GYRTFL 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/5411,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


10934 


41302 


A 


10996 


219 


688 


RRMHAYVSLDPLERPPFFFFFLF 

FFFFFFFLRRSFALVAQAGVHW 

RDLGSPQPPPPRFK*FSCLSLPSS 

WNYRHAPPRPANFVFLVETGL 

QLPTSGDLPASASQSVGITGVS 

HCAWPGNWLLKETRCGSSVGR 

QITGP1TPDAWVDPGIPDRYLQ 


10935 t 


41303 


A 


10997 


3 


298 


FFFFFLRQSFALVAQAGVQWRX) 

LCSPQPPPPRFK*FSCLSLPSSW 

NYRJHGPPHPANF\*FLVEMEFH 

HVGQACLKLLPSGDPPALASQS 

AGITGVSHRA 


10936 


41304 


A 


10998 


2 


438 


APSVRSGNERDLARDEEAQETQ 

VRGCHASGG\CTPAATAGASPP 

AWAGRRGTGQRLRSQPRQTGR 

QPPRVQPLAPPPGAPAPLPNPQ 

NCRRKTRSHPRFWAGTLAPGPC 

PGLWCLPGLVQVDVLAAG RCD 

HLSCLPPLCPQAFLL 


10937 


41305 


A 


10999 


2856 


3044 


GAATGEGGCCRLPGHPALAST 
A'AIPCRGPRVQETSPPPVLGW 
DPGSRAMSRALVFAWVGAG 


10938 


41306 


A 


1 1000 


1 


908 


GLGDPGVPVLRSGGLGPPADLK 

GDQAVAE*LHEASGVTEHHPS 

AQPG PGGEAA£PAHLIV*EPEG 

GSPGHPGGGPGHPG*SEGPAGG 

KPGPAGGGSAQGCRRSSEPSGT 

* SGRSPR*GPHG H PDCRTHPAR 

EGAQVHSRSPLPGGAPVRRGCS 

QGPEQRLQQEDFLRVQQLSAA 

GPLRPQLYPQVWLCPDEHQLLE 

QYPRSYFSERIDVFKPCGVQQG 

CPVLDRASSK1SPEDAAGSVVR 

LRSLWAASGLQQGASGLATFL 

QLLTCGVLWPDEELVHLLLDE 

VVASAALRCPDPVPMEPTCG 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10939 


41307 


A 


11001 


218 


990 


VLQLLKAMRLELFLPPGGFMV 

LLASGVKLQTFATQVPSWLHP 

VDPSPGLEVELPASPVQCAHTP 

QPLGGRWDWVPWSRGQRSSG 

RLGPHGSPWRRWEAQAWQPA 

GPKPCPVGS*GPVRNRGQRRW 

AGTAGDPVHPPQPLAQVLSPSL 

PGADRAGQLLRVQGPPSPCPPG 

TPAGPQGRCAAPVPTGVSPSTP 

PCKLREQAPALASPERGSHSAA 

VG*RAPQVLPKW*PELMFRWV 

RSFFLLVGSWLTSGVKLHPFVV 

SVTALKGDASGVIPSSRWVHGL 

AGLRCEAADLRDSGAQLASPS 

GSLTRTGGGAACQSRAVCPHSS 

AFGWSMGLGAMEQGAAL1GEA 

RASREPMEEVGGSGMAACRSQ 

ALPRGQLRPSEKSRAAPVGWH 

CWGPSTPSAATGPGAKPLIARG 

WPARAVRSPGSHWRLSLHTSL 
QAERAGSGLGQPRKGLPQCSSG 
LKGSSSAAKVVAQAEEAQRAS 
EGCEDYLARCHLSIRKMRRRN 


10940 


41308 


A 


11002 


3 


644 


EPPGPTGPPSPQSPWHPGLPGR 
WSSTH V VFTHLH LAG PG WSCD 
HRWMGKQLPVSLSASGVQGVP 
RFRSQDMYQSSRNKFPSGAAH 
VPQEWAVPWKNQGNTHQSSRP 

AG PSRLSLPDGG RRLETPRHPN 
GPWY WNM SPQRLN * WRRG DPS 
WPEPQGKPHTGGARVPACQRR 

Flf 1 ! ^PFRnPRRRDkTFTSJfVFVI 
civLiorri\\jri\j\j\yis.DiNi i c i l 


10941 


41309 


A 


11003 


202 


438 


FHGHPAPGEMRGV/PRVTKRSP 
AQSGKTAHFPPGSPGPPDTSTESI 
FRRAWKAPGFPGRGRTADPET 
ARCGAWDEIVEPV 


10942 


41310 


A 


11004 


520 


1094 


GPLSQCPPLPRLLPPLGVYSKGR 
APHADTHSPGHRRTHAHAQPA 
AAAATATR*QRRRRLPPRRTPF 
RRPAARPDRRVPAHSSAVLPRP 
nKPnAFOAi R^Mn^vnv^fifip 

G EPG G KLG F A RL RRA PPDRL PG 
CPSSHSFOTOSLSFMArfNVDEP 
LESATSLLGLLRRSWFCFTWQK 
QTVYWSTG RI RH SGEK 


10943 


41311 


A 


11005 


1 


138 


S1SLMNIDVKILNK1LANQ1QQHI 
RKLIHHD*VGFIPCLR1LV1YI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 OQ44 




A 


1 1 006 


65 


297 


NQRLPQPFLPTTPPPPA TR AT* D 
EEKSPYPGPGSDKKCPTLQLPSP 
PTPSAGGFPPLGESGSPGGLVK 
AQ1MEGISM 


10945 


41313 


B 


1 1007 


322 


6900 




10946 


41314 


A 


1 1008 


•*» 
.> 


215 




10947 


41315 


A 


1 1009 


1 


234 




1094X 

1 U7tO 


41316 


A 


1 1010 


149 


300 




10949 


41317 


B 


1 1011 


28 


162 




10950 


41318 


A 


1 1012 


700 


861 


RRKCIPGRRNSKHKGPDGAGRP 
♦VCREQQEGQCAWTGYPGAQG 
PDPYCGfCGPYS 


10951 


41319 


A 


1 1013 


291 


744 


LKRTKCDQLLKTSFLDLGRGPI 

LKWLCTSKWGHQQIIIRA*GTE 

YKTTSFFFFFETASRLCHPGWE 

CSGAISAHS*FLLPGSCHSPASA 

S*VAVTTDTREHAQLIFF*HFSR 

DGFHVVARWLDLLTCDLPLSL 

QVLGYRNYIIIVRQLPSR 


10952 


41320 


A 


1 1014 


139 


414 


SFKTAPPGFFFSF*LHL1LMLKFT 

PGAIKLVFUQFLLGISFFFLGKP 

PSSWFRNESCSVFRKESSQSWQ 

GRAHVWG*SDPWSSGRSRRAH 

L 


10953 


41321 


A 


1 1015 


5 


565 


VHTTEATCTTTGAKPCPWPSKL 

ATRQDHSVLSTSNPRGPTPHKS 

GSPETAGALSSGDAGSRGEGPR 

TVSSERSSPGKGGSTLLGTTA*G 

PGPAHFASAVLGPSSKSLQAAS 

♦EVDSFPSSLLKTAVSVLASTVR 

LSVSFMPPFITVSVTSSV1SASSS 

PSELASMATLPGASG*AARAVN 

FELDEE 


10954 


41322 


A 


1 1016 


188 


515 


SQTVSIVGELP1PRKRCEIGIWD 
AQKR/CPRLTGPWATISVPTISK 
KATGN/PQHPNHPRARYQINAE 
* WKVHF*TNTDRPSHECPCTLV 
VHRTLDQLRHKSSTSGGKTHG 


10955 


41323 


A 


1 1017 


80 


397 


SVQRSVDHL*DHP*TSVDWELY 

LDGSSFANPCK.VTLKTTTSPAS 

VTPEADWSMHSQSMRNSLRDS 

FSLKFGL111HDFLTPTFNPLENP 

CGFLTRFCCVPNQISS 


10956 


41324 


A 


1 1018 


104 


392 


PSQFHLKLLHLMLALLYPVGTC 
QVKDSSLLQKSTSVPPDSPQTG 
H\S K LG P FN PG RF R * RPQCQ PG V 
LPPDVELSCHSWSNVLWTTAA 
KTPIFCSY 
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seo ir> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10957 


41325 


A 


11019 


125 


1404 


NLALGMAMWN\RPCQRLPQQP 

LVAEPTAEGEPHLPTGRELTEA 

NRFAYAALCG1SLSQLFPEPEHS 

SFCTEFMAGLVKWLELSEAVLP 

TMTAFASGLGGEGTDVSVQTL 

LKDPILKDDPTVITQDLLSFSLK 

DGHYDARARVLVCHMTSLLQV 

PLEELDVLEEMFLESLKEIKEEE 

SEMAEASRKKKENRRKWKRYL 

L1GLATVGGGTVIGVTGGLAAP 

LVAAGAATIIGSAGAAALGSAA 

GIAIMTSLFGAAGAGLTGYKM 

KKRVGAIEEFTFLPLTEGRQLHI 

TIAVTGWLASGKYRTFSAPWA 

ALAHSREQYCLAWEAKYLMEL 

UINALt 1 ILbOLAINM VAQbALK 

YTVLSGIVAALTWPASLLSVAN 

V 1 DN P WG VCLHRSAE VG KHLA 

HILLSRQQGRRPVTLIGFSLGAR 

VIYFCLQEMAQEK 


10958 


41326 


A 


11020 


3 


1693 


CQRLPQQPLVAEPTAEGEPHLP 

TGRELTEANRFAYAALCGISLS 

QLFPEPEHR*VLLSCPLGTPVGL 

HSDAHYGQRLAVAVHVEGTLP 

FTSSTFAAASVFQKARPWQHPG 

EQMAFSGKPFLVAAVTSAGGS 

GAPSVGCTELISTSVLGYHTAL 

EMAGLVQWLELSEAVLPTMTA 

FASGLGGEGADVFVQILLKDPI 

LKDDPTVITQVHPTPGVKDGKL 

IF*ARVLVCHMTSLLQVPLEEL 

DVLEEMFLESLKEIKEEESE*ES 

PATKTEGGGEDKDRKHPLMGD 

KMTESKTDLWIYEMGNAGVLL 

FRR YL WLQPKK KEN R RKWKR 

YLL1GLATVGGGTVIGESS*RCA 

PLVAAGAATIIGSAGAAALGSA 

AGIAIMTSLFGAAGAGLTGKVQ 

KE * VG AI EE FTFL PLTEG RQLH I 

TI A VTG WL A SG K Y R E DQEDQ A 

ALAHSREQYCLAWEAKYLMEL 

flXTAI PTII <Zni AWMWAAHA I \f 
VJlN/\L,tl 1 ILoOLAINIVl V Av^tA-LiS. 

YTVLSGKCPHLPWPASLLSVAN 

VlUNrWUVLLHKoAbVOKiiLA 
RVTYFCI OFMAOFKHFl-frJI 1 


10959 


41327 


A 


1 1021 


208 


324 


VSLLKAADNWLVNSYPFCNSV 
SSEFFFR* IRDFFLF Wl H 


10960 


41328 


A 


11022 


1265 


1459 




10961 


41329 


C 


11023 


188 


730 
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SEQ ID 

[NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sec) uence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


10962 


41330 


A 


1 1024 


64 


228 


QHLLRRWGRSGLLLNDR* VSN 
EIKMEINKFIELNNNSDTIYQTL 
WDTAN TVLKFM 


10963 


41331 


A 


1 1025 


1 


648 




10964 


41332 


A 


1 1026 


26 


613 


VGAGGRG WRFAAAVRRAAGG 

GLRPGPAPGPRAGGGGPRGAH 

LALLRRAGALRAGKEYGKADA 

RWVYFDPTIVSVEILAVALDVS 

LALFLIYAIVKEKYYRHFLQITL 

CVCELYGCWMTFLPEWAHPEA 

PNLQQPATGWLYWLGFTLFFF* 

RCVGFLIPRNWLLWAVHGPRTS 

RKWHQKGNQFQWKEVFSGTF 


10965 


41333 


A 


I 1027 


2 


252 


ARGRAGVAGGPR*AAELPGLP 
RDPFPASRPLRRSDCLGGLIRHK 
PPDPGAGARVEGEALPSWSPGG 
ALEEGVT*PGTRGPPWE 


10966 


41334 


A 


11028 


3 


637 


RDQVRRGQGGEPARIQCPRRRL 

GEGPGAPNRLGPPARDPRCSPW 

PRADSPRDPNRLSSPQLPRPAYL 

GPACFP*PSWGVSRSLPSLAPW 

RPHRLPDSQRFPNGGSRSRATS 

GSWTWKSKECREWRPSGSRGT 

RGSSGSGAGSSGSSAGVGRRAG 

HGRWHLR*GPLFPAAPASATCP 

LWHGWKGASLDLGLQPWATF 

YPRVTGARGGRTLGP 


10967 


41335 


A 


11029 


158 


462 




10968 


41336 


A 


11030 


339 


866 


QICHSPPGNKAHSHLLPYQTPV 

PSSQYPPSPSRTLQLPFPTPWNP 

CQWPSRGSCGPSAVGTGPPFPT 

GIPSVP*APSARG*HHSSACGCH 

PGCAGPQPARSPHGPAPASGCH 

TVSGCCHALLQSCLAPGRPSPA 

GTWPHPPPGG L PSA PGTEPCT A 

FEGFQPPCWLSQHPLSPCL 


10969 


41337 


A 


11031 


621 


944 


TPQGGTAPSGGRHPWASASPHR 
LPPL*CSARPGCH/SSRMRSPGT 
RPSGPLVQDCHPPPRPQTPHAGS 
HHTSAPQAPAGTF**RQRVAPG 
SSC WH LPQSWSCSA WLGGC 


10970 


41338 


A 


11032 


3 


257 


AGRASKGG*NPSKAVQGSVPG 
AEGSPPEGGCGQGPAGLGLPGA 
RQDCSRA*QHPPGPGGGQEVY 
LDISLAPGSTGIQGLEAKHL 


10971 


41339 


A 


1 1033 


94 


227 


SSYVFKSILTAFGMTWMRLETII 
LSEVTQG*KTKHQMFSLICGS 
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SKQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10972 


41340 


A 


11034 


404 


894 


FVYFFRGELCKISSTLGFKGTGQ 
GLQPSKVS**VPSRPAGNGRPA 
Y PETSQPPPG PSGG*H WL AG W 
0*GGPFPG WTCIWP*GS*GTFir; 

\J VJ 1 i 1 1 VJ V V 1 1 it 1 V_J lj VJ 1 1 VJ 

spsopnPFPAnvp^PRnAn^A a 

O I • VJ I l_> I /A VJ V I Of INJUrA VJ 0/\ r\ 

TGCHTGLAGVVWPPRLCHRRV 

i L'Vj ivrvojvi in. rvv^ l«o »vo i v_^ i v rv/A 

SGGGAGRIT 


10973 


41341 


A 


11035 


1 


408 




10974 


41342 


A 


11036 


68 


204 


SFLWHPLGLHFHTHH***NYKS 
SSK*MVR1RVTFSKFIFVRNNYC 


1 0Q7S 


4 1 141 


A 


1 1017 


-/ 


1 oo 


TAHCSI Fl Pri^^NPP^sA^RF+Ci^ 
rvj> v Avv<f/Avj v v^v^v^ i n ooLyr rv i r 

GVKQSSLSFPFLRLQPKVSSATL 
PVRLQE 


10976 


41344 


A 


11038 


1 


263 




10977 


41345 


A 


11039 


2 


283 




10978 


41346 


A 


11040 


1 


1965 


MAAENEASQESALGAYSPVDY 

MS1TSFPRLPEDEPAPAAPLRGR 

KDEDAFLGDPDTGEAR*PRPCP 

ALGSPRSSFFCVKHPGSPLRETR 

KDPFSAAAAECSCRQDGLTVIV 

TACLTFATGVTVALVMQIYFG 

DPQVRGTNGEGEETGEWGVG* 

CLRNCGKGSSVDAAVAAALCL 

GIVAPHSSGLGG*GAVEVGVPQ 

AYFLPPGL*ASCAARALREETL 

QRSWETKVGTLVRRESSGESLF 

IALLLTQAL1C*VLAQDGFNVT 

HDLGQWGLG1WERHEVDGEG* 

NL*DLEPPPLPGSLLHRPDLAEV 

LDVLGTSGPAAFYAGGNLTLE 

MVAEVSARVVRVGACPKVP1A 

GHPRPHFFGVYRGDLSPGSQGP 

PSGEASQSMATSFWPFNLTSLV 

SREQALHWVAEVRLTRLPFPGF 

KDIRSGEIGYCHRADDMLRWV 

LGRTWGLQRQRWVWGKGQEK 

SSYELDGAPTAAQVLIMGPDDF 

IVAMVRYASSDSEPGTRDPLNQ 

EGVGAG*RFSWPNRTANHSAPS 

LVGFASLLSWGP*GL*VGGAM 

AWLPLCGTYLALGANGAARGL 

SGLTQVRFTPWLAFFSREPSCG 

LDCRCLS*QSNLLQVDSECRAE 

TSWGGHRDR*RKDSSQGCPWV 

HGSRRTNNFIIAVrCDPRSPDAA 
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SEQID 


SKQ ID NO: 


Met 


SKQ ll> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < \— Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


10979 


41347 


A 


1 1041 


1 


363 


SSMTTVHATTATQKTVGETLA* 

LLQNUPVSTSVAEAMGKVIPEP 

DKRLTG M A FCVPTKN M L V V A L 

ICHLQKAAKYDGMRRCFNATT 

GITFNGHFVRLLSWDEFGSSNR 

VVDLMVHTASKE 


10980 


41348 


A 


1 1042 


162 


303 


CLLLKSCSQEAAAALALPALGL 

VFDVFL*IYFVRTKYLRVGFRN 

FF 


10981 


41349 


C 


1 1043 


56 


118 




10982 


41350 


C 


1 1044 


345 


410 




10983 


41351 


c 


1 1045 


7 


439 




10984 


41352 


A 


1 1046 


2 


80 




10985 


41353 


B 


1 1047 


205 


5326 




10986 


41354 


A 


11048 


1 


813 




10987 


41355 


A 


1 1049 


1 


1454 




10988 


41356 


A 


11050 


2 


1624 




10989 


41357 


A 


11051 


1 


1185 




10990 


41358 


A 


1 1052 


1 


2149 


MKEKMLRAAREKGRVTHKGK 

PIRJLTADLSAETPQARREWGPIF 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSHL1PKPGRDTTKKEN 

FRPISLMNIDAKILNKILANRIQ 

QH1KKLIHHDQVGF1PGMQGWF 

NIHKSINV1QHINRTIDKNHMHS 

IDAEKAFDKIQQLFMLKTLNKL 

GIDGTYLKIRIKYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKSILSQKNKA 

GGITLPDFKQYYKATVTKTAW 

Y W YQN RDI DQ WN RTEPSEITPH 

I YTY L 1 FDKPEKN KQWG KDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRWIKDLNVRPKT1K 

TLEE1LGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGL1FRIYNELKQIYKJCK 

TNMP1KKWAKDMNRPFSKED1Y 

AAKKYMKXCSPSLAIREMQIKT 

TMRYHLTPVRMA11KKSGNNR 

QTESQIMSELPIT1ASKRIKYLGI 

QLTKDVKJDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRJNIVKVM 

AILPKPTNVHVTNLAAQDTrAL 

EAAQISLEGHPQEKEISVTAMPL 


10991 


41359 


A 


1 1053 


1 


2031 
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seq in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codoti for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 0QQ9 




A 


1 10S4 


■ 


1 1 £R 




10QO ^ 


A 1 1 


r* 


I 1 Ujj 


T 


-j j J 




IOQ04 


A 1 169 


n 

D 


t 1 ASA 


1 S 1 


1 60S 






*T 1 Jt>J 


A 


1 10S7 




^7^ 




1 OQQfi 


A 1 ^Ad 


D 


I 1 VJO 







4R8 
too 




1 0QQ7 


4 1 


A 
r\ 


1 J UJ7 




1 9S7 






*T 1 JOO 


A 


1 1060 





^S97 




i AQQQ 


HI JO/ 


A 
r\ 


1 1 06 1 








11000 


41368 


A 


11062 




1755 




11001 I 


41369 


A 


11063 




1599 




11002 ! 


41370 


B 


1 1064 


220 


1286 




11003 


41371 


A 


11065 




1826 




11004 


41372 


A 


11066 




1645 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QAFLYTINRQTESQIMSA 

LPLT1ASKRIKYLG1QLTRDVKD 

LFKEN YKPLLNEI KEDTN KWK 

NIPCSWVGRINXILKMAILPKNW 

KKTTLKFIWNHKRACIAKSILS 

QRNKAGGITLPDFELYYKATVT 

KTAWYWYQNRDIDQWNRTEP 

SEITPHIYNHMIFDKPDKNKKW 

GNDSLFDKWCWENWLA1CRKL 

KLDPFLTPYTKINSRWIKDLNV 

RPKTIKTLEESLGNTIQDIGIGK 

DFMSKTSKAMTTKAKIDKWDL 

IKLKSFCTAKETTIRVNRQPTE 

WENIFAIYSSDKGLISRIYKELK 

Q1YKKKTNNPIKKWAKDMNRH 

FSKED1YAAKKHMKKCSSSLAI 

REMQI KTTMR YHLTPVRM AH K 

rvovjrNiNrv 1 ivllin 1 r ivi 1 livi 00 rv.rvov^' 

NSQGNRKEKEQSWRHHATRLQ 
TIVQGYTVAKTACYWYKNRPT 
DQSNRTENQEI RL HT YN H L I F D 
KPDKSNGETTPYSINGARITG 


11005 


41373 


A 


11067 


1961 


2588 


KLAQDRDALSPPLLFNIVLEVL 

ARAIRQEKE1KGIQLGKEEVKLS 

LFADDMIVYLENPIVSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTKNRQTESQTMSELPFTIASK 

rvl l\. I L^KJ 1 v^i-» 1 rvL/ V rvJ_>»L,P rvUlN 1 

iLLiiNiLirvxriLy 1 in rv w rviN ir wo w v 
G RIM I V KM AMLPK VN\ YRFN A I P 
IKLPMTVFTELEKNYFKVHMGT 
KKEPASPSQS 


11006 


41374 


A 


11068 


2 


278 




11007 


41375 


A 


11069 


3 


274 
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SCQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
eodon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop eodon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1008 


41376 


A 


1 1070 


261 


1382 


LELSFPPAGQRGVLSGDPQNLC 

TCPSGSWHVPRCWAVERQRPN 

LPRTVTQLVAEDGSRVY VVGT 

AHFSDDSKRDVVKVSAATRH1P 

DTGWCKLLPGSRDGLVRFPTY 

RVSML1CMDESTLLREAQELSLE 

KLQQAVRQVRSRGQGSGSGSG 

SKPPH1TEQLGMAPGGEFREAF 

KEVGTG*GRGWPQGGGSQAVT 

FKRA1AALSFWQKVRLAWGLC 

FLSDPIR+GCPRDPGRPAGWSV 

GMAEMIGEFPDLHRTIVSERDV 

YLTYMLRQAARRLELPRASDG 

DGRPQAWDPL*G*GPRGHVPGI 

EKN WSTDLN 1QE I MT* VPA PPC 

KPHPTSPQVAAFFGLLGYSLYW 

MGRRTASLVLSLPAAQYCLQR 


11009 


41377 


A 


1 1071 


3 


506 


KDCQF*VGPEQKKALYKVHAPI 

QAALQLGPYE*ADQKRTCVRF 

GRHTCETAAFTFWKSLGLDKV 

TKPRSSSSQLLALAIRSSPGSTT 

DACLLDSFSGKSRISSWFGS 


1 1010 


41378 


A 


1 1072 


2 


374 


I RRESTH LQQA LGTTPQDRLTC 
TGHSAQPPACSASPLPPGPP'SS 
AWPLPPSTRLARQKQAAATAQ 
P*PLTTQTLGPWSSASTWTSAH 
KQPGAAAQEWTSTAGSRQLLA 
GASGSSPSSCSVWTN 


11011 


41379 


A 


1 1073 


3 


553 




I 1012 


41380 


A 


1 1074 


239 


547 


GHHFQMNVVCRCSVWMLSLEP 

HPVGQIHSC**ERAKLCGKEFN 

RMHNLMGHMHLHSDSKPFKCL 

YCPSKFTLKGNLTRHMKVKHG 

VMERGLHSQVSRPSLEA 


11013 


41381 


A 


1 1075 


1 


267 


MAISM VTTRSTT1 RTTAAGCHY 

ENDMAHNHSDRGGLPLKVVLT 

TPFLTPPGKGGGAAGALERRTE 

EGDRDAGGAAQEGGLTPTSVP 

PSS*HTLWLRTVDPEASTSPSTP 

RHPYPNRGGGGRALEPHPRR*V 

♦AGCHYENDMAHNHSDRGGLP 

LKVVLTTPFLTPPGKGGGAAGA 

LERRTEEGDRDAGGAAQEGGL 

TPTSVPPSS 


1 1014 


41382 


A 


1 1076 


1 


1707 




11015 


41383 


A 


1 1077 


1 


1407 
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SEO "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11016 


41384 


A 


11078 


1 


1275 


MVKGS1QQEELTILKIYAPNTG 

APRF1KQVLSDLQRDLDSHT1M 

TGDFNTPLSTSDRSTRQKVNKD 

1QELNSALHQADLIDIYRTLHPK 

STEYTFFSAPHRTYSIIDLIGGSK 

ALLSKCKRIEITTNCLSDHSAIK 

LELRIKKLTQNRSTTWQLNNLL 

LNDYWVHNEMKAEIKMFFETN 

EN K DTT YQN L WDTFKA VCRG K 

F1ALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTIQKISESRSWFF 

EKINK1DRLLARLIKJCKREKNQ1 

DAIKNDQGDITTLERVVLEEPD 

TLHLLNYTPRKVLYRWNRQSS 

TS V I ETN KTS VELSLPFDEDYIIE 

IKPFSDGGDGSSSEQIRIPKIS/NK 

KTK*PNPWRQK*G**LAVADA 

Y A RG SG A STSN ACTLS A 1STI 


11017 


41385 


A 


11079 


1 


426 


MLHTKQHLSMGTEDMDDKLH 
FSDCSAASLVSLSTTTGGHVLT 
NMSADIARYLPVLYRWNRQSS 
TSV1ETNKTSVELSLPFDEDYUE 
I KPFSDGGDGSSSEQIRIPKISNA 
*ARGSGASTPNACALSAISRJMI 
SLTARSSL 


11018 


41386 


A 


11080 


3 


620 


DRTLAEAPHTAPARSGHRGWC 

PRPHRRR RN RG RQLL APG RG A 

DPGAGEAATVQWRLLRGQPAA 

ALHVQQGAGDAANAGLQRGA 

HADSHDRAVPAGHAPGPVAAA 

GRGHDGQVPAALG*AGGPVGL 

RRPEPPLQTRGKGRLAPATQQV 

GQARRLPTGRGQLLLRRPQPAA 

HHGPRPRLGGRGRGGSHKSPPH 

GIWPRLAGWRATLE 


11019 


41387 


A 


11081 


335 


640 


PLGVLWSLWKSLVHSDAGAGE 

L*EVITGSTWPNP*QCCLVPNV 

DDEEEGEEQDDDDDEEEEGL*D 

IDEEGDEDEGEEEEDDDDVEEG 

EEDEGEDDWKFAKE 


11020 


41388 


A 


11082 


2 


204 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


1 1021 


41389 


A 


I 1083 


3 


1471 


SKDTKRDVDSKSPGMPLFEAEE 

GVLSRTQ1FPTTIKV1DPEFLEEP 

PALAFLYKDLYEEAVGEKKtCE 

EETASEGDSVNSEASFPSRNSDT 

DDGTG1YFEKYILKDDILHDTSL 

TQKDQGQGLEEKRVGKDDSYQ 

P1AAEGEIWGKFGTICREKSLEE 

PKGVYGEGRISRPCGDRW*RSD 

AEESSHHRGRQSGYPENKLCGF 

LLKTPHHVLERADEAGSHGNE 

VGNASPEVNLNVPVQVSFPEEE 

FASGATHVQETSLEEPKILVPPE 

PSEERLRNSPVQDEYEFTESLH 

NEVVPQDILSEELSSESTPEDVL 

SQGKESFEHISENEFASEAEQST 

PAEQKELGSERJCEEDQLSSEVV 

TEKAQKELKICSQIDTYCYTCKC 

PISATDKVFGTHKDHEVSTLDT 

AISAVKTV1RDSDKTKSGEGAY 

GREMKSPHKFPEGKIHNDKEH 

DRIVQEFLAETGPKVTRFNEQC 

RFRPRIYVYEKNQTQIMVEEPQ 


1 1022 


41390 


B 


I 1084 


148 


235 




1 1023 


41391 


A 


1 1085 


30 


420 


VSGTRGPSPCLGTSWASGAWR 

PPLGGLPPSAGANGPGRVRSAA 

GCSLVAGCKVLGSWVSGFAGR 

SHVACAGSSGESVRARCPGTA* 

AAGGPGPQAFQAAY*QGSRMH 

RAPPRPN RQ VQT WWEEG AGTG 


11024 


41392 


A 


I 1086 


2 


73 


ERLRMPGVAKGRPR*GNPFIRG 
RG 


11025 


41393 


B 


11087 


1 


1412 




11026 


41394 


A 


1 1088 


39 


427 


PPYWGHFHSSAAASAALKGKD 
GGSSRSLVPPAQ*HSHSPSKTHC 
VHTPSRSCAQGLTHTLTQSPPSL 
KIAQSPSFDARAHARLRIWQIPS 
APRVPPLSASLSPTRTAGSVRFE 
SQSTKTSRSHRFLPRT 


1 1027 


41395 


B 


1 1089 




813 




1 1028 


41396 


A 


1 1090 


3 


365 


RTPSSKGCGRPPRGMGAQGSA 

GCGRRRSPRRSRQARRWSHPC* 

PPSSPPWPRPARSPPGCSHRAAL 

SSPSPPSSFLARHSARPRJLALAL 

GPPPWCSSGCASSAPFDLQHPE 

QSQNQDARG 


11029 


41397 


C 


1 1091 


295 


412 




11030 


41398 


A 


1 1092 


21 


164 


GAVTENDFYDLVRTIGGDLVE 
KVDLIDKFVHPK* VKSFLILPLT1 

sv 
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SEQ1D 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
to don for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11031 


41399 


A 


11093 


1 


1373 


GlSTMVGSALRRGAHAYVYLV 

SKASHISRGHQHQAWGSRPPAA 

ECATQRAPGSVVELLGKSYPQD 

DHSN LTRKV LTRVG RN L HMQQ 

HHPLWL1KJERVKEHFYKQYVG 

RJFGTPLFSVYDNLSPVVTTWQN 

FDSLL1PADHPSRKKGDNYYLN 

RTHMLRAHTSAHQWDLLHAG 

LDAFLVVGDVYRRDQIDSQHY 

PIFHQLEAVRLFSKHELFAGIKD 

GESLQLFEQSSRSAHKQETHTM 

E A V KL VEFDLKQTLTRLM AH L 

FGDELEJRWVDCYFPFTHPSFE 

MEINFHGEXWLEVLGCGVMEQ 

QLVNSAGAQDR1GWAFGLGLE 

RLAMILYDIPD1RLFWCED\ERF 

LKQFCVSNTMQKVKFQPLSKYP 

AVINDISFWLPSENYAE\NDF*Y 

LVRTIGSDLVERVDLIDKFVLPK 

THKTSHSYRI M YR\H M EPTLSQ\ 

REVRHI/HIQALQEAAVQLLGV 


11032 


41400 


A 


1 1094 


8 


119 




11033 


41401 


A 


11095 


2 


475 


QAGPSGG1PEGIAITGDDSSMHA 

IAPEDLPVGQDVEAEDSDTGDL 

DPVLTVFRRGVEREFFSNWYKT 

AWSFSKLAQKGLLSS*PSSLSSS 

SSSSDKAVTAGTELFASSLSSSS 

DPRRSISSSSLLFVAPLPVVSSTL 

AGPYLPTAFFTPGRLAFSFS 


11034 


41402 


B 


11096 


677 


696 




11035 


41403 


A 


11097 


1 


357 


STMIEAHVDVRTTDGYFFLLFC 

VGFTKKHNNLIPKTSYA*HQQY 

ICLPHQDDRVTHQNPSLPDGSIA 

RVLSIYYLYISRREMNSIISQGL 

QKVHIHIV1PGSLMNQELLDDLI 

TVFFKA 


11036 


41404 


B 


11098 


1 


541 




11037 


41405 


A 


11099 


14 


671 


PAPWRLGKNKRLTKGGKKGAN 

KKKG VN PFSK KE WY\D\VKAP A 

MFNIRN1GKTLVT\RTQGTK1AS 

DGLK/GVRVFEVSLADLQNDEV 

AFRK\FKLITVEDVQGKNCLTN\F 

HGMDLY/TRDKMCSMVKK\WQ 

TMIEAHVDVKTTDGYLLRLFC 

VGFTKKRNNQIRKTSYA\QHQQ 

\VRQIREGRWM\EIMDPRRWQD 

QMDLEEVGHEL1AGS1WTCRHR 

KGLPIYLSSP 
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SEQ H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


I 1038 


41406 


A 


1 1 100 


1 


217 


RQGLTLSFRLECPGVISAHCSLN 
LPGSSKPPASAPQVAGTTGVYH 
HAS*FF1FFVEMGFHHVAQPGL 
CNFVF 


1 1039 


41407 


A 


1 1 101 


2 


442 


LDVQIQEAQRTPGKFIAKRYSP 

RHFVIRLSKLKTKERJLRAVRQ 

KHOVTYKGKPIRLAADFSTETL 

QARKDRGPIFSLLKQNNYQPRI 

LYPEKLS1IYEGK1QSFSDKQML 

REFAIRJCPPLQELLKGSLNLETN 

PGNT* KQNFFKA 


1 1040 


41408 


A 


11102 


2 


545 


EPRPGEKTAHVYGPDCLCGSCV 

QLSFSGAFFSTRWVSYEQANCK 

GEQFVFEKGEYAHWDWWTSS 

QRT/DLSSLRPI K V DSQEHK I i L Y 

ENPNFTGKKMEI1DDDWPSFHA 

\HGYQEKVSSVWLRSGTWVGY 

*YPGYRGLQYLLEKGDYKDSS 

DFGARHPQVQSVRCIHDMQGH 

QCGAFHPSK 


1 1041 


41409 


A 


11103 


2 


389 


EIIDDDVPSFHAHGYQEKVSSV 

WVRSGM*VHCQPWLTLPQELR 

LWGPRSGETLALTSAPVSKTCD 

FGARHPQVQSVRC1HDMQGHQ 

CGAFHPLGTQEEEEAGQKEQM 

EQVPFWLARGDICELSGKKSV 


11042 


41410 


A 


11104 


I 


446 


MEEEELEFVEELEAVLQLTPEV 

QLAIEQVFPSQDPLDRADFNAV 

E Y INTLFPTEQLPMPSAHGG VSS 

CGNAGGPVSFATRENARCGIW 

GSGGVCDGVFGA/GAAGWGGV 

♦GGGALGWMLSGRRJVLRSAIF 

TSPVSRAGSPERGWSCDC 


11043 


41411 


A 


11105 


1 


210 


SSDGRJ-fLAFDQGSPG*VLGHVG 
KQRAVDVQPSVAVRVRQPLLL 
LSTIMGSGLLGWEQGIDILNSIEI 
CSI 


1 1 04.4 


4141? 


A 


1 1 106 
iii 


2 


287 


AAESPGRSTRTDGAGLTRSLPR 

GSRCAGAWVAAGGLSWARGG 

GRQEAGWRNDG*GGTGARGG 

AGSRAAAHARGAAGHRASVSK 

PGPSRSSRFQCC 


1 104S 

1 1 \JHJ 


41411 




1 1 107 


1 50 


389 


GEEIAWLGAARPGKPTPSRIPL* 
PSLFPWRPHKFPERSVFAGSQP 
ASQSPPLRPPPPSHPEGSCLGSR 
LPPPGYLLPLR 


1 1046 


41414 


c 


1 1 108 


43 


213 




11047 


41415 


A 


11109 




246 


SSFPAPAREGALAPCRCLAGISV 
TLQGNP*GRCHHHHHHHHHHH 
HRCYDSQESGKLPRPGPKAELE 
GPPA WLLVGPGAHP 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SF.Q 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1048 


41416 


A 




i 
l 


/ZD 




1 1049 


41417 


A 
r\ 


11114 
1 1 I 14 


7 


ZO 1 


LbCOKbLHQGSVTSCKTlNALT 
LTVDTWRGCAW*GCACTFHCR 
SATNM1RAYVYFST1SVLSLQEI 
RLSLRAILADLRLSICF 


11050 


41418 


A 


11115 


1 


1041 




1 1051 


41419 


A 


11116 


1 


398 


MGPNSTLENLLKGATSVFYNR 

DQEEAQKKERKLRGRTKALAA 

ALQ/S W QS PGA PRC I H * LLS V W 

QARVF*RGMPRQQDEATSTLSI 

Q WQ KJ» VETEL S PDM E VTG F RA 

SLTDERVHLPEVLPQEYTEQRR 

QGHL 


1 1052 


41420 


A 


11117 


5 


137 




1 1053 


4 1471 


A 


11115? 
1 1 I 1 o 


c 
3 


2. 1 Z 




1 10S4 




A 


11117 


A 


Oil 

Z J 1 


WN Q P RC PST VN Wl MKI WY I Y T 

A A T~* I 1\/ A A I IS n \ tl ill A" A A T 1 * » rk a «— « 

M EH Y A A I K RN M I M SF A AT WM E 

LEAJFLSKMPQ*QKNKYCVFLH 

ACLES 


11055 


41423 


B 


1 1 120 


1 


1560 




11056 


41424 


A 


11121 


1 


588 




11057 


41425 


A 


11122 


80 


574 


EPAAQGNVLVDLLC*MKNRNR 
WLPNELSQVLHVTQSQFSKTG 
MSAKHTAFAMRMSPAQMTD1V 
VGLSTGQSPFMVLMQQGGHSA 

A A / v TT» I A O ■ Til. rT* A ¥ r*v a X*^ A a t r » r 

MQETRIASLPVTAIPAGMKIPCV 
TAGSACMVGPSVRVNEWFSAY 
GMAGMAYSRVSTFVRGLSPRY 
LTTREAPGCGSSAGH 


11058 


41426 


A 


11123 


48 


131 




11059 


41427 


A 


11124 


1 


1195 




11060 


41428 


A 


11125 


2 


1028 




11061 


41429 


A 


11126 


1 


1008 


NMMEQVLD1PSL*VISKDNANV 

TIDAVCFIQVIDAPRAAYEVSNL 

ELAIITMLTMTNIRTVLGSMELDE 

MLSQRDSINSRLLRIVDEATNPL 

ALKIAARMIEDGELDKR1AQRY 

SGWNSELGQQILKGQMSLADL 

AKYAQEHHLSPVHHQVAEWM 

RARNGQLFRLRSNHLTLLVEQN 

NF YARG AKI YPDIH I DRSLKKCP 

SDLFAANARCGICQQSDERCLR 

YQPRRERGLYRIDITYPGKSYTT 

TALPSRFVWFVTCiKAOSTOA<s 

ALSYIDSLLYHHLDLYGQRLGH 

LDDGTDSWNHVPTLNGQCTLV 

LIHEYVDTRGPE1KTILVISWWN 

ILVFH A 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon far hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


1 1062 


41430 


A 


1 1 127 


3 


333 


DIGIGEENRKRWLRTGKCSFLP 

KEREWMDRLMSWGLVDTFRH 

ANPQTADRFSWFDYRSKGFDD 

NRGLR1DLLLASQPLAECCV*T 

GIDYEIRSMEKPSDHAPVWATF 

RR 


1 1063 


41431 


A 


1 1 128 


2 


136 


YCKLACLQVDSRGSQVFALDV 
AARHR*QFAMPESDAVAMLKH 
LS 


1 1064 


41432 


A 


11129 


3 


431 


GVFGRVSEKQRPAAPAAGERPL 

PRPRPLPCGAAARTGPFAAQAA 

♦RAAAAPRSERRRHHGAEEGH 

QRC1YRHAADRALGEAARRTG 

YALRPAGEPELAAAARRR*RAP 

DPG PR V P R H LG LL ATRAC PPG G 

AHCSPERGAISW 


1 1065 


41433 


A 


11130 


64 


2436 


RRQGLEGWWAIGLEGLTGKAL 

AWLFTVPGVRGLQWSPRFFLTR 

LRTLLCKVLGVLFSVAGGKKG 

PTCILQILKGQRRQEA*CISGWA 

ERVWASGQA*WEVWLHWAKS 

RNWFLFWKQHVHALRVRLDTT 

LFSLEEGSSFVWQGLTWKVVR 

RTFSESINHTPRITLGVPYSVHSF 

QLPGLLN FGEFKVCFVLSPRIFN 

LTHENFLSSEGPEIGGLLGATFN 

CLNKRLAKYRMRNVHPKPKLV 

RYLHSRLPPEPAAAP*AWCGPR 

HLSCRQMSSSSQIGNDSFQLQV 

TPVHLLPLSHTTRKNPEMYDLP 

LLFFNPQESAILQLFHQDGECLH 

CSP1VGDWCHLGHSQACPSFSV 

PSGLFVPSLLCGAAFGRLVANV 

LKRYSVCVRVCAHVHVCARVR 

VYACVWVRMTISLTV1LIESTN 

EITYGLPIMVTLMVSTLPPGPCQ 

AQGHVRPTGPIFRSLLEWETEV 

EMDK*GHDFAHVLVSECISSEA 

♦GMLLFCGGPDRSLFSTFRAVW 

SLSRLLDSVIAAGKQ*A*RT*SV 

GYSLLCPDLKGDPSAVSILRTT 

VHHAFPVVTENRGNEKEFMKG 

NQLISNNIKFKVrCKTA*EERQV 

RDKRSRLTRLSALELRNMCDE 

HIASEEPAEKEDLLQQMLERR* 

EPGGAPTARRATQRWGEPLAQ 

MFPLTFHGLILRSQLVTLLVRG 

VCYSESQSVSLSEAEISQARPDE 


1 1066 


41434 


A 


11133 


3 


80 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


1 1067 


41435 


A 


1 1 134 


2 


958 


LKCELS\DQGLAPAIQTVRLTHE 

SLTALEIPNALLQTIQDLILDLR 

VRCVMATLQHTAEEIKRLAEK 

EDWIVDNEGLTSLPCQFEQC1V 

CSLQSLKGVLECKPGEASVFQQ 

PKTQEEVCQLSINITQVFIYCLE 

QLSTKPDAD1DTTHLSGDVSSP 

DLFGS1HEDFSLTSEQRLL1VLS 

NCCYLERHTFLN1AEHFEKHNF 

QGIE*ITQVSMASLKELDQRLFE 

NYIELKADPIVGSLEP*IYAGYF 

DCKDCLPPTGVRNYLKEALVNI 

IAVHAEVFTISKELVPRVLSKGI 

EAVSERAQSTDAVCFILQQKWS 


11068 


41436 


A 


11135 


52 


1053 


MDEEERVYRACY1LCISLLSSPG 

NPGLHSPMLDLDNDTRPSVLG 

HLSLFL1QKYNHSILFFSPLAWR 

YKTPHRVAFVEKLTKLVLSQLP 

YF*IISNMFYFVFLIFKTAEKSNP 

INH1*TRLCLFLVF*KMIQEVMH 

SLVKLTRGALLPLS1RDGEAKQ 

YGGWEVALRSHSAHFCLDVFV 

RRLTHESLTALE1PNDLLQT1QD 

LIFRPGSQL*PVSRIFIFSAGTFRF 

KNHLHDFTGFHTCLTGAPRGPV 

GGCASDDGQAAADTSQWLS*!* 

VLYL*LFLLASMFSLSVDVFSL 

AP*R*FSKHLFCF*EQRLLIVLSN 

CCYLERHTFLN1SHGSP 


11069 


41437 


A 


11136 


50 


426 




1 1070 


41438 


A 


11 137 


2 


949 


QQVWKQNCFKHYSNETDNSTT 

QLVGVQTLQVVVPSLILCEHCM 

NFSSPH V WCCM VQ A VPGGQGQ 

TIMQVPVSGTQGLQQVSNI*KY 

*AVYQRRGFKE*IITTGQTQQIII 

QQPQTAVTAGQTQVIPLALSHR 

S KTDLEESDN* VRYQP VN A DGT 

I LQQG KCTH KLP* DFLGQLFCPL 

DN*HTTSSGQGTVTVTLPVAGN 

VVNSGGMVMVRKCIFQLCL*N 

FLEHAT*CLLKEEPLYVNAKQY 

RRVCITLGRI*ERRIAGFYF*NY 

LFSPKEKDSPHMQVGRHIHFILL 

FITLY 


11071 


41439 


B 


1 1 138 


26 


80 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
0!>/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aeid sequence ( X=Unkno»n, 
*=Stop codon, /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


M072 


41440 


A 


1 1 139 


203 


797 


HRHIARHLFPRTTPTP*LSWQGS 

*TPRWKGVRAVVTQPRKERRA 

ESEQFQATKPRSQL*LQPPTPSL 

VSSCQLKTTAASRPLT* PSKSV Y 

PSAPFHPWLPC/SKPERSVSPES 

NDS1SEELNHFKPIVCSPCTPPK 

RLPDGRVLSPLIIKSTP/PQPKQK 

PAEADFL*GQSTDPQKVGTDLS 

GAADQKDPFKSHSYLSGS 


11073 


41441 


A 


11140 


33 


379 


EATSNFKQPPSLPFWCLKSRTSL 

KPRQSKVCSSSFPVPGKTGNEL 

ALQ1P*FKSSCGPRFPD***PAGR 

/SAPSLGPPPSQSCAHQ*EHWVQ 

VCIKHGITNAEPPAEHLKVLVR 

E 


11074 


41442 


A 


11141 


248 


622 


SESSGRFWLCGLGPGTSPLLSL 

KFPHLLPASRGRSPPSPRPRVPR 

GKATQVVWAWGYRCVDEDPA 

RC LG TPG RTD/PH CGQGLLCPL 

GKSCSTSQPLSQGDGRGTSWDR 

SHACSPGGHPHRCIGCM 


11075 


41443 


C 


11142 


1 


1311 




11076 


41444 


A 


1 1 143 


452 


1286 




1 1 077 
1 1 u / / 


4144S 


A 


1 1 144 


2 


299 


GLPLAHGLLGRFGMDR1YEGQ 

VEMTGD*CDVESlDGOPGAFTC 

YLDVGLARTITGNKVFGALKG 

AVDKGCSVPHSTR*FPACDSAE 

FALG1PYFVQPNI 


1 1078 

1 I \J I o 


4 1446 


B 


1 1 145 


49 


832 




1 1079 


41447 


A 


1 1 146 


I 


1074 




1 1080 

1 1 UOv 


4 1448 


A 


1 1 147 


] 


360 




1 108 1 


41449 


A 


1 1 148 


1 


1 155 




1 1082 


41450 


A 


1 1 149 


75 


266 




11083 


41451 


A 


11150 


2 


222 




11084 


41452 


A 


11 151 


1 


549 




11085 


41453 


C 


11 152 


453 


665 




11086 


41454 


A 


11 153 


1 


1962 




1 1087 


41455 


A 


1 1 154 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSL\YIYFFLDEFM 

YFAGTWMKLETIILSKLSQGQK 

TKHRMFSLVGGN 


1 1088 


41456 


A 


1 1 155 


j 


363 




1 1089 


41457 


B 


1 1 156 


_ 


375 




1 1 090 


41458 


A 


1 1 157 


-j 


197 






414SQ 


Q 


1 1 158 


1 


270 




1 1092 


41460 


c 


1 1 159 




146 




11093 


41461 


c 


II 160 




268 




1 1094 


41462 


c 


11161 




301 




1 1095 


41463 


A 


1 1 162 




289 




11096 


41464 


B 


1 1 163 


19 


240 
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SEQ ID 


SEQ 11) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=LJnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sec] uence 






1 1097 


41465 


A 


1 11 64 


2 


253 




1 1098 


41466 


B 


I 1 165 


} 


978 




1 1099 


41467 


B 


1 1 166 


1 


316 




1 1 100 


41468 


A 


1 1 167 


191 


319 




11101 


4 1 46Q 


A 


1 1 168 

111 \J<J ! 




763 




1 1 102 


41470 


A 


1 1 169 


274 


437 




1 1 103 


41471 


A 


1 1 1 70 


] 


417 




1 1 104 


41472 


c 


11171 


1 


792 




1 1 105 


41473 


A 


1 1 172 


3 


449 


IYLTKELKDLYKEKCKTLLKEIT 














DDTNKWKHIPSSWMGRIN1VK 














MTTLPKAIYKPNAIPFRIPPSFFT 














ALEDTILKFIWNQKR/CPHSQCK 














IKQKEQIWRHHTT*FQAIL*GHS 














HQNS/IGTWMKLENIILSKLLQG 














OKTKHCMFSLIGGN 


1 1 106 


41474 


A 


1 1 173 


1 


441 




1 1 107 


41475 


3 


1 1 174 


1 


597 




1 1 108 


41476 


A 


1 1 175 


5 


265 




1 1 109 


41477 


A 


1 1 176 


^> 


280 


S1YPNTCTRMF1VALLTIAKTWN 














OAICPTMIDWIKKMWHIYSME 














YYAA1KNDEFMSFVGTWMKLE 














TIIFSKLSQGQK\TKHRMFSL1GG 














ELEQ 


1 1 1 10 


41478 


A 


1 1 177 


590 


747 


KAYOPEKAODOVDSOPNSTRG 














TWMKl FTIIl SKI TOFOKXTKHP 














IFSLISGS 


11111 


41479 


A 


1 1 178 


3 


274 


F Y YKDTCTH MF1VA LFTI A KTW 














NQPKCPS V1DW/IMKNM WHIYT 














MEYYAA1KNDFFMSFSGTWMK 














LETIILSKLTQE\QKTKHCMFSLI 














SGS 


11112 


41480 


A 


1 1 179 


1940 


2061 




11113 


41481 


A 


1 1 180 


493 


743 


KATRSVNC/WWDHL*RPFWGS 














PH 


11114 


41482 


B 


11181 


1 


1248 




11115 


41483 


B 


1 1 182 


50 


8445 




11116 


41484 


A 


1 1 183 


40 


125 




11117 


41485 


B 


1 1 184 


1 


1896 




11118 


41486 


A 


1 1 185 


1 


624 




11119 


41487 


A 


11186 


1 


357 




11120 


41488 


A 


11187 


1 


304 




11121 


41489 


A 


11188 


681 


834 




11122 


41490 


A 


1 1189 


3 


2128 




11 123 


41491 


A 


11190 


175 


402 





BNSDOCID: <WO_0t75067A3_IA> 



1497 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possib1c nucleotide 
deletion, \=possible nucleotide insertion) 


1 1 124 


41492 


A 


11191 


46 


790 


NPGAVKMPA YHSSIMDPDTKLI 

GNM/AHLLPIRSQFKGPAPRETN 

KDT\DIVDEAIFLPSGPNVFF\KN 

YE1KNE\ADRTLIYITLYISECLK 

KLQK\CQFPKAQGGGKEMFYA 

G ESTNFSH FLG EPGFXPTLTA1LC 

PNPANKXQEDEWMRALFTNQP 

KGKRLGLRLCEKSFSDP\QNG*T 

PAKWVDLAFVKRQFVN4TMKSLS 

GPWTVEGSPGQPTVSRGPGAAF 

FQQDVTQSFCLYLVKFYRDERR 

ACLYLKNS 


11125 


41493 


A 


11 192 


1 


828 




1 1 126 


41494 


A 


11193 


1 


525 




11127 


41495 


A 


11194 


43 


1826 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKE1CEDDVP\QFTSAGENFD 

KSLAGKLRETLNISGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAGIDEQENWHEGKENIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAEIIEKNLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGISIKASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLP1NIIGLAPLCENMPSG 

KANKPG D V V RA KNG KTIQVDN 

TDA\EGRLILADALCYAHTFNP 

KVILNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIETG 

DRVWRMPLFEHYTRQVVDCQL 

ADXVKNIGKYRSAGACTAAAFL 

KEFVTHPKWAHLDIAGVMTNK 

DEVPQSTGKA*LGRPTRTL1\EF 

LVLRFSQDNCLVQILKNVFHSVL 

NWTVELKKVFE 


11 128 


41496 


A 


11195 


1 


273 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possiblc nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










.itl^ UvlllC 






11 1 29 ! 


41497 


A 


I 1 196 


2996 


8256 


LPTRRSWAVFFKGGESGAHTLR 














RKARKKRKKQVKGGSPKKGEE 














AKKVEAPRLPKLAAPGGGAGA 














KGGAGGTSDMRLWSWVLHLG 














LLSAALGCGLAERPRRARRDPR 














AGRPPRPAAGPATCATRGPRPP 














RLAAAAAAAGRAWEAVRVPR 














RRQQREARGATEEPSPPSRALY 














FSGRGEQLRVLRADLELPRDAF 














TLQVWLRAEGGQRSPAVITGL 














Y DKCS YI SRDRG WV VGIHTISD 














QDNKDPRYFFSLKTDRARQV 


1 1 130 


41498 


A 


11197 


75 


266 




1 1 131 


41499 


B 


11198 


1 


363 




1 1 132 


41500 


A 


1 1 199 


1 


649 


PRIRHEVIEEVIRMMLEIINSCLT 














NSLHHNPNLVYALLYKRDLFE 














Q\FRTHPSFQDIMQNIDLVISFFS 














SRLLQAGAELSVERVLEII\SQG\ 














ALRCPKDRLKEISQKLKFKYVE 














EEQPRGVF*SPYVWSLVLQLQQ 














S A L Y WEFHRTFQLFHP WDSRLR 














GRDASSPPGTPSSQGRPFQSSFIS 














GVTEVGQTGYLVYLLLKEDCT 














SVFSSHTL1WRIGC 


1 1 133 


41501 


A 


1 1200 


108 


210 




1 1 134 


41502 


A 


1 1201 


53 


259 




1 1 135 


41503 


A 


1 1202 


1 


2679 




1 1 136 


41504 


A 


11203 


1 


675 




1 1 137 


41505 


A 


11204 


834 


1077 


KGLWTVPPSFGDTVSGPPVPTG 














GSAGHTVPPPPR*CRRQPPPSPP 














WRRLFLPQLRSRSSQPPAGPAR 














HLPPPAARPECFCA 


11138 


41506 


A 


11205 


1 


681 




11139 


41507 


A 


11206 


1777 


1940 


VPILPQPLLLHP11LLS*VPILPQP/ 














PAPPPYNPF1TSPPHTWSGLQFH 














SVTSPPPPAQQFTLKRVAEAKGI 














VK 


11140 


41508 


A 


11207 


3 


547 




1 1 141 


41509 


A 


11208 




578 




1 1 142 


41510 


A 


11209 


194 


379 




I 1 143 


41511 


A 


11210 




927 




11144 


41512 


B 


11211 




916 




1 1 145 


41513 


A 


11212 


j 


441 


RRKLQKQALGPEQNLETLLNL 














ATSVFYNRDQEEQVQKEKRDQ 














RKAAALVMALRQTNLGGSERT 














EH EAGQSPGKAC YQCGLLGHF 














KKDCPMRNKLPPR/RVSTMLRQ 














SLEGALPQRMKVPWVRSPQPD 














DPTTGLRVPGASASSCHHPH 


1 1 146 


41514 


A 


11213 


164 


359 




1 1 147 


41515 


C 


11214 


157 


189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence i 


Amino acid sequence ( \=Llnknowri, 
*=Stop codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


1 1148 


41516 


A 


1 1215 


13 


399 


VEAFPTGSEKATAV1SSLLSD1IP 
QSRLPTSIPSDNRRAFISQISQAV 
FQALS1P*NLYIPYGPPSSRKH/T 
LTKLSHQLKKDWTILLPLSLLRI 
QACPRNATGYSPFKVLYRHSFL 
LRPSL1PDTRPT 


11149 


41517 


A 


11216 


2 


152 


WYGEIMGDVSQGCFER* WAMF 

LRAASSG1RGGVGT*SGRH*AE 

GRFYGDFRGNRAASVFSR 


11150 


41518 


A 


1 1217 


1 


1143 




11151 


41519 


A 


11218 


28 


453 




11152 


41520 


A 


11219 


275 


1128 


DISTPSLATDHMPITIPLNLIT/TY 

PTQRQYP1PPHALKGLKPVITDL 

LQHRLLKPFNSPYNSPILPVQKP 

DKSYRLVQDLRLTNQ1VLPIHP 

VVPNLYTLLSSIPSSTTHYSVLH 

LKDAFFT1PLHPSSQPLFAVTWT 

DPDTQQSQQLTWAVLPQGFRD 

SPHYFSQALSHDLLSFHPSASHL 

IQYIDDLLLCSPSFESSQQDTLL 

LLQHLFSKGYQSDDRPAFTSQI 

TQAVSQALGIQWTvlLHIPYHPQS 

SGKVEWTNGLLKLLLLLLTANI 

DDTSYLQI PH KGLQ 


11153 


41521 


A 


11220 


1 


606 




11154 


41522 


A 


1 1221 


713 


835 


LSQWRSDNGPAFISQ1TQAVSQ 
APGIQ*NLYIPYHPQSSGK 


11155 


41523 


A 


11222 


1 


1133 


AEALPVQFYFHLSDIRGMLLHE 

PDLQKGIKAVSQEDPQWSYQA 

DSPGIARRDYMVSRLVEGLKK 

AAYKAVNYDKLKKTTQVTIVP 

GPDFNLASHIIPDTTPDPHDCYL 

SDTPGIHS1SHISFFA1PHPDHTW 

F1DGSSTTPNRHTPAKAGYAIVP 

STSI1EAAALPPSATSRQAKLIAL 

TRTLTLAKELCVNIYTDSKYAF 

HILHHHAVIWAERGFLTKQGW 

SNrNASLIKTLLKATLLPKEAGV 

1HCKGHQKASDP1AQGNTYAD 

KIAKEAASGPTSVPHGQFFSFSL 

V TPT Y S PT KTST Y PS L LTQG K W 

FLDQGKYLLPASKAHSILPSFH 

NLFHVGYKPLAHLLEYLISFLS 

WKSILKEITSQ*SICYSTTPQG 


11156 


41524 


B 


11223 


1 


1 156 




11 157 


41525 


A 


11224 


1 


4991 




1 1 158 


41526 


A 


1 1225 


-» 
_> 


590 




1 1 159 


41527 


A 


11226 


203 


1772 




1 1 160 


41528 


A 


1 1227 


1 


1669 




1 1 161 


41529 


A 


1 1228 


1473 


1604 




1 1 162 


41530 


A 


1 1229 


82 


159 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn > 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






1 1 161 

1 1 1 Oj 


4 1 SI 1 
*♦ i j j i 


A 


i i9in 

1 1 ZjU 


1 
i 


1 323 




1 1 1f»4 
1 I J UH 


4 1 519 


A 
r\ 


1 1 91 i 


177 

j i i 


63 1 


LLKGKLTNRKDIHTKTPSVRHH 














HRRP^PHR DTTkTk' III WOYPW* 
ri rViVr IVi VJ IVLJ 1 1 Ix.Ix.1 1 LIN\jj Y r W 














TSMOKSSIKYWOTFSSSTSKx;! S 














1 1 v 1 1 ix JL/ i\ o o l< vj r\. i n vv rv,rvi_« 


ill /^s 

111 UJ 


41511 

*T 1 JJJ 


V^ 


1 1 919 

J 1 Z. JZ. 


l 
i 


1 677 




1 1 1 OO 


1 J 


A 


1 1 111 

I I Zj j | 


7x1 
/ jj 


Oftft 


i vrLW jL ivi ivj vi i i\ wur vj v u V 














i svr*F>Fnn>\Fpn! ovpw<;i 1 














FVH^*Pn PnYOORRNSPWPRn 
i—t v 1 1 j rv^brvj i v</ v</ ivivi n o w rivvj 














kJ^L/ V V 1 1 


1 1 1 fil \ 


41 SIS 

r | Jjj 


A 




1951 
i 4-JJ 


1459 


LSDSPKI K*RKKC*GOPERKVG 














1 PTKTi'sPS^OOT^WOKI PkTPP 














F^dnOY^sTF] KICR1FNPFFHTOO 
covjvjv^ i j i i Lu rv rv rvi i iNrcrniyy 


111 oo 


4 1 S16 

H- 1 J JO 


o 

D 


1 1 91 x 
1 1 Zjj 


l 

1 


094 

/Z4 




111 £G 

1 1 1 oy 


4 1 j j / 


A 

A 


I IZjO 


TQQ 

Zyy 


41ft 
hjO 




1 1 1 7fl 
III /u 


4 1 SIR 


A 
/\ 


1 1 917 i 
1 1 Zj / 


95Q 

ZJ7 


51ft 


FOKFWYOI 1 1 VPI V/FIWI *IHI 














VI DFF*I VNY*I I POFO^Ml 1 V 














^^Fini i pni vt fiFrMPoniYPF 














I 1 DFI WS1 MMVTYRWriFGVr) 














VLCVC 1 


I 1 1 7 1 
I J 1 / 1 


41 S10 


D 


1 1 91R 

J 1 Zj O 


70 


1 5R7 

1 JO / 




1 1 1 79 


4 1 >40 


A 
/\ 


1 1910 
l i zjy 


1 ftHR 

1 Ol/O 


1 7ftl 




1 1 1 71 
111 I j 


4 1 S41 
*♦ 1 JH 1 


A 


1 1940 

1 1 Z*tU 


1 
I 


9001 

ZUU 1 




1 1 1 74 
ill/'* 


41 S49 


D 
D 


1 1 94 1 

1 J Z.H 1 


1 
1 


74 1 




111 to 


4 1 S41 


o 

D 


1 1949 

1 1 ZHZ 


1 
1 


1 IftR 

J JUO 




111 7ft 
111 /O 


4 1 S44 


p 
V_, 


i 194^ 

I 1 Z 4 * J 


1 
1 


1094 




111 77 
111// 


4 1 S4S 

*+ J J*r J 


A 
r\ 


1 1944 
1 1 Z4f 


470 


ft 10 


in. v l i\.vj w vjor nyUrtu or Lyjn 














\JLJ\J^ 1 I VJ 1 UlvCi n VJjL> IX/A IX iVIV IX 














i pvi ni 


111 7fi 
1 1 1 /o 


a i S/i/; 


t> 


1 1 9/1 x 


1 
1 


1 S4ft 
JJ'fO 




1 1 1 7Q 

111 /7 


4 1 S47 
1 j 4 * / 


A 
/A 


1 1 94ft 

1 1 ZHO 


1ft! 
J Oj 


47ft 




1 1 1 SO 

III Ov 


4 1 54R 


A 
r\ 


1 1947 

1 J ZH / 


1 
1 


750 

/ J7 




1 1 1 XI 

1 1 1 O 1 


41 540 


c 

V_- 


1 1948 

I 1 itO 


376 


986 




1 1 1 R9 

ill oz, 


41 550 

1 JJU 


A 


1 194Q 
1 J z.*-t 7 


JJU 


821 


MS1RSTWRRAFFNSWVSFI TFR 

IVfhj J IVlJ 1 »▼ I V1X/V 0 1 ll J VV VOI Li 1 IX 














L VDI SI VFDDGDVOVGFWCnC 

l—* V 17b JLi V I 1— ' I— ' VJ L/ V v< V VJ I VV VjVJV 














psci i vfl i /isoDPOi ovrwsi 














OFVH^RPPSPGYOOiiRI OY^FY 

V^C-« V I IJIVI V/ Jl VJ I VJJV^VJjIVL^VJ/ I OJ— » I 


1 1 1 

I 1 1 OJ 




A 

A 


1 1 9^rt 


1 1 0 

i i y 


140 




111 fi4 


A 1 ss9 
H 1 j jz 


o 
D 


119x1 
1 1 Zj 1 


i 
i 


049 
!/*IZ 




i 1 1 c S 

111 O-J 


» i jjj 


A 


1 1252 


416 

"JU 


732 


LH1WPFLLPCKAONOVHCSKFC 














PLGRFPFMAVLOGCPRKGL*CC 

1 L> V_l 1 vl K 1 1 ▼ 1. J \ V lj\/ VJ xvl 1 vl vVJ Ij V^r v_> 














^rPI 1 GGIWKrRIFPAFRTYr RP 

UV/I LLUVJ 1 W lOV^Ivll^rtr IX 1 I l_> IXI 














TMYTPI PFAHfiMI 1 PTAHsMAR 
livi i irLrrA ljvj ivi l,l.v_. i rtn j l v i s\ rv 














CFGYCSLVV 


11186 


41554 


c 


11253 


1 


1878 




11187 


41555 


A 


11254 


720 


1535 


1LPEVQGGAGTI*LSLFL1E*PLF 














LSPA*LPWPELPTLC*1GVVRDG 














TPVLCQFSKGMLPVFAHSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


I 1 188 


41556 


A 


1 1255 


2 


1059 


WLLAASPLWLCRJRP/L1LAAFM 

GWQSRSALGTQSQESGKGSPD 

QVLVPQDCGPWLGSVELVSVP 

GSQAGEEP1LSENKGRVTQMKI 

PEERSGSNICCSA1FAVLQPPLLI 

PRQTRSGVDLQQNPTDLQLRVL 

TV RRKTN KEKGHPHQN PTCTS P 

ASKTKGALRJFIKQVLRDLERAL 

DSHTIMGDFNTPLSTLDRSTRQ 

KVNKDIQELNSALHQVDL1DIY 

RTLHPKSTEYTVFSAPHHTYSKI 

DHTVGSKALLSKCKR1EILTNCL 

SDHSAIKLELRIKJCLTQNHSTTL 

KLNNLLLNDYWVHKETKAEIK 

MVFE1DENKDTIYQNLWDTFK 

AVCRGKFIALKAHKRKQERVT 


11189 


41557 


A 


11256 


82 


159 




11190 


41558 


A 


11257 


820 


1358 


HTDGFLVWMPFLFVSFPSNSQD 

RQLQVCWRLLEVHSRPCFPGY 

QQRWLQNNRY/SVNRKCCCLIV 

PLEVLSQRSTHQHVGEWLCLL 

GRKFPAGMEACTAMLCSSSVL 

EAATLSFSVQHRACTGGS*KPQ 

QGRVYPSEGREHNGAAAFGPF 

CSSECPASCPDPGTQPCAPGTY1 

PFFSCQT 


11191 


41559 


A 


11258 


2435 


3261 


QVRGYRCRFVTWVNCMSLRFG 

VQRIPSPSLTGTQPPVGAD*HLT 

RPGTPLR*NFQRNDQAVTFAVH 

\HIH\FVQPLLLIPMQTGSGVDLR 

QTPTDLQLRVLTVRRKTNKQK 

GHPHRNPICMSPSSKTKARQAN 

IQIQEIQRTPQRYSSRRATPRHII 

VRFTKVEM KEKKL RA A REKG R 

VTHKG KPI RLTVDL L A ETLQA R 

REWGPIFNILKEKNFQPRISYPA 

KLNFISEEE1KSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNQ 

YQPLQNHAKL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1 192 


41560 


A 


1 1260 


1439 


2544 


VSSTTKEKALSVPPRWCILQKK 

MPPNHQPVSLPEVFLPQILKFSG 

PPHWRR1EDEYKVMRLNIGDM 

KTKKKMLEKYEQLE1RHQQKS 

RT*KA VCCIT* LSRHI1LLGQAPL 

VQQSM*QPESHHQVNPPETSYG 

IHQTPKLS*IG1K*RPWIM/MSEV 

KGYKVGNFFFAKAPNRAPPLL 

KPRQTGSGVDLQQTPADLQLR 

VLTVRRNTN KQKGHPHQNP1CT 

SPSSKTKEVENLEKRLDKWLTR 

LTNVEKSLNDLMELKTMAREL 

rlL'E.vJ 1 oroovrL'yLDC.KV r VIVlfc, 

DQMNEMKQEEKFREKRMKRN 
EQSLQEIRDYVKRPNLRLIGVPE 
SDGENGTKLENTLQDIIQENFPS 
LARQAMIQIQE1QRMPQR 


11193 


41561 


A 


11261 


2772 


3111 


QSGPSAAGLLEFAGGPLQTLFA 

W V oAAcVuNLI\UoUjjLj r IS 

KGVMDGTWKIGSLPPEYCAFPT 
G*KNGAP/LRLYPTPGSEGPTPT 
ESPVFA STA VG DQTA RQQRG W 
GRGARH 


11194 


41562 


A 


11262 


248 


597 


DRCPAAWDRHPAGIQSSRREPS 
i^ a tw/ti Dci/i Q\/nnr.DDncci 

PI Tvir^l^X/A API r,Af:UDDA4T PI Cl 

LRC*YPGKQGLEWTSSKLQQTC 
H*GS*LLKGKLTNRKDIHSKTPS 
VRHYHQR 


11195 


41563 


B 


11263 


1 


2250 




11196 


41564 


A 


11264 


1298 


1681 


GVSVPLLWGASQLGYLGVMDP 

KAALGQSGAHCPERCVSAQS* 

AD*RALREHKQ*FGSTLCGPVM 

VVAMELGSSTMVELVSSPANS 

V IS. V F L,r Lnlr l>o IV^LrLI TO 


1 1 1 07 

1117/ 


A I SAS 
*r 1 jOj 


A 
r\ 


I iZOj 


1 979 




^HT I PTkTVAFTk'POPI FII 1 RIU/I 
JULLr 11V VAr 1 rvr V<f i Lr I LLlvi W L. 

* R n VVFP^sWkTVTTPP FOPOPTT 

U\J I V^Ii IT JVIV^IS. 1 bOL/LolLU lS.lv 1 

MCI MO 


11198 


41566 


A 


11266 


1 


1071 




11199 


41567 


A 


11267 


788 


1286 




1 1200 


41568 


A 


11268 


3 


455 




1 1201 


41569 


A 


1 1269 


1 


711 




1 1202 


41 570 




1 1270 


225 


525 


GGGFNFSYPWYI I VCiCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PK\PEPKPKJG\PAKKGEKVPKG 
KXGKADAGKEGNNPAENGDA 
KT A QAQKA EG AG DA K 
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SKQ ID 

NO: 


SKQ II) iNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1203 


41571 


A 


1 1271 


914 


1261 


TAKPKTN WCCRAPTSRLASTFA 

TMPFK1CAECVGDAHPATVKDE 

PQRISARLSUKPAPPKPEPKPK 

KAPAKKGEKVPKGtCKGKADVA 

GKEG\NNPAEN\GDAKTDQAQK 

A\EGA\GDAK 


1 1204 


41572 


A 


1 1272 


3 


359 




11205 


41573 


A 


1 1273 


440 


642 


WKAEREEIEPR/PKKAPAKKGE 
KVPKGKKGKAEAGQDGDNPTE 
NGDAKTDQGQKAEGAGDAKR 
TVSHQN 


11206 


41574 


A 


11274 


499 


723 




11207 


41575 


A 


11275 


147 


459 


STYVPLPSPPSSMPKRKAEGHA 
MGDKAKVKDEPQRRFARLS\A 
KPAPPKPEPKPKKAPAKKGEKV 
PKGKKGKAD\AGKEGE* PLQKN 
G D A KTDQ AQKAAEG A\G DA K 


11208 


41576 


B 


11276 


179 


400 




11209 


41577 


A 


11277 


24 


601 




11210 


41578 


A 


1 1278 


266 


441 




11211 


41579 


A 


1 1279 


17 


570 


HQPKKDLTGFVKWPRYIRLQR 

QRAILYKRLKVHLAINQFTQAL 

ARQTATQLLKL A HK YRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVTMTVTTLVENK 

KAQLVVIAHDVGPIELVVFLPA 

LCRKMGVPYCQ\IKGKARLG\R 

L V H RKATCTTC RFTQWN S\E DK 

GALAKVLVEAIRTNYNDRYDEI 

R\RHWGGNVLGPKSVARJAKL\ 

EKAKAKELAH*TGGSYQDQLQ 


11212 


41580 


A 


11280 


175 


289 


RPC VKESG KPH LKSSTM WTTL 
KLLRI*PRRTTCSPRLS 


1 1213 


41581 


A 


11281 


205 


361 J 




11214 


41582 


A 


1 1282 


144 


396 


CLEVLHK1LFFEMESHSVTQAG 
VQWRDLGSLQPLPPG\SSNSPTS 
ASQVAGIRSMRQKGRANFFVFL 
VEMGFHHVGQADLELLTL 


11215 


41583 


A 


1 1283 


241 


550 




1 1216 


41584 


A 


1 1284 


2 


106 




1 1217 


41585 


A 


11285 


2 


447 


PPLSRLLCPRHPHSGWPEGYSPE 
HLRCGLRSGTLRSRQALHCQVS 
SNP*PPSLWF*GCGNVL*ELCLF 
VLPVSVNLYQVLLSEIWEFHRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1218 


41586 


A 


11286 


1 


2172 


PAGRCRTAWAVAAQQLMLSA 

ALRTLKHVLYYSRQCLMVSRN 

LGSVGYDPNEKTFDKILVANRG 

EIACRVIRTCKKMG1KTVAIHSD 

VDASSVHVKMADEAVCVGPAP 

TSKSYLNMDAIMEAIKKTRAQ 

AVHPGYGFLSENKEFARCLAAE 

DVVFIGPDTHAIQAMGDK1ESK 

LLAKKAEVNT1PGFDGVVKDA 

EEAVRJAREIGYPVM1KASAGG 

GGKGMR1AWDDEETRDGFRLS 

SQEAASSFGDDRLLIEKFIDNPR 

H1EIQVLGDKHGNALWLNEREC 

SIQRRNQKVVEEAPSIFLDAETR 

RAMGEQAVALARAVKYSSAGT 

VEFLVDSKKNFYFLEMNTRLQ 

VEHPVTECITGLDLVQEM1RVA 

KGYPLRHKQADIRINGWAVEC 

RVYAEDPYKSFGLPSIGRLSQY 

QEPLHLPGVRVDSGIQPGSDIS1 

YYDPMISKLITYGSDRTEALKR 

MADALDNYVIRGVTHNIALLR 

E VI 1N\SRFG KRNLNT* FLASKGF 

PEAFKGH LLTKS\EKTQFLAIAS\ 

SLFVVAFQLRAQHFQENSRMPVI 

KPD1ANWELSVKLHDKVHTVV 

ASNNGSVFSVEVDGSKLNVTST 

WXNLVASPLLSVSVDEHSEGLFO 

CLSREAGGNMSIOFLGTVYKV 

NILTRLAAELNKFMLEKVTFDT 

SSVLRSPMPGVVVAVSVKPGD 

kjkj v 1 — * 1 vvj i I'll VI V ▼ V / K ▼ V l^V 1 VJL/ 

AVAEGQEICVIEAMKMQNSMT 


11219 


41587 


A 


11287 


62 


2600 




1 1220 


41588 


c 


1 1288 


277 


508 




11221 


41589 


B 


11289 


94 


1440 




11222 


41590 


A 


11290 


57 


237 


FLHAENKAHRPGISLCGLRAQP 
RQPASRHAW*SMRSEQRPWLT 
ASGRSSGQTRSSRSLG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


1 1223 


41591 


A 


11291 


-> 


1968 


EFDYSEDKSSWDNQQENPPPTK 

KIGKKPVAKMPLRRPKMKKTP 

EKLDNTPASPPRSPAEPND1PIA 

KGTYTFDIDKWDDPNFNPFSST 

SKMQESPKLPQQSYNFDPDTCD 

ESVDPFKTSSKTPSSPSKSPASFE 

IPASAMEANGVDGDGLNKPAK 

KKKTPLKTDTFRVKKSPKRSPL 

SDPPSQDPTPAATPETPPVISAV 

VHATDEEKLAVTNQKWTCMT 

VDLEADKQDYPQPSDLSTFVNE 

TKFSSPTEELDYRNSYEIEYME 

KIGSSLPQDDDAPKKQALYLMF 

DTSQESPVKSSPVRMSESPTPCS 

GSXSFEETEALVNTAAKNQHPV 

PRGLAPNQESHLQVPEKSSQKJE 

LEAMGLGTPSEA 1 EITAPEGSFA 

SADALLSRLAHPVSLCGVALDY 

LEPDLAEKMPPLFAQKLQREAX 

VHPTDVSIXSKTALYSRIRTTEVE 

KPAGLLFQQPDLADSALQIARAE 

II\TKEREVSEWKDKYEESR\RE 

VMEMRKIVAEYEKTIAQMIEDE 

QREKSVSHQTVQQLVLEKEQA 

LADLNSVEKSLADLFRRYEKM 

KEVLEGFRKNEEVLICRCAQEY 

LSRVKKEEQRYQALKVHAEEK 

LDRANAEIAQVRGKAQQEQAA 

HQASLRXEQLRVDALERTLEQ 

KNKEIEELTKICDEL1AKMGKS 


11224 


41592 


A 


1 1292 


63 


2203 




1 1225 


41593 


A 


1 1293 


27 


586 




11226 


41594 


A 


1 1294 


89 


288 




11227 


41595 


A 


11295 


1 


522 


HERFETTYFKKFPNGYYVTGDG 
CQRDQDGYYW1TGR1DDMLNV 
SGHLLSTAEVESALVEH'RLLQ 
EAVAVVGHPHPCEGVNASYCFV 
TLCDGHTFSPKLTEELKKAWM 
RKRLAPFATPDYIQNAPGLPKTA 
RSGKIMRRVLRKIVAQNDHDLG 
DMSTVADPSWISHLFSHRCLTl 


11228 


41596 


A 


11296 


2 


569 




11229 


41597 


B 


11297 


1 


990 




11230 


41598 


A 


11298 


I 


252 




11231 


41599 


A 


11299 


39 


174 


RH1YSSNEVH*KEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEIPLSSL 
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SfcQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X— Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 1232 


4 1 600 


A 
r\ 


1 1 700 


1 6 


7"7Q 

J is 


11 nTCDN/IDU/Tni/MCCNyill a nnr 

1LU J brlVIK W 1 ^IvNrbivllLAy rc 














^IK I LbyNKNRDRRlKKKEE 














\S\f\S\S\S\S~\SXr\S\S\S\s\s\S\S\S\S\SlSls 














k r l^'k r k r k r *ni/'Eri/'cri/'Ci/' ct/ i/ lycis c 
NNK.lvl\*tNtKbl<wbK > bK k KKbKb 














£ fcrvis.K/^/fc b b b b b b b bb h b b b b b 














fcbbbbbbbbbbRRRR 


1 123"? 


4 1 60 1 


A 
/A 


1 1 70 1 


1 


1A Q 

Z4V 




1 1234 


41 609 


A 
r\ 


1 1 109 


i 
■ 


7 <;7 




1 197S 


4 1 607 


A 
/\ 


1 1 107 


i 
i 


54 / 




1 1976 


4 1 604 


A 
/\ 


1 1 704 




ZZ4 


i^brvKKKKb RKJsA K b EE E Eb Ebb 














rrrrr?r7t7C"C?C'C'r?T? is is is is is is is is is is 
bbbbbbbbbbbrUvKJ<J<J<JCKJCK 














\Y\S1S\/'\S1S\S\S\S\S\S\SIS1S\SISISISISIS 

isJsJsJs. IsJs. KJsJs. Is. rv is. Kr^PvKKKKK 














is is is is is is is is is rt is t* i~\ t a \/r\n\; 

KJs.KKKKRKKuRK I DLAVDPV 


1 1237 


41 60S 


A 
r\ 


1 1 70S 


1 
1 


A 1 7 
4 I / 




I 1 97R 

I 1 Z. JO 


4 1 606 

*t 1 DUO 


A 
f\ 


1 1 706 
1 I JUO 


1 
1 


17 1/1 
1 _> 14 




1 197Q 


4 1 607 


D 
D 


1 1 707 
1 1 JU / 


1 
1 


1 77 




1 1240 


41608 


A 

/V 


1 1 30R 


4S 


966 




1 1241 


4 1 600 


A 
/\ 


1 1 7H0 


7S 


7 17 
J 1 J 


rLv^IVIbU 1 Yl V 1 RELLLLRr AWL 














\/ t r\i \ / c"\ / 1 1 * \s r> is is r» r> is is is i~» is i s 

Y LL> L V r V L 1 w Y RK K RRKK KRK K 














is r? tx" r'x/' n? r^t/ - iy iy is is is is is is ir is ir 

ICEKEKEKEKKKKKKKKKKKK 














Is. Is. r^Jvi^lvlsJs. is. is. Is. R KJs.bMALQc> 














PCI W/V/ f V/ A 

LbLWYLYA 


i 1949 


41610 


p 


1 1 7 1 O 

I J J IU 


940 


7Q1 

J7 1 




1 1947 


*t 1 O 1 I 


A 


1 i jl 1 


I 


3 /y 




1 1944 


41619 


A 




1 A 1 
1 4 1 


A 1 f\ 

4 1 U 


FbPlb I Ivl ESrvOM WQLFELTL/H 














NSKVNTLSKELHSEFSEVMNEI 














WAbUQIRSAVLJSSKPGCFIAGA 














lJlf\JVlLAA\^lVlJr'oKc>N I AJ 1 RKH 














Kb 


1 194S 


41611 


A 


11717 
1 1 ji j 


1 
t 




K Wr 1 rMbr blrvvjij YA'bNN WR 














LbVRCuOWPLRRLMEEGSLPNP 














bRl Y YRNKLRlLKbyNNbSVDPC 














MRNLDECEVCRDGWFI FfrOT 














CSRVFHDDCH 1 PPVESEKMKES 














AGSQQCCQES 


11246 


41614 


A 


11314 


1 


921 




11247 


41615 


A 


11315 


108 


2765 
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BNSDOCID: <WO 0175067A3JA> 
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PCT/US01/08631 



SV.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1248 


41616 


A 


1 1316 


98 


2418 


AKLMAQQGQQGQMASGDSNL 

NFRMVAEIQNVEGQNLQEQVC 

PEPIFRFFRENKVEIASAITRPFP 

FLMGLRDRSFISEQMYEHFQEA 

FRNLVPVTRVMYCVLSELEKTF 

GWSHLEALFSR1NLMAYPDLNE 

1YRSFQNVCYEHSPLQMNNVN 

DLEDRPRLLPYGKQENSNACHE 

MDD1AVPQEALSSSARCEPGFS 

SESCEQLALPKAGGGDAEDAPS 

LLPVSCKLAIQIDEGESEEMPKL 

LPYDTEETFDLKTPQVTNEGEP 

EKGLCLLPGEGEEGSDDCSEMC 

DGEERQEASSSLARRGSVSSEL 

ENHPMNEEGESEELASSLLYDN 

VPGAEQSAYENEKCSCVMCFS 

EEVPGSPEARTESDQACGTMDT 

VD1ANNSTLGKPKRKRRKKRG 

HGWSRMRMRRQKNSQQNDNS 

KADGQVVSSEKKANVNLKDLS 

KIRGRKRGKPGTRFTQSDRAAQ 

KRVRSRASRKHKDETVDFKAP 

LLPVTCGGVKGILHKKKLQQGI 

LVKCIQTEDGKWFTPTEFEIKG 

GHARSKNWRLSVRCGGWPLR 

WLMENGFLPDPPRJRYRKKKRI 

L1CSQNMSSVDPCMRNLDECEV 

CRDGG ELFCCDTCSR VFHEDCH 

1PPVEAERTPWNCIFCRMKESPG 

SQQCCQESEVLERQMCPEEQLK 

CEFLLLKVYCCSESSFFAK1PYY 

YYIREACQGLKEPMWLDKIKK 


1 1249 


41617 


A 


1 1317 




1210 




1 1250 


41618 


A 


11318 


1 


743 


MRYKKEQPLFLPKYDLGADAA 

ILQPQEEDCGSTQVRGGHHRTK 

TEETGLLVTSLNQGIKPHDSVT 

KLLSPQRSSVLFLLLITSGVHTD 

SSKAVLESRRSLGYEASFLEYF 

QSFYKLFPVDRLYAWHCSDHR 

N TT VT A INT DRPG L LTL S LT VT 1 

GQGSK1CAPSGFSH1SPAPTVKQ 

QPILCDDRDFSPSSFPSTNTPSQF 

ATNEVLTTGPPPGAG/CCQYSTI 

TRKTGPNCQAGGCPGGARPAK 


11251 


41619 


A 


11319 


314 


486 




1 1252 


41620 


A 


1 1320 


3 


122 




1 1253 


41621 


A 


11321 


1 


289 




1 1254 


41622 


A 


11322 


1 


399 




1 1255 


41623 


A 


11323 


3 


259 
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BNSDOCID: <WO 0175067 A3JA> 
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PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1256 


41624 


A 


1 1324 


1 


369 


MPATWEAEARESHKREFETHL/ 
VQHSETPSEKEEE\EEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
bbbObbbb bbbbbfcbbbh.be b Eh 
GbbbbhbbhbEEEEEDEEEEEEE 

cccccc ccccccccccrrrrrrr 

bbbbbbbbbbbbbbbbbbbEEEE 

ccc?crir/^cr?rrcrc , T~'prp?p?p'p , p , p > T" > r»r"'i- 1 

hbbbbGbhbbbbbbbhbEEEEEE 
EEGEEEEEEEEEEEEFEDEEEEE 


1 1257 


41625 


B 


11325 


1 


441 




11258 


41626 


A 


11326 


1 


267 




1 1259 


41627 


B 


11327 


1 


234 




1 1260 


41628 


A 


11328 


1 


383 


MVRPFLYKKIKEEEEEEEEEEEE 

EEEEGEEEEEEEEEEEEEEEEEE 

bUbbbbbbhhhhbEbbEEEEDKD 

DEEER/EKKEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEKKHSL*DPD 

LGEKENKGQRKRKLARGTSQP 

SLSPGGSDPLGA 


11261 


41629 


A 


11329 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 

QTQCCAQATVQGLEGTRSWSQ 

SGTSSLSPWSHTSLRRRRKEEG 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEE/IEEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

bbbbbAICrQ 


1 1 O^l 


4 IO->U 


A 


1 1330 


294 


501 


AFDKQPRGRGRVVKEEVLKKK 

iy T/ 1— l - * T"' I - ' T~ * T* I~* T~* 1"^ !"» T~* T~» T~* p» I"™ 1 f-"» 

KJCbhbKbbbGEhEEEEEEEEEEE 

P7 /p? cr\crprrrt?r?r'pr , rT i r , r , T , r > r 

E/EEDEEEEEEEEEEEEEEEEEEE 
bbbbbbbb 


I Izo3 


4 1 63 1 




1 1 3-> 1 


/in 

618 


966 




11264 


41632 


B 


11332 


1 


332 




11265 


41633 


A 


11333 


1 


705 




11266 


41634 


A 


11334 


1 


417 




11267 


41635 


A 


11335 


1 


639 




11268 


41636 


A 


11336 


2 


2347 


LMLVV1FNGTERJEDLRKPPSFD 

A1LGGGLRVLFFQNEAHPPFAS 

WRNM EE A RTDRPSQQLRSLNG 

KWRLMRYFLLTHLCETLVKVK 

DAEDQLGARVGYIELDLNSGKI 

LESFRPEERFPMMSTFKGLLCG 

AVLSRIDAGQEQLGRRIHYSQN 

ULGbYbPV 1 bKHL 1 DGMTVRE 

LCSAA1TMSDNTAANLLLTTIG 

GPNELTAFLHNMGDHVTRLDR 

erppi NJ F A IPMnPR nTRTI nnw 
oJDr DLINLAlr vWJXLWU 1 IVV/LUy W 

QQRSQTINWPTTTLAP 


1 1269 


41637 


A 


11337 


56 


243 


YSCLMFPQDGE*LEKEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEN 
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SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


1 1270 


41638 


A 


1 1338 


1 


503 


MKHQHFALLVPEKFLIAQSTAS 

RVDRRQIWRDVSSERGEISQCL 

KVGTSLNSTDVSAVEAVRATV 

LGSGTLTPTVLRSNAGPYTRJST 

VPACLLGQEEEEEEEEEEEEEEE 

EEEEEEEXEEEEEEEK7EEEE/EEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEGEEEERRKS 


11271 


41639 


A 


1 1339 


1 


651 




11272 


41640 


A 


1 1340 


I 


2184 


MN1DANIPNKILENRJQQH1KKL 

IHHDQVGF1PGMQG WENIRKS1 

NVIQHINRTKDKNCMIISIDAEK 

AFDK1QQCFMLETLNKLG1GGT 

YLKIIRAIYDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKE1KGVQLGKE 

EVKLSLFADDM1VYLENPIVSA 

QHLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQTENQIMSELPF 

TIASKRIKYRGIQLTRDLKDLFK 

ENDKPLLKEIKED/DKEMEEHS 

MLMGRKNQYRENSHAAQELE 

KNYFKVHMEPKKSPHYQVNPK 

PKEQSGRHHVT*LQTILQGYSN 

QNSMVLVPKQTYRSMEQNRSL 

RNNATYLQLSDL*QTQEKQAM 

GKGFPI**MVLGKLASHM*KPE 

TGSLPYTLYKNQFKVD*RLKR* 

T*NHKNQRRKPRHYHSGHRHG 

QGLHV*NTK1NGNKNQN*QMG 

SN*TKELLHSKRNYRQSDQATY 

KMGENFrfNLLIRQRANIQNVQ* 

TQTNLQEKNKQPHQKVGEGHE 

QTLLKRRHLCSQKTHEKANSPSL 

AIREMQIKTTMRYHLTPVRMAI 

IKKSGNSRKHIQKKEEEEEEEEA 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEKCSLKHTEAPCVKG1ETIFW 

NKFSLCDITKSYLSGVQKLEER 

AHKVKLALKFKKEIKMALHGG 


1 1273 


41641 


A 


11341 


I 


870 




1 1274 


41642 


A 


1 1342 


2 


259 


GSTISCARCAELRGSASRFRPLP 
AAAMKWMFKEDHSLEHRCVE 
SAKIRAKYPDRVP\LTMGQLYE 
KEKDEDGFLCVAYSGENTFGF 
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BNSDOCIO: <WO 0175067A3_IA> 



WO 01/075067 



is 

PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1275 


41643 


A 


1 1343 


1 


461 


GCRCRCRRRCCCARCAELRGS 

ASRFRPLPAAAMKWMFKEDR 

W\LEHRCVESAK\IRAKYPDRVP 

VIVEK/VSQGSQIVDIDKRKY\L 

VPSDITV\AQFMW11RKRIQLPSE 

KAMFLFVDKTVPQSSLTMGQLY 

EKEKADEDGFLYVAWSGRGTLF 


11276 


41644 


A 


11344 


1 


966 




11277 


41645 
* 


A 


11345 


1 


1037 


RPPFPVPGVQKCPLPTRGGLHIG 

RWLRDRAGPPEAQDGTGGRSR 

SRRRPPALPNSRPSPVASGREM 

VVLSVPAEVT\VILLD1\EGTTT\P 

IAFVKG/DILFPYIERKMLKAEYL 

QTHW\EEEEFQ\QDVSLFEGNK 

A\EEDAHLDG\AVPIPGKHLGIG 

V\DD\LQQMI\QAVVDNVCWQM 

SLDRKTT A L K\Q LQG H\M WRA A 

FTAGRMK\AEFFADVVPA\VR\K 

WREAGXMKVYIYSSGSVEAQKL 

LFGHSTEGDILELV\DGHF\DTK1 

GHKRRRVKVTRK\IADSI\GCST\ 

NKHFVFWTDVTSRRASAGLRE 

AGCCTLAVV\VRPG\NAGINR*L 

RKTYYSL1TSFOWNYYLPSST 


1 1278 


41646 




1 1346 


346 


858 




1 1 ?7Q 

iiz.// 


41647 




1 1 ^47 




234 




1 1280 


41648 


A 


1 1348 


-j 


1696 




1 17X1 


41649 

*T I V/*T/ 




1 1349 


-j 


234 




1 1282 


41650 




1 1350 


T 


1696 




1 1283 


41651 


A 


1 1351 


1 


211 




1 1284 


41652 




1 1352 





417 




11285 


41653 


A 


11353 _j 




1458 




11286 


41654 


A 


11354 


219 


329 




11287 


41655 


A 


11355 


132 


451 




11288 


41656 


A 


11356 




996 




11289 


41657 


A 


11357 




867 


MARLWGALSLWPLWAAVPWG 

GAAAVGVRACSSTAAPDGVEG 

PALRRSYWRHLRRLVLGPPEPP 

FSHVCQVGDPVLRGVAAPVER 

AQLGGPELQRLTQRLVQVMRR 

RRCVGLSAPQLGVPRQVLALEL 

PEALCRECPPRQRALRQMEPFP 

LRVFVNPSLRVLDSRLVTFPEG 

CESVAGFLACVPRFQAVQISGL 

DPNGEOVVWOASGWAARJIOH 

EMDHLQGCLFIDKMDSRTFTN 

VYWMKVND*SFATGAEDSGY 

QDANTFTLSWANLTWHQLGW 

LAYDRKLDCQGMAD 


11290 


41658 


A 


11358 


3 


226 




11291 


41659 


A 


11359 


1 


756 
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